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1 ABSTRACT/ZUSAMMENFASSUNG 
1.1 DEUTSCH 
Diese Arbeit befasst sich mit der differenziellen Protein- und Genexpression in Abhängigkeit von der 
Eisenversorgung und der Verfügbarkeit des Regulators der Eisenaufnahme in A. thaliana, FIT (FER-
LIKE IRON DEFICIENCY-INDUCED TRANSCRIPTION FACTOR), um durch Vergleich der Protein- und Gen-
Expressionsmuster mit jenen der FIT-regulierten Gene IRT1 und FRO2 weitere von FIT regulierte Gene 
zu finden. Außerdem wird die posttranskriptionale Regulation von FIT untersucht, um die Regulation 
der Eisenaufnahme in A. thaliana weiter aufzuklären. Protein- und RNA-Proben aus Wurzeln von 
Wildtyp-Pflanzen, einer fit-Knock-out- und einer FIT-Überexpressionslinie wurden mit 
zweidimensionaler Elektrophorese sowie mit CATMA v6 Microarrays analysiert. Es konnten so neben 
IRT1 und FRO2sechs weitere, FIT-regulierte Gene ermittelt werden. Das als von FIT reguliert 
beschriebeneGenAHA2 zeigte in dieser Arbeit eine FIT-unabhängige Regulation. Neun Proteine 
wurden in verschiedenen Formen gefunden, die möglicherweise das Resultat posttranslationaler 
Modifikation oder alternativen Splicings sind. Zehn weitere einfach identifizierte Proteine zeigten 
eine posttranskriptionale Regulation. Die Untersuchung einer möglichen posttranslationalen 
Modifikation von FIT erfolgte unter Anwendung ein- und zweidimensionaler Techniken. FIT liegt in 
mindestens zwei Formen vor. Es konnte gezeigt werden, dass FIT durch Phosphorylierung und 
möglicherweise auch durch Ubiquitinylierung posttranslational modifiziert wird. 
1.2 ENGLISH 
This work deals with the differential protein and gene expression depending from iron supply and the 
availability of the regulator of iron uptake in Arabidopsis thaliana, FIT (FER-LIKE IRON DEFICIENCY-
INDUCED TRANSCRIPTION FACTOR), to find more FIT-regulated genes by comparison of the 
respective expression patterns with those of the FIT-regulated genes IRT1 and FRO2. Additionally, a 
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possible post-transcriptional regulation of FIT is investigated to further elucidate the regulation of 
iron uptake in A. thaliana. Protein and RNA samples from roots of wild type plants, a fit knock-out 
mutant and a FIT over-expressing line have been analyzed with two-dimensional electrophoresis and 
CATMA v6 microarrays. Besides IRT1 and FRO2, six more FIT-regulated genes could be identified with 
this approach. The gene AHA2 which has been described as FIT-regulated showed a FIT-independent 
regulation in this work. Nine proteins have been found in distinct forms which possibly result from 
post-translational modification or alternative splicing, respectively. Ten more singly identified 
proteins displayed a post-transcriptional regulation. The investigation of a possible post-translational 
modification of FIT has been performed with one and two-dimensional techniques. FIT is present in 
at least two forms. It could be demonstrated that FIT is post-translationally modified by 
phosphorylation and possibly by ubiquitinylation. 
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2 INTRODUCTION 
2.1 IRON IN BIOLOGICAL PROCESSES 
Iron is an essential nutrient in plants and animals. Its most prominent role in the uptake and 
distribution of oxygen as well as the evacuation and release of carbon dioxide as the central atom in 
the heme prosthetic group of hemoglobin in animals is well-understood. Iron has a high redox 
potential and can be reversibly interchanged between the ferrous (Fe2+) and ferric (Fe3+) state which 
enables it to function as a cofactor of oxidoreductases or oxygenases most of which are heme or 
iron-sulfur proteins. (Lindley, 1996) 
An important group of proteins contains heme as a prosthetic group. Cytochrome P450 (CYP) 
superfamily proteins are heme proteins and they participate in the oxidative metabolism of 
biomolecules such as fatty acids, steroids and eicosanoids but also in the detoxification of 
xenobiotics. (Guengerich, 1991) Another group of metalloproteins use iron-sulfur clusters as a 
cofactor. Iron-sulfur proteins are involved in important biosynthetic processes such as DNA synthesis 
and they participate in various reactions in carbon, oxygen, hydrogen, sulfur, and nitrogen 
metabolism.(Brzoska et al., 2006)The spectrum of processes in which iron is involved in biological 
processes ranges from reactions in the energy metabolism, anabolism, hormone metabolism, carbon 
hydrate and amino acid metabolism up to assimilation reactions. Heme as well as non-heme iron-
sulfur proteins are part of the electron transfer chains in eucaryotic mitochondria or the chloroplasts 
in plants. 
Iron-sulfur proteins can also work as a sensor. It has been shown that the availability of iron and the 
assembly and disassembly of the [4Fe-4S] cluster controls the binding of IRP1 and IRP2 proteins to 
target mRNAs preventing their translation in Homo sapiens. With the [4Fe-4S] cluster IRP1 shows 
aconitase activity whereas this function is lost and mRNA binding is enabled when the [4Fe-4S] 
cluster is absent. (Rouault, 2006) Another example of a sensory active iron-sulfur protein is the 
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glutamine 5-phosphoribosyl-1-pyrophosphate (PRPP) amidotransferase in Bacillus subtilis. The 
oxygen-labile [4Fe-4S] cluster regulates the stability of this protein. (Smith et al., 1994) 
Although iron is an essential micronutrient to most organisms it has a relatively high toxic potential. 
Free Fe2+ and Fe3+ ions can cause the formation of reactive oxygen species (ROS) and thereby lead to 
oxidative stress. Here, the formation of highly toxic hydroxide radicals caused by iron shall be 
exemplified with the Haber-Weiss reaction (reactions 1 and 2) (Haber and Weiss, 1934; Kehrer, 
2000)in which the second partial reaction (reaction 2) is also referred to as the ‘Fenton reaction’ 
(Fenton, 1894; Kehrer, 2000): 
   Fe3+ + •O2
- Fe2+ + O2   (1)
 
   Fe2+ + H2O2 Fe
3+ + OH- + OH•  (2) 
ROS are highly mutagenic because they are able to induce oxidative damage to DNA them to a 
degree that may lead to severe disturbances up to the death of single cells or even the whole 
organism. So it is important to not only ensure sufficient iron availability but also to avoid excess iron 
in order to keep its toxic properties as low as possible. 
2.2 IMPORTANCE OF IRON IN HUMAN NUTRITION 
2.2.1 IRON REQUIREMENTS IN HUMANS 
Adolescent humans require 1 to 2 mg/d iron wherein the iron requirement is 0.5 to 1 mg/d in non-
menstruating adolescents, 0.7 to 2 mg/d in menstruating women and 2 to 5 mg/d in pregnant 
women. Malignancy or infection may increase the iron requirements. Ca. 10 percent of the food iron 
is absorbed in the duodenum and jejunum, the rest is segregated in the excrement. Hence, the actual 
amount of iron that should be taken up with the food to meet the requirements is tenfold higher 
than the above-mentioned numbers. The total iron pool in humans averages 4 to 5 g of which ca. 70 
percent go towards hemoglobin and 11.6 percent towards myoglobin. A disproportion between iron 
uptake and requirement can lead to manifest iron deficiency. (Roche, 2003) 
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2.2.2 IRON DEFICIENCY IN HUMANS 
The most important syndrome in conjunction with manifest iron deficiency is sideropenic or iron 
deficiency anemia. Under iron deficiency hemoglobin cannot be synthesized in sufficient amounts. A 
lack of hemoglobin can cause the erythrocytes to become too small (microcytic anemia), of 
heterogeneous cell size (anisocytosis) or shape (poikilocytosis) or that hemoglobin is restricted only 
to the outer margin of the erythrocytes (anulocytosis). Symptoms of iron deficiency anemia comprise 
pale skin, adynamia and fatigue as well as brittle hair and finger nails, chapped skin or atrophic and 
dry mucosae. (Roche, 2003) The immune system can be impaired by iron deficiency. This shows in 
increased morbidity from infectious diseases. Iron-deficient children can display retarded physical 
and cognitive development. Iron deficiency during pregnancy increases the risks of infant and 
maternal mortality. Iron deficiency can lead to altered neurotransmitter and hormone production 
and changed metabolism. (WHO, 2001) A syndrome associated with iron deficiency is the Plummer-
Vinson syndrome. It is characterized by painful dysphagia and glossopyrosis accompanied by cardia 
and esophageal spasms. Most of the above-mentioned impairments of health can be diminished or 
cured by iron-enriched food or iron supplementation. 
 
Figure 1. Map of the worldwide prevalence of anemia in pre-school aged children. The red color indicates 
regions where more than 40 percent of pre-school aged children suffer from anemia. (image source: de Benoist 
et al., 2008) 
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Iron deficiency anemia is widespread in humans. More than 1.6 billion individuals suffer from 
anemia. This represents about 24 percent of the world population indicating that iron deficiency is 
one of the most prevalent nutritional disorders. (de Benoist et al., 2008; McLean et al., 2009) 
Independently from age and sex its highest prevalence is found in developing and emerging nations 
of the equatorial and tropic regions where the population mainly feeds on vegetarian food. (Figure 1) 
2.2.3 IMPORTANCE OF PLANT BIOLOGY WITH REGARD TO HUMAN IRON NUTRITION 
Iron deficiency in humans is associated with social and economic drawbacks. Increased maternal 
mortality and the lower income of males with decreased work capacity due to iron deficiency 
contribute to underfeeding and higher rates of disease, especially in economically weak countries. 
Production and acquisition of drugs and dietary supplements for the treatment of iron deficiency, the 
logistics, personnel expenses for the assessment and control of iron deficiency, efforts for prevention 
of iron deficiency and improvement of medical measures are immense cost factors. (WHO, 2001) 
To minimize iron deficiency, sufficient iron nutrition must be ensured, especially in the rural tropic 
and subtropical regions with the highest prevalence of iron deficiency. Since plants are the most 
important source of food for humans it is of great interest to supply crop plants with sufficient 
amounts of iron for a higher average iron content, to breed iron deficiency-resistant plants to raise 
the yields not only on alkaline and calcareous soils, to enhance the bioavailability of plant iron for 
humans and thereby to generally improve iron availability. 
Therefore strong interest lies in elucidating the mechanisms and regulation of iron uptake and 
distribution in plants. In this respect, plant scientists look sharply at how iron uptake and distribution 
in plants is regulated on the genetic and protein level, which genes and proteins participate in plant 
iron homeostasis, where they are located and which purposes the genes and proteins serve in iron 
homeostasis. It is also very important to know how iron deficiency and a knock-out or over-
expression of iron-related genes impact phenotypes as well as the transcriptome, proteome and 
metabolome of the plants to see which general changes they undergo under the different conditions. 
The aim of these scientific objectives is the search for homolog genes and proteins in cultivated 
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plants and the search for possibilities to optimize the plants’ iron homeostasis or to reduce the 
secondary effects of iron deficiency. If as many aspects of iron homeostasis are known it is possible 
to address the respective problems to generate more iron deficiency-resistant, iron-optimized or 
biofortified plants to improve the overall iron nutritional status of the world population. 
2.3 IRON IN PLANTS 
2.3.1 THE ROLE OF IRON IN PLANTS 
Apart from enzymes and pathways that are generally found in all kingdoms, many important plant 
compounds are synthesized by plant-specific iron-sulfur or heme enzymes in at least one of the 
reaction steps. Enzymes participating in the phenylpropaniod pathway (Fraser and Chapple, 2011) 
and in plant hormone synthesis as for example the oxylipin (Schaller, 2001), gibberellin (Helliwell et 
al., 1999) and brassinosteroid synthesis pathways (Kim et al., 2005; Katsumata et al., 2008) belong to 
the CYP protein family. 
Not only depends important biomolecule synthesis on iron, but also nutrient assimilation. For 
example, nitrogen assimilation in plants starts with the reduction of nitrate to nitrite by nitrate 
reductases (NR) consisting of a molybdenum complex (MoCo), a heme and an FAD domain. 
(Campbell, 1999; Kalimuthu et al., 2013) Subsequent reduction of nitrite to ammonia is carried out by 
nitrite reductases (NiR)containing a siroheme (Murphy et al., 1974) and a [4Fe-4S] cluster. (Lancaster 
et al., 1979) Sulfite reductases (SiR) which are envolved in sulfur assimilation in plants also contain a 
siroheme as well as a [4Fe-4S] cluster. (Nakayama et al., 2000) 
2.3.2 IRON AVAILABILITY IN THE SOILS 
Iron is very abundant in the soils. In the lithosphere the mean iron content lies around 5.1 %. In the 
soils iron is found in sulfur compounds as well as oxides, hydroxides, oxyhydroxides, silicates, in 
complexes with organic compounds and as free solute iron. The dominant oxidation states of iron are 
Fe2+ and Fe3+. In minerals iron often appears in form of goethite, hematite, lepidocrocite, maghemite 
or magnetite which are different crystalline forms of iron oxides and oxyhydroxides. For plants 
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amorphous iron in form of Fe(OH)3 seems to be the most important iron source. In organic chelates 
iron is very stable. At pH <7 iron is the dominant chelated cation in soils. (Barber, 1984) 
The solubility of Fe2+ and Fe3+ in soil water depends from the concentration of hydroxide ions and 
thereby from pH. (Figure 2) At neutral pH the concentration of Fe3+ is limited to about 10-17 M 
(Lindsay, 1979; Barber, 1984; Guerinot and Yi, 1994) but the optimal iron concentration for plant 
growth ranges between 10-9 and 10-4 M. (Guerinot and Yi, 1994) So it is not surprising that despite 
the high iron content in the soils and the relatively low amounts of iron plants need for survival, iron 
deficiency frequently occurs in plants because only a very small portion of the total iron content in 
soils is actually bioavailable. Especially in calcareous soils with high pH Fe3+ is virtually insoluble which 
causes iron deficiency in plants which are not adapted to the very limited iron bioavailability under 
these conditions. (Römheld and Nikolic, 2006) Circa 30 percent of the cultivated soils have been 
estimated to be calcareous. (Mori, 1999) 
 
Figure 2. Plot of the solubility of Fe
3+
 from different mineral and amorphous iron-
containing compounds depending from the soil pH as originally published by W. L. Lindsay 
in 1979. (image source: Lindsey, 1979)  
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2.3.3 EXCESS IRON IN PLANTS 
Excess iron is seldom in agriculture except for rice farming where it is a serious problem. Yield loss 
due to iron toxicity in rice ranges from 10 percent up to 100 percent. (Mohapatra, 2011) The small 
brownish spots that are caused by high iron content in the shoot and that preferably spread over 
older leaves in rice are also known as ‘bronzing’. (Tanaka et al., 1966; Yamauchi, 1989) By the time 
these speckled leaves can turn entirely brown and die. In other species the leaves may darken and 
the roots can develop a brown color. (Römheld and Nikolic, 2006) Aside from rice farming bronzing is 
predominantly found when ornamental plants are over-fertilized with iron salts. 
2.3.4 IRON DEFICIENCY IN PLANTS 
The most striking phenotype of plants suffering from iron deficiency is chlorosis. Under iron 
deficiency the leaf laminae turn yellow or white especially in young leaves whereas the leaf veins 
often remain green under milder iron deficiency conditions. With increasing severity and duration of 
iron deficiency the veins also turn yellow and the leaf edges can become brown and necrotic. 
Chlorosis is a macroscopic sign of chlorophyll shortage. The exact mechanism of iron deficiency-
induced chlorosis is not yet fully understood. 
Chlorophylls are tetrapyrroles. Tetrapyrroles can be synthesized via the C5 pathway. It has been 
proposed that the first two reaction steps of the C5 pathway may be impaired. (Marsh et al., 1963) 
Later it has been reported that Mg-protoporphyrin monomethyl ester (Mg-Proto Me) accumulates 
upon iron depletion indicating that the subsequent step of protochlorophyllide (Pchlide) formation 
might be blocked by iron deficiency. (Chereskin and Castelfranco, 1982; Spiller et al., 1982) A newer 
study suggests that the degradation of photosynthetic complexes rather than reduced chlorophyll 
production maybe the cause of the lower chlorophyll content in iron-deficient plants. (Page et al., 
2012) 
Plants suffering from iron deficiency can show retarded growth and reduced fertility. Under iron 
deficiency the seed size and number can be reduced which, in case of crop plants, leads to reduced 
crop yield. (Wiersma, 2010) The root architecture can also change. Upon iron deficiency roots can 
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display stunted growth. Lateral root length can be reduced (Römheld and Marschner, 1981) whereas 
the number of lateral roots may be increased. (Moog et al., 1995) Root subapical swelling may occur 
as well as increased root hair formation. (Landsberg, 1996) 
2.3.5 STRATEGIES OF IRON UPTAKE IN PLANTS 
To overcome the poor solubility of iron, plants have developed two distinct strategies of iron uptake. 
Strategy I is followed by dicots and non-graminaceous monocots whereas grasses follow Strategy II. 
(Marschner et al., 1986; Römheld and Marschner, 1986; Römheld, 1987) 
Strategy II is based on the excretion of phytosiderophores (PS) by the plant root into the rhizosphere. 
Phytosiderophores are small organic compounds with a high affinity to Fe3+ that efficiently form 
complexes with soil Fe3+. Examples of PS are members of the mugineic acid family. These are 
derivates of nicotianamine (NA). NA is a non-proteinogenic amino acid that is produced by fusion of 
three S-adenosyl methionine molecules by the action of nicotianamine synthases (NAS) (Higuchi et 
al., 1999) and is then processed to its derivates like deoxomugineic acid (DMA) and mugineic acid 
(MA) or arvenic acid (AA) which are extruded into the rhizosphere. (Römheld, 1987) The Fe3+/PS 
complexes are then transported into the root cells by a specific high affinity Fe3+/PS complex 
transporter. (Römheld and Marschner, 1986) In maize (Zea mays), ZmYS1 has been identified and 
characterized as such an Fe3+/PS complex transporter. (Curie et al., 2001; Roberts et al., 2004; Schaaf 
et al., 2004) Closely related YSL (YELLOW STRIPE 1-LIKE) transporters have been isolated and 
functionally characterizes in maize as well as other Strategy I species such as barley (Hordeolum 
vulgare) (Murata et al., 2006; Araki et al., 2011) and rice (Oryza sativa) (Curie et al., 2001; Koike et al., 
2004; Aoyama et al., 2009; Inoue et al., 2009; Lee et al., 2009) but also in the Strategy II plants 
A. thaliana (DiDonato et al., 2004; Le Jean et al., 2005; Schaaf et al., 2005; Waters et al., 2006) and 
Thlaspi caerulescens. (Gendre et al., 2007) 
Iron acquisition in Strategy I plants, among them also A. thaliana, is a three-step procedure that is 
characterized by the acidification of the rhizosphere followed by the reduction of Fe3+ to Fe2+ and 
subsequent uptake of Fe2+ into the root cells by a specific transporter. (Marschner et al., 1986; 
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Römheld and Marschner, 1986; Römheld, 1987) A simplified overview of Strategy I iron acquisition in 
A. thaliana is shown in Figure 3.  
The first step in iron uptake of Strategy I plants, acidification of the rhizosphere by proton extrusion, 
can drastically increase Fe3+ solubility. At first, in A. thaliana the P-type H+-ATPase AHA2 has been 
proposed to be the responsible proton pump (Sussman, 1994) which has been confirmed by a later 
study. (Santi and Schmidt, 2009) AHA2 transcripts as well as AHA2 protein accumulate in roots upon 
iron deficient conditions. (Santi and Schmidt, 2009) AHA2 expression has been discussed to be 
dependent from the bHLH transcription factor FIT. (See 2.3.7.) (Ivanov et al., 2012) AHA2 is also post-
transcriptionally regulated by Ser931 and Thr947 phosphorylation. While Thr947 phosphorylation 
allows for binding of an activating 14-3-3 protein (Fuglsang et al., 1999; Fuglsang et al., 2003), Ser931 
phosphorylation blocks 14-3-3 protein binding and reduces ATPase activity. (Fuglsang et al., 2007) 
Several other phosphorylation sites of AHA2 have been identified. (Rudashevskaya et al., 2012) 
The second step of iron acquisition in Strategy I plants is the reduction of ferric chelates. In 
A. thaliana, the NADP-dependent ferric chelate reductase FRO2 (FERRIC REDUCTION OXIDASE 2) has 
been isolated and shown to be induced by iron deficiency. (Robinson et al., 1999) Further studies on 
the regulation of iron acquisition in A. thaliana showed that FRO2 expression is controlled by FIT. 
(See 2.3.7.) (Colangelo and Guerinot, 2004; Jakoby et al., 2004) FRO2 contains four predicted heme 
binding sites that have been suggested to be important for electron transfer to rizospheric iron. 
(Robinson et al., 1999)  FRO2 is expressed in root epidermal cells and over-expression of FRO2 
creates a higher tolerance to low iron supply. (Connolly et al., 2003) In tomato LeFRO1 is the 
responsible chelate reductase. (Li et al., 2004) 
Finally, in Strategy I plants, ferrous iron is then translocated into the root cells by a specific 
transporter. The metal transporter IRT1 (IRON-REGULATED TRANSPORTER 1)is the major iron uptake 
transporter in A. thaliana. (Eide et al., 1996; Henriques et al., 2002; Varotto et al., 2002; Vert et al., 
2002) IRT1 expression is regulated by FIT. (See 2.3.7.) (Colangelo and Guerinot, 2004; Jakoby et al., 
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2004) IRT1 is post-translationally regulated by monoubiquitinylation to keep iron uptake well-
balanced. (Barberon et al., 2011) 
 
 
Figure 3. Simplified model of Strategy I of iron acquisition in A. thaliana. FIT activity is induced by iron deficiency. FIT 
induces expression of the genes AHA2, FRO2 and IRT1. AHA2, FRO2 and IRT1 are located in the plasma membrane. 
AHA2 extrudes protons into the rhizosphere to solubilize ferrous iron. Ferrous iron is reduced by FRO2. Ferric iron is 
taken up into the root cell by the divalent metal transporter IRT1. 
 
2.3.6 BASIC HELIX-LOOP-HELIX TRANSCRIPTION FACTORS 
Basic helix-loop-helix (bHLH) transcription factors are regulators of gene transcription and they are 
wide-spread among eucaryotic organisms. These proteins are characterized by a ca. 60 amino acids-
spanning domain that can be divided into two functionally distinct regions: the N-terminal basic (b) 
region and the adjacent C-terminal helix-loop-helix (HLH) region. The ca. 18 amino acids long basic 
region is rich in hydrophilic and basic residues and responsible for DNA binding. The HLH region is 
composed of conserved aliphatic amino acids forming two amphipathic α-helices that are linked by a 
variable loop. The two α-helices function as the dimerization domain. (Murre et al., 1989; Voronova 
and Baltimore, 1990; Ferré-D'Amaré et al., 1993; Ellenberger et al., 1994; Ferré-D'Amaré et al., 1994) 
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BHLH transcription factors bind the target DNA sequence as dimers with their basic regions. (Ma et 
al., 1994; Shimizu et al., 1997) BHLH proteins can form homo- or heterodimers and dimerization is 
mediated by hydrophobic interaction between the conserved aliphatic amino acids within the 
α-helices. (Brownlie et al., 1997; Heim et al., 2003) 
The consensus DNA sequence 5’-CANNTG-3’ that is recognized by bHLH transcription factors is 
referred to as the E-box. (Murre et al., 1989; Voronova and Baltimore, 1990) The canonical, 
palindromic E-box sequence 5’-CACGTG-3’ is called G-box. (Williams et al., 1992) There is also a 
number of non-palindromic motifs that can be bound by bHLH-PAS proteins. (Wharton et al., 1994; 
Wang et al., 1995) The DNA binding specificity of bHLH proteins is mainly mediated by the basic 
region and it has been proposed that the variable loops of the bHLH proteins may generate a binding 
selectivity to certain DNA sequences outside the E-box. (Ferré-D'Amaré et al., 1993) There are also 
non-DNA-binding bHLH proteins that may be responsible for negative regulation of other bHLH 
proteins by forming inactive heterodimers (Castelain et al., 2012) as a form of post-transcriptional 
regulation. 
By alignment of a predicted consensus sequence with the model plant A. thaliana genome, it could 
first be shown that there are at least 133 bHLH genes in A. thaliana which have been divided into 12 
main groups. (Heim et al., 2003) An independently conducted study using the PIF3 sequence for 
genome-wide comparison revealed 147 bHLH genes in A. thaliana and they were classified into 21 
groups. (Toledo-Ortiz et al., 2003) Later this number has been corrected to 162. (Bailey et al., 2003) 
In plants BHLH transcription factors are involved in the regulation of many biological processes such 
as embryo development, cell differentiation, stress response, hormone signaling or light signaling 
and some of them are partially redundant. (Pires and Dolan, 2010) 
BHLH transcription factors can be post-transcriptionally regulated. PIF3 (PHYTOCHROME 
INTERACTING FACTOR3, AtBHLH008) is involved in light signaling in A. thaliana. (Ni et al., 1999; 
Martinez-Garcia et al., 2000) Upon red light irradiation PIF3 is phosphorylated and subsequently 
deactivated by proteasomal degradation which could be shown in time course experiments where 
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phosphorylated PIF3 displays a lower electrophoretic mobility in Western blot analyses and is 
degraded within one hour after a saturating pulse of red light. PHYA, PHYB and PHYD are redundant 
and at least one of these is required for the red light-induced degradation of PIF3. Proteasome-
dependent degradation of PIF3 has been shown by treatment with the proteasome inhibitor MG-132 
that inhibits the red light-induced degradation of PIF3 but not the mobility shift. The mobility shift 
due to phosphorylation of PIF3 could be reverted by in vitro alkaline phosphatase treatment of 
phosphorylated PIF3. (Al-Sady et al., 2006) In PIF3, 19 light-induced phosphorylation sites could be 
identified by mass spectrometry. A phosphomimicking PIF3 mutant in which six of the light-induced 
phosphorylation sites are mutated from serine to aspartate (PIF3-D6) show a constitutive 
degradation of the mutated PIF3 through the 26S proteasome in the absence of light indicating that 
phosphorylation of these sites induces PIF3-D6 degradation. In vitro alkaline phosphatase treatment 
showed that the non-mutated sites of PIF-D6 are still phosphorylated upon red light. (Ni et al., 2013) 
The bHLH protein SPCH (SPEECHLESS) that participates in the regulation of stomata development in 
A. thaliana has been shown to be differentially phosphorylated to regulate SPCH activity. SPCH 
promotes asymmetric cell divisions and meristemoid formation in the epidermis. (Lampard et al., 
2008; Gudesblat et al., 2012) It has been demonstrated that SPCH is a target of MPK3 and MPK6 by in 
vitro kinase essays. SPCH contains a MAPK target domain wherein there are 10 potential consensus 
MAPK phosphorylation target sites five of which are high stringency sites with the P-X-S/T-P amino 
acid sequence. Deletion of the MAPK target domain led to no phosphorylation by MAPK3 or MAPK6 
in in vitro kinase essays. Three of the high stringency sites have been identified by mass spectrometry 
as phosphorylated serines (S193 and S211) and a phosphorylated threonine (T214). Complementary 
deletions of the MAPK target domain and complementary mutations of the high stringency MAPK 
target sites (S/T to A) which renders these sites unphosphorylatable revealed that S193 plays an 
activating role whereas the others have inhibitory functions. (Lampard et al., 2008) It has been 
demonstrated that SPCH is also a phosphorylation target of BIN2 (BRASSINOSTEROID-INSENSITIVE 2), 
a kinase involved in brassinosteroid signaling. Together, 12 phosphorylation sites could be identified 
by mass spectrometry 10 of which are phosphorylated in vitro by BIN2 whereat five are located 
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within the MAPK target domain (S171, S177, S181, S193 and T214) and the other five are in the N-terminal 
part outside the MAPK target domain (S65, S38, T40, S43 and T44). In vivo, five BIN2 target sites could be 
identified in SPCH-GFP-expressing plants by mass spectrometric analysis of enriched SPCH-GFP 
before and after BL treatment (S65, S171, S186, S193 and S219). A five-fold phosphoinhibitory mutant of 
the N-terminal BIN2 target sites (SPCHprom::SPCHS65A S/T38-44A) displays a higher density of non-
stomatal cells than the single (SPCHprom::SPCHS65A) and quadruple phosphoinhibitory mutants 
(SPCHprom::SPCHS/T38-44A) showing that the joint phosphorylation in these sites is necessary to limit 
proliferation of non-stomatal epidermal cells by SPCH, similar to the inhibitory MAPK targets in the 
MAPK target domain. SPCH protein accumulates after BL treatment. MG-132 treatment has the same 
effect indicating that BIN2 activity leads to proteasome-dependent degradation of SPCH. (Gudesblat 
et al., 2012) 
Non-covalent posttranscriptional regulation has been observed with the bHLH transcription factors 
MYC2, MYC3 and MYC4 which are key regulators in jasmonate (JA) signaling. MYC3 and MYC4 have 
been proposed to form clusters with MYC2 to regulate the transcription of different subsets of JA-
responsive genes. Yeast two-hybrid as well as pulldown assays demonstrated that MYC2, MYC3 and 
MYC4 interact with several JAZ repressors. MYC2, MYC3 and MYC4 form homo- and heterodimers as 
has been shown by co-immunoprecipitation. (Fernandez-Calvo et al., 2011) JAZ repressors are 
members of the Jasmonate-ZIM-domain protein family. JAZ3 is target of proteasomal degradation via 
SCFCOI1 which has been shown by in vitro pulldown essays and in vivo by fluorescence microscopy of 
JA or MG-132 treated plants expressing JAZ3-GFP where the JA-induced JAZ3-GFP degradation is 
rescued by simultaneous MG-132 treatment. (Chini et al., 2007) 
Another bHLH transcription factor involved in light signaling, HFR1 (Long Hypocotyl in Far-Red Light 
1), is phosphorylated in vitro by CKII (casein kinase II) and in vivo. In vitro phosphorylation efficiency 
experiments with different S/A mutants of the N-terminal 131 amino acid-spanning HFR1 fragment 
showed that HFR1 is phosphorylated at multiple serines and that S122 represents the major 
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phosphorylation site of HFR1. In contrast to PIF3 and SPCH, phosphorylation of HFR1 leads to 
reduced degradation of HFR1 in vitro. (Park et al., 2008) 
Taken together, some bHLH transcription factors have been shown to be regulated post-
transcriptionally which leads to altered protein turnover by phosphorylation as well as physical 
interaction with other bHLH and non-bHLH proteins. It has been demonstrated that phosphorylation 
may have promoting or inhibitory effects on bHLH protein activity or turnover depending on the 
bHLH protein and the phosphorylation site. The above-mentioned plant bHLH proteins can be 
phosphorylated at multiple sites. 
2.3.7 bHLH TRANSCRIPTION FACTORS INVOLVED IN IRON HOMEOSTASIS IN A. THALIANA 
To better distinguish between genes from A. thaliana and tomato, gene names in this section are 
added the prefix ‘At’ for A. thaliana genes and proteins and ‘Le’ for tomato (Solanum lycopersicum; 
formerly named Lycopersicum esculentum) genes and proteins, when necessary. 
A number of bHLH proteins have been associated with iron homeostasis in A. thaliana. One of these 
bHLH transcription factors is AtFIT (FER-LIKE IRON DEFICIENCY-INDUCED TRANSCRIPTION FACTOR). 
(Colangelo and Guerinot, 2004; Jakoby et al., 2004; Brumbarova and Bauer, 2005; Yuan et al., 2005; 
Bauer et al., 2007) LeFER is the tomato ortholog of AtFIT. (Ling et al., 2002; Bauer et al., 2004; Jakoby 
et al., 2004) Before AtFIT was known, the tomato fer mutant has been found to be chlorotic under 
sufficient iron supply, shows a reduced iron reductase activity and expression of the iron transporter 
gene Leirt1 was also reduced. The fer locus has been isolated by map-based cloning and one of the 
two identified ORFs has been able to complement the tomato fer mutant. Lefer has been identified 
as a bHLH protein. (Ling et al., 2002) It has been demonstrated that LeFER gene expression is present 
in roots under iron-deficient conditions and down-regulated at generous iron supply. The same could 
be observed in Western blot analyses in wild type whereas in roots of plants expressing LeFER 
constitutively the protein abundance is reduced at 100 µM versus 10 µM iron supply. 
Immunolocalization of LeFER showed that the LeFER protein is localized to the nucleus and that 
LeFER abundance decreases in wild type as well as in constitutive LeFER expressors with increasing 
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iron supply. (Brumbarova and Bauer, 2005) Additionally, LeFER over-expression induces the 
transcription of its target genesLeIRT1 and LeNRAMP1 in roots but is not capable to induce ectopic 
expression of LeIRT1 and LeNRAMP1 in leaves. (Bereczky et al., 2003) Both indicates that an LeFER-
independent co-regulatory mechanism is required for the control of LeIRT1 and LeNRAMP1 
expression. Immunolocalization of LeFER in root cross sections showed that the LeFER protein is 
expressed in wild type from the root tip over the elongation zone up to the root hair zone in a tissue-
specific manner, respectively. A similar tissue-specific protein expression patterns have been 
observed in tomato roots that constitutively express LeFER RNA under the control of the viral 35s 
promoter which also leads to the conclusion that LeFER is post-transcriptionally regulated. 
(Brumbarova and Bauer, 2005) 
Database searches for homolog genes of LeFER revealed that AtFIT is the A. thaliana ortholog of 
LeFER. (Ling et al., 2002; Bauer et al., 2004; Jakoby et al., 2004) Heterologous expression of AtFIT in a 
transgenic tomato fer knock-out mutant was able to complement as well the chlorotic iron-deficient 
phenotype as the LeFER target gene expression of the fer mutant. (Yuan et al., 2005) 
FIT is expressed in iron-deficient main and lateral roots mainly in the outer cell layers, in the 
endodermis and inner tissues of the central cylinder. FIT expression is up-regulated in iron-deficient 
wild type roots. FIT controls the expression of the metal transporter IRT1 and the ferric chelate 
reductase FRO2. fit knock-out mutants display a severe phenotype of iron starvation with reduced 
growth, chlorosis and they are lethal at the seedling stage. (Colangelo and Guerinot, 2004; Jakoby et 
al., 2004) Further evidence for IRT1 and FRO2 being direct targets of FIT has been given by RT-qPCR 
analyses of IRT1 and FRO2 expression in transgenic Arabidopsis plants expressing a fusion protein of 
FIT with a glucocorticoid receptor in the fit-2 knock-out background. In plants provided with 
dexamethasone (DEX) the chlorotic phenotype was rescued which was not the case in plants grown 
without DEX. IRT1 and FRO2 transcripts accumulated after cycloheximide treatment in plants 
supplied with DEX whereas no such accumulation could be observed in plants that were grown 
without DEX. IRT1 and FRO2 accumulation was higher in plants grown without iron than in plants 
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supplied with iron indicating a post-transcriptional regulation of FIT. (Sivitz et al., 2012) RT-qPCR 
analyses indicate that also expression of the plasma membrane H+-ATPase gene AHA2 depends on 
FIT. (Ivanov et al., 2012) Constitutive expression of FIT leads to ectopic expression of IRT1 and FRO2 
in leaves only under iron deficiency. (Jakoby et al., 2004) It has been shown that in other constitutive 
FIT expression lines IRT1 and FRO2 expression is induced in roots only under iron-deficient 
conditions. (Colangelo and Guerinot, 2004) Both indicates that a post-transcriptional regulatory 
mechanism is involved in FIT target gene expression. 
Other bHLH transcription factors have been reported to be up-regulated under iron-deficient 
conditions in A. thaliana. A macro-array cDNA screening and semi-quantitative RT-PCR analyses 
showed that expression of the subgroup Ib bHLH genesbHLH038 and bHLH039is induced under iron 
deficiency in Arabidopsis seedlings. (Vorwieger et al., 2007) Together with bHLH038 and bHLH039 the 
two closely related bHLH genes bHLH100 and bHLH101 have been investigated by RT-qPCR and it has 
been demonstrated that all four bHLH genes, bHLH038, bHLH039, bHLH100 and bHLH101, are 
induced under iron-deficiency in roots and leaves. A time course experiment showed that expression 
of all four bHLH genes peaks at 24 hours in two week-old plants after iron-deficiency treatment. 
Single knock-outs of either of the four bHLH genes do not affect FIT, IRT1 and FRO2 induction upon 
iron deficiency in roots. In promoter-GUS lines both, bHLH38 and bHLH39 promoters are active in the 
epidermis of the root hair zone and in the epidermis and inside the root of the upper root zone. 
bHLH100 promoter activity has been detected in the epidermis and inside the root except for the 
root tip. Split-root experiments showed that bHLH100 expression depends on a systemic iron 
deficiency signal that is distinct from the signal that induces FIT expression. Single knock-out mutants 
of bHLH038 (m38) and bHLH039 (m39) do not display obvious phenotypes. (Wang et al., 2007) In the 
bhlh100/bhlh101 double knock-out mutant induction of the FIT target genes IRT1 and FRO2 upon 
iron starvation is unaffected. In expression of other iron deficiency-responsive genes is not altered in 
the bhlh100/bhlh101 mutant suggesting that bHLH100 and bHLH101 regulate iron deficiency 
responses in a separate yet unidentified pathway. (Sivitz et al., 2012) In chlorotic fit knock-out 
mutants, bHLH038, bHLH039, bHLH100 and bHLH101 gene expression is induced under supply with 
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iron-deficient and iron-sufficient medium indicating an iron deficiency-dependent regulation that is 
independent from FIT. (Lingam et al., 2011) 
With yeast two-hybrid and Bimolecular Fluorescence Complementation (BiFC) assays it has been 
demonstrated that FIT physically interacts with bHLH038 and bHLH039 and BiFC assay also showed 
that FIT can form homodimers. Knock-out of bHLH038 or bHLH039 does not affect IRT1 and FRO2 
expression. Co-over-expression of FIT with bHLH038 or bHLH039 leads to constitutive expression of 
the FIT target genes IRT1 and FRO2 at the transcriptional and the protein level indicating the role of 
bHLH038 and bHLH039 in the co-regulation of the iron uptake machinery in A. thaliana together with 
FIT. (Yuan et al., 2008) Another study demonstrated that bHLH038 bHLH039,bHLH100 and bHLH101 
physically interact with FIT. Either combination of FIT with bHLH038, bHLH039, bHLH100 or bHLH101 
was able to induce the IRT1 and FRO2 promoter in Transcription Activation Assays, respectively. 
Single bhlh038, bhlh039, bhlh100 and bhlh101knock-out mutants do not display an obvious iron 
deficiency phenotype whereas the double and triple mutants show gradually increasing defects in 
response to iron deficiency indicating redundant functions of the four bHLH genes. Phenotypic and 
transcriptional analysis of different combinations of double and triple knock-out mutants of the four 
bHLH genes have shown that the genes act in the regulation of the iron uptake machinery with 
decreasing significance in the following order: AtbHLH39 > AtbHLH101 > AtbHLH38 > AtbHLH100. 
(Wang et al., 2013) FIT, bHLH038 and bHLH039 are up-regulated under cadmium stress and double 
over-expression of FIT with bHLH038 or bHLH039 as well as over-expression of bHLH039 alone leads 
to increased cadmium tolerance in A. thaliana. Cd translocation from the root to the shoot is lower in 
double FIT/bHLH038 and FIT/bHLH039 over-expressing lines. HMA3, MTP3, IREG2, and IRT2, genes 
that are involved in heavy metal sequestration, are constitutively expressed in the double 
FIT/bHLH038 and FIT/bHLH039 over-expressing lines indicating that FIT, bHLH038 and bHLH039 are 
involved in the regulation of these genes. Furthermore, the iron homeostasis-related genes IRT1, 
FRO2, NAS1 and NAS2 are constitutively expressed in the double FIT/bHLH038 and FIT/bHLH039 
over-expressing lines which suggests that the heterodimers FIT/bHLH038 and FIT/bHLH039 are 
involved in the regulation of these genes and that enhanced iron uptake and translocation to the 
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shoot may inhibit or reduce Cd binding to essential metal-binding molecules and thereby contribute 
to Cd tolerance in A. thaliana. (Wu et al., 2012) 
It has been shown that FIT activity can be post-transcriptionally regulated by interaction with 
bHLH038, bHLH039, bHLH100 and bHLH101 but there is evidence that FIT not only interacts with 
these bHLH proteins but can also interact with two proteins involved in the ethylene pathway, EIN3 
and EIL1, which has been demonstrated in yeast two-hybrid and in vitro pulldown assays as well as 
BiFC experiments. Treatment of wild type plants with the ethylene synthesis inhibitor 
aminoethoxyvinylglycine (AVG) leads to reduced expression levels of FIT and the FIT target genes 
IRT1 and FRO2. In comparison to wild type, ein3/eil1 knock-out mutants as well as wild type seedlings 
that have been treated with AVG display a decreased FIT protein abundance under iron-deficient 
conditions whereas treatment with the proteasome inhibitor MG-132 reverted the effect. This 
suggests that FIT may be degraded via the proteasome and be stabilized by EIN3/EIL1. (Lingam et al., 
2011) 
Proteasome-dependent degradation of FIT has also been observed in two independently conducted 
studies. (Meiser et al., 2011; Sivitz et al., 2011) Exposure to iron-deficient growth conditions led to 
decreased levels of GFP-tagged FIT in roots of Arabidopsis plants that constitutively express a GFP-
tagged version of FIT. MG-132 treatment was able to partly restore the FIT-GFP abundance to a level 
comparable to that in plants grown with sufficient iron supply. In turn, treatment of the constitutive 
FIT-GFP expressor with CHX lead to a less decreased FIT-GFP level in plants supplied with sufficient 
iron but almost total decrease in iron-deficient plants indicating that FIT is degraded in a 
proteasome-dependent manner under iron deficiency. Measuring IRT1 and FRO2 transcript levels in 
the same experiments showed that FIT is also present in an inactivated ('exhausted') form under iron 
deficiency. (Sivitz et al., 2011) Besides the iron status post-translational regulation of FIT has also 
been linked with the gaseous plant hormone nitric oxide. Treatment with the NO scavenger 2-(4-
carboxyphenyl)-4,4,5,5-tetramethylimidazoline-1-oxyl-3-oxide (cPTIO) led to decreased FIT protein 
levels in a constitutive HA-FIT expressor under iron sufficiency and deficiency and reduced 
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accumulation of FIT protein in wild type under iron deficient growth conditions and the same has 
been observes in the constitutive HA-FIT expressor after treatment with the NO synthesis inhibitors 
aminoethoxyvinylglycine (AVG), tungstate and N-nitro-L-arginine methylester hydrochloride 
(L-NAME). Treatment with MG-132 reverted the effect of cPTIO treatment. Therefore it has been 
concluded that like ethylene, NO prevents FIT from being degraded in a proteasome-dependent 
manner. (Meiser et al., 2011) 
FIT (FER-LIKE IRON-DEFICIENCY-INDUCED TRANSCRIPTION FACTOR) (Bauer et al., 2007), which has 
also been known under the names FRU (Jakoby et al., 2004), BHLH029 (Heim et al., 2003) and FIT1 
(Colangelo and Guerinot, 2004), is a member of the group IIIa of bHLH proteins in A. thaliana. (Heim 
et al., 2003) The AGI locus identifier (Wortman et al., 2003) of FIT is At2g28160. The TAIR database 
(Chory et al., 2000; Lamesch et al., 2012) provides DNA as well as protein data about FIT and other 
A. thaliana genes. The FIT gene is located on the long arm of chromosome 2. The coding sequence 
stretches in forward direction from the base pairs 12004713 to 12005908. It comprises four exons 
and three introns. The FIT protein is 318 amino acids large and its molecular weight is 35.5201 kDa. 
According to the Superfamily HMM library and genome assignments server (Wilson et al., 2009), the 
bHLH domain stretches from the 127th to the 194th amino acid. The isoelectric point of FIT is 
predicted to be 4.59 by ExPASy ProtParam. (Gasteiger et al., 2005) 
2.4 SYSTEMIC RESPONSE TO IRON DEFICIENCY IN PLANTS 
A number of proteomic and transcriptomic studies has been conducted with regard to iron and other 
metal homeostasis in plants, mostly employing two-dimensional electrophoresis and microarrays, 
respectively. In tomato roots the proteomic responses to iron deficiency in fer mutants and wild-type 
(Brumbarova et al., 2008; Li et al., 2008), and to cadmium toxicity in wild type (Rodriguez-Celma et 
al., 2010) have been investigated. Upon iron deficiency, many proteins related to stress response, 
miscellaneous peroxidases and redox regulation have been found to be regulated. Furthermore, 
among the differentially regulated proteins there were iron- or heme-dependent proteins. 
(Brumbarova et al., 2008) Proteins regulated in an iron-dependent manner in tomato roots were 
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assigned to functions in starch metabolism, TCA cycle, amino acid metabolism and protein folding 
such as HSP70 and HSP90. Eight proteins appeared to be potentially regulated in a FER-dependent 
manner on the protein level: adenosine kinase isoform 1S, ATP binding/nucleoside binding protein, 
zinc-finger DNA binding protein, a putative translocation transactivator/inclusion body protein, a 
putative 3,4-dihydroxy-2-butanone kinase, glutamate dehydrogenase, UDP-glucose/protein 
transglucosylase-like protein and alternative oxidase 2. (Li et al., 2008) Interestingly, some tomato 
root proteome responses to cadmium stress are similar to those observed in Fe-deficient plants. 
(Rodriguez-Celma et al., 2010) In Cucumis sativus L. the proteomic analysis of iron-deficient roots the 
most regulated proteins were found to belong to the glycolytic pathway but proteins of N- and C-
metabolism are regulated as well as stress- and redox-related and iron containing proteins. Also 
here, HSP70 was found to be regulated upon iron deficiency, and two spots identified as S-adenosyl 
methionine transferase, which is, among others, involved in the nicotianamine synthesis pathway, 
appeared to be regulated. (Donnini et al., 2010) In Beta vulgaris roots the most prominent changes 
have been found in increases in carbohydrate catabolism, glycolysis and TCA cycle and to a lesser 
extent in amino acid and N-metabolism upon iron deficiency on the protein level. Furthermore, in 
iron-deficient yellow root zones the flavin biosynthesis-related protein DMRL synthase has been up-
regulated on the protein level and metabolic profiling showed that riboflavin, FAD and riboflavin 
sulphates are present in the yellow root zones. (Rellan-Alvarez et al., 2010) In Medicago truncatula 
the root proteomic response to iron deficiency has been investigated in plants grown with sufficient 
iron supply or without iron but with or without addition of CaCO3, respectively. Differentially 
regulated proteins have been assigned to protein metabolism, N-metabolism, glycolysis, TCA cycle, 
secondary metabolism and stress. In this study, riboflavin synthesis genes have been found to be up-
regulated at the transcriptional level in iron-deficient roots and riboflavin has been detected only in 
iron-deficient roots and has been excreted into the nutrient solution also only under iron-deficient 
conditions. (Rodriguez-Celma et al., 2011) In a peach Prunus dulcis × Prunus persica rootstock, 
proteins with functions in redox homeostasis, ascorbic acid synthesis, pathogen response, protein 
folding, glycolysis, fermentation, electron transport and secondary metabolism were up-regulated 
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upon iron deficiency. Down-regulated proteins included categories like stress response, microtubule 
organization, nucleotide binding and cell wall reorganization.  (Rodriguez-Celma et al., 2013) 
A proteomic study using the highly sensitive iTRAQ technique has been conducted to investigate 
proteomic changes upon iron deficiency in A. thaliana roots. The most prominent changes upon iron 
deficiency have been observed for proteins involved in S-adenosyl methionine (SAM) and 
nicotianamine (NA) synthesis indicating a central role of SAM in the response to iron deficiency. 
Furthermore, proteins involved in the phenylpropanoid pathway were found to be robustly up-
regulated upon Fe deficiency. Especially, caffeoyl-CoAO-methyltransferase, that converts caffeoyl-
CoA to ferulyl-CoA and may be involved in scopoletin biosynthesis fell into the focus. Metabolite 
analyses showed that scopoletin accumulates in roots under iron deficiency. Furthermore, RNA and 
mRNA processing proteins were among the regulated proteins indicating that post-transcriptional 
regulation may play an important role in the response to iron deficiency by which the observed 
incongruence of transcriptomic and proteomic data could be explained. (Lan et al., 2011) The same 
group has investigated the phosphoproteomic changes upon iron deficiency in A. thaliana. Among 
others, RNA processing and ribosomal proteins have been found to be more phosphorylated in iron-
deficient roots indicating that post-transcriptional processing as well as translation may be altered 
upon iron deficiency in roots. The P-type H+-ATPases AHA1 and AHA2 have also been identified 
among the phosphorylated proteins whereat only AHA1 is differentially phosphorylated and 
phosphorylated AHA1 peptides are less abundant in iron-deficient roots than in iron-sufficient roots. 
(Lan et al., 2012) Another proteomic, transcriptomic and metabolic study has only focused the flower 
in a ferritin mutant. (Sudre et al., 2013) Taken together, the previous proteomic studies in different 
plant species display a heterogeneous image concerning the functional categories regulated by the 
iron status, maybe because they have been determined by different annotation databases, although 
there are still clearly recognizable parallels, and a very low to no overlap in single proteins that are 
regulated under different iron conditions. (Lopez-Millan et al., 2013) 
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Multiple transcriptomic analyses have been performed with regard to iron deficiency in A. thaliana. 
One of the first analyses performed with wild type plants and frd3 mutants gave rise to further 
investigations to prove that FIT is the key regulator of iron uptake in A. thaliana. (Colangelo and 
Guerinot, 2004) Time course transcriptomic analyses showed that under iron deficiency distinct sets 
of genes are up and down regulated at different time points after induction of iron deficiency and 
that there is only an overlap in 6 and 24 h after induction but almost no overlap in earlier time points. 
The same has been observed for the functional categories where in response to light stimulus, 
carbon utilization and sugar binding are the most rapidly enriched categories, transporter activity, 
iron ion binding, response to metal ion and cation transport are enriched at intermediate time points 
and iron ion binding, ion transporter activity and C-C lyase activity were the latest induced functional 
categories after 24 hours. A number of genes involved in Zn homeostasis are also increased under 
iron deficiency. (Buckhout et al., 2009) 
Ethylene signaling-related genes have been found to be up-regulated under iron deficiency in A. 
thaliana roots and a number of iron homeostasis-related genes have been shown to be expressed in 
an ethylene-dependent manner. Among these genes there is FIT, IRT1, NAS1, NAS2, FRD3 and the 
gene of a 2OG-Fe(II) oxygenase family protein. (Garcia et al., 2010) As could be shown later, there is a 
clear link between ethylene signaling and the expression of FIT as well as the FIT target genes IRT1 
and FRO2. (Lingam et al., 2011) 
Another time course transcriptomic analysis revealed that PYE (POPEYE), a bHLH transcription factor 
is up-regulated under iron deficiency and involved in iron homeostasis by regulating or co-regulating 
genes such as FER1, FER4, OPT3, bHLH039, bHLH101, NAS4, FRO3, NRAMP4 and FRD3. It has been 
demonstrated with ChIP-on-chip experiments that PYE can bind in the promoter region of ZIF1, NAS4 
and FRO3. BTS (BRUTUS) is strongly co-regulated with PYE. BTS has been identified as a putative E3 
ligase. Yeast two-hybrid screens indicated that PYE interacts with ILR3 and bHLH115 and that these 
could form heterodimers that may interact with BTS. (Long et al., 2010) Another transcriptomic study 
identified the PYE-BTS regulon comprising, among others, OPT3, NAS3, NRAMP4 and FRO3, and 
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identified a galactose oxidase, kelch repeat superfamily protein (AT3G07720) as a potential marker 
gene for iron deficiency. (Ivanov et al., 2012) 
It has been demonstrated that the response to iron deficiency activates distinct functional modules 
such as the ‘transportome’ which includes many genes that are involved in transition metal 
detoxification. Among those genes there are the Zn transporters MTPA2, MTPc3, ZIP9 and ZIF1. (Yang 
et al., 2010) Copper deficiency can cause secondary iron deficiency in Arabidopsis and leads to up-
regulation of IRT1 and FRO2. (Bernal et al., 2012) Post-transcriptional regulation by micro-RNAs has 
been shown to be involved in the response to iron deficiency. It has been demonstrated that miR398 
micro-RNAs negatively regulate the CuSOD (copper superoxide dismutase) genes CSD1 and CSD2. 
miR398 micro-RNAs are down-regulated under iron deficiency allowing increased CuSOD protein 
expression to functionally replace iron superoxide dismutases (FeSOD) under iron deficiency in A. 
thaliana rosette leaves. (Waters et al., 2012) There is also a crosstalk between copper and iron 
uptake and phosphate starvation. While iron and copper deficiency both induce COPT2 expression 
phosphate starvation inhibits COPT2 expression which indicates different functions of copper under 
iron and phosphate starvation. (Perea-Garcia et al., 2013) 
Excretion of phenolic compounds and flavins has been shown to be increased under iron deficiency 
in different plant species. As mentioned above, the riboflavin, FAD and riboflavin sulphates contents 
have been found to be increased in Beta vulgaris yellow root zones upon iron deficiency. (Rellan-
Alvarez et al., 2010) Flavins are excreted by iron-deficient Beta vulgaris and Medicago truncatula 
roots (Susín et al., 1994; Rodriguez-Celma et al., 2011) and may mediate extracellular electron 
transfer between iron and the iron reductases and thus may contribute to make iron uptake more 
efficient. (Rellan-Alvarez et al., 2010) Phenylpropanoid and riboflavin biosynthesis have been 
reported to be tightly linked to the iron uptake genes FIT, FRO2, IRT1 and AHA2 in A. thaliana. 
Phenolic compound excretion has been speculated to be probably mediated by the plasma 
membrane-bound transporter PDR9. (Rodriguez-Celma et al., 2013) Removal of phenolic compounds 
from the hydroponic medium by continuous filtering of the medium through a C18 column results in 
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enhanced chlorosis and decreased leaf iron content in A. thaliana indicating that phenolics are 
needed for proper iron uptake. Scopoletin and its derivatives are excreted through the ABC (ATP 
binding cassette) transporter ABCG37 (PDR9) as has been shown with pdr9 knock-out mutants. 
Scopolettin and derivates excretion from the roots is induced by iron deficiency. (Fourcroy et al., 
2013) 
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3 MOTIVATION AND AIMS OF THIS WORK 
Iron uptake in plants is tightly regulated. In tomato the bHLH transcription factor LeFER has been 
identified to control iron uptake. (Ling et al., 2002) In A. thaliana, the iron uptake machinery is 
regulated by the ortholog bHLH transcription factor FIT (FER-LIKE IRON DEFICIENCY-INDUCED 
TRANSCRIPTION FACTOR) and the FIT-dependent genes comprise the iron uptake transporter IRT1 
and the ferric chelate reductase FRO2. (Colangelo and Guerinot, 2004; Jakoby et al., 2004; Yuan et al., 
2005) Several other genes have been associated with a FIT-dependent regulation by transcriptomic 
analysis. (Colangelo and Guerinot, 2004) The study has been performed with two biological replicates 
(n=2) using wild type plants and a fit knock-out mutant but without the use of a FIT over-expressing 
line. It is possible that further FIT-regulated genes can be detected by including a FIT over-expressing 
line in differential gene expression analyses or that genes which have been previously found to be 
regulated by FIT can be excluded when the extended investigation is performed with the generally 
acclaimed standard number of three biological replicates (n=3). The better the systemic response 
upon iron deficiency is understood on the transcriptional/regulatory level and the more is known 
about the genes that are regulated by FIT the better is the chance to find possible starting points in 
order to make plants more iron-deficiency-resistant, to increase the iron content or to enhance the 
bioavailability of iron in food plants. Therefore, the question whether there are more FIT-regulated 
genes and in which way they might contribute to iron homeostasis in Arabidopsis needs to be 
answered. 
Proteomic analyses with regard to iron homeostasis have been performed in several species such as 
tomato (Brumbarova et al., 2008; Li et al., 2008), Medicago truncatula (Rodriguez-Celma et al., 2011), 
Beta vulgaris (Rellan-Alvarez et al., 2010), Cucumis sativus L. (Donnini et al., 2010) and Arabidopsis 
thaliana. (Lan et al., 2011) Besides iron-sufficient and iron-deficient growth, only in tomato a 
proteomic study has been conducted including both, an lefer knock-out mutant and an LeFER over-
expressing line. (Brumbarova et al., 2008) So far, no proteomic study which includes wild type, a fit 
knock-out mutant and a FIT over-expressing line has been conducted in A. thaliana. Such an 
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investigation would be of great interest because the proteomic changes upon a lack or an over-
abundance of FIT might shed more light on the systemic response upon iron deficiency and provide 
details on the level of the biologically active compounds in Arabidopsis. 
Constitutive expression of FIT leads to ectopic expression of IRT1 and FRO2 in leaves only under iron 
deficiency. (Jakoby et al., 2004) In another constitutive FIT expression line IRT1 and FRO2 expression 
is induced in roots only under iron-deficient conditions. (Colangelo and Guerinot, 2004) This implies 
that FIT activity must be post-transcriptionally regulated. It has been demonstrated that FIT is 
degraded in a proteasome-dependent manner. (Meiser et al., 2011; Sivitz et al., 2011) 
Ubiquitinylation of FIT has not yet been demonstrated but ubiquitinylation of a protein is considered 
necessary for degradation via the 26S proteasome. It has been shown that FIT can interact with 
EIN3/EIL1 and that this interaction stabilizes FIT against proteasome-dependent degradation. 
(Lingam et al., 2011) Furthermore FIT can interact with BHLH038, BHLH039, BHLH100 and BHLH101. 
(Yuan et al., 2008; Wu et al., 2011; Wang et al., 2013) Other bHLH transcription factors have been 
shown to be post-translationally regulated by phosphorylation such as PIF3 (Al-Sady et al., 2006) and 
SPEECHLESS. (Lampard et al., 2008; Gudesblat et al., 2012) It can be assumed that phosphorylation 
might contribute to the regulation of other bHLH transcription factors. This gives rise to the question 
whether phosphorylation is involved in the post-transcriptional regulation of FIT activity or not. 
Therefore this work follows these five main aims: 
1. To obtain data about the systemic response on the protein level to iron deficiency as well as 
the knock-out and over-expression of FIT in Arabidopsis thaliana. In this work this is achieved 
by a two-dimensional proteomic approach in wild type Arabidopsis plants, a fit knock-out 
mutant and a FIT over-expressing line. 
2. The identification of possible new candidates for FIT-regulated proteins and genes in 
Arabidopsis thaliana. To obtain the required data transcriptional profiling of Arabidopsis 
roots in conjunction with iron deficiency and the knock-out as well as over-expression of FIT 
has been performed. 
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3. To obtain more details about the regulation of genes that have been previously published to 
be induced by FIT in Arabidopsis thaliana. Therefore, the transcriptional regulation of such 
genes has been compared to previously published results. 
4. To gain more insight in the degree of post-transcriptional regulation of proteins upon iron 
deficiency and under the influence of FIT abundance. Therefore, the proteomic and 
transcriptional profiles of wild type, fit knock-out and FIT over-expressing Arabidopsis roots 
have been compared. 
5. To shed more light on the regulation of FIT itself by identification of possible post-
translationally modified forms of FIT. Therefore, one- and two-dimensional techniques have 
been applied with total protein extracts from roots and whole seedlings of an Arabidopsis 
line that expresses a tagged version of FIT.  
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4 MATERIALS AND METHODS 
4.1 MATERIALS 
4.1.1 PLANT LINES 
Arabidopsis thaliana Col-0   wild type 
Arabidopsis thaliana fit-3   fit knock-out mutant in Col-0 background 
Arabidopsis thaliana HA-FIT 8   HA7-FIT over-expressor in Col-0 background 
 
4.1.2 CHEMICALS AND REAGENTS 
Bromophenol blue    Sigma-Aldrich Chemie GmbH 
SERVA IPG BlueStrip 3-6 / 7 cm   Serva Electrophoresis GmbH 
Amersham ECL Prime    Geyer Th. GmbH & Co. KG 
Immobiline DryStrip Cover Fluid   GE Healthcare 
Acetone 99,9% p.a.    Fisher Scientific GmbH 
Rotiphorese® Gel 30, 37,5:1   Roth Carl GmbH & Co. KG 
MG-132 [Z-Leu- Leu-Leu-CHO]   Santa Cruz Biotechnology, Inc. 
TRIS PUFFERAN® ≥99,9 %, p.a.   Roth Carl GmbH & Co. KG 
Urea (PlusOne) 500g    GE Healthcare 
Glycine, >99%, p.a.    Roth Carl GmbH & Co. KG 
Cycloheximide ≥96 %    Roth Carl GmbH & Co. KG 
HA peptide 1 * 1 mg    VWR International GmbH 
Sodium thiocyanate, ≥98.0%   Sigma-Aldrich Chemie GmbH 
EDTA, 99% p.a.     Roth Carl GmbH & Co. KG 
Roti-Block ready-to-use    Roth Carl GmbH & Co. KG 
Acetic acid, 99,8%    VWR International GmbH 
Trichloroacetic acid solution 6.1 N   Sigma-Aldrich Chemie GmbH 
Aluminum sulfate hexadecahydrate  Sigma-Aldrich Chemie GmbH 
MES Pufferan >99%    Roth Carl GmbH & Co. KG 
Ammonium hydrogen carbonate   AppliChem GmbH 
Hydrochloric acid 37 %    VWR International GmbH 
PVP40      Sigma-Aldrich Chemie GmbH 
Anti-HA high affinity antibody clone (3F10) Roche Diagnostics Deutschland GmbH 
Ortho-phosphoric acid, 85% p.a.   VWR International GmbH 
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DL-dithiothreitol    Sigma-Aldrich Chemie GmbH 
Ammonium sulfate, >99,5% p.a.   Gruessing GmbH 
Methanol, >99,9% p.a.    Fisher Scientific GmbH 
SERVA Blue G     Serva Electrophoresis GmbH 
CHAPS PUFFERAN ≥98%    Roth Carl GmbH & Co. KG 
Iodoacetamide - crystalline   Sigma-Aldrich Chemie GmbH 
1-butanol, >99     VWR International GmbH 
2-mercaptoethanol    Sigma-Aldrich Chemie GmbH 
 
4.1.3 ENZYMES 
Sequencing Grade Modified Trypsin  Promega GmbH 
Glu-C, Sequencing Grade   Promega GmbH 
 
4.1.4 RT-qPCR PRIMERS 
FIT 3’   5’-ATC CTT CAT ACG CCC TCT CC-3’ 
FIT 5’   5’-GAG CCG GTG GTG AAG AAG-3’ 
FRO2 3’   5’-AAG ATG TTG GAG ATG GAC GG-3’ 
FRO2 5’   5’-CTT GGT CAT CTC CGT GAG C-3’ 
IRT1 3’   5’-TTA GGT CCC ATG AAC G-3’ 
IRT1 5’   5’-AAG CTT TGA TTC ACG GTT-5’ 
BHLH38 3’  5’-CCA CTT GAA GAT GCA AAG TGT AG-5’ 
BHLH38 5’  5’-AGC AGC AAC CAA AGG CG-5’ 
BHLH39 3’  5’-GGT GGC TGC TTA ACG TAA CAT-3’ 
BHLH39 5’  5’-GAC GGT TTC TCG AAG CTT G-3’ 
At3g07720 3’  5’-AAC TCG TTG AGC TCC TGG TG-3’ 
At3g07720 5’  5’-TCG ACC TCG AAA CTC AGA CA-3’ 
NAS1 3'   5’-AAC GAC GTC ATA TTG GTC AAG-3’ 
NAS1 5'   5’-ATC TTC CAC ACA ACG GAC G-3’ 
NAS2 3'   5’-CCT CGA TCA AAT TCT TCT CCA T-3’ 
NAS2 5'   5’-AGA TCG GAC GGT GTG TGG-3’ 
 
4.1.5 KITS 
RNeasy Plant Mini Kit    Qiagen GmbH 
RevertAid First Strand cDNA Synthesis Kit  Fermentas GmbH 
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2-D Quant Kit     GE Healthcare 
 
4.1.6 OTHER MATERIALS 
SERVA IPG BlueStrip 3-6 / 7 cm   Serva Electrophoresis GmbH 
SERVA IPG BlueStrip 4-7 / 18 cm   Serva Electrophoresis GmbH 
SERVA IPG BlueStrip 3-6 / 18 cm   Serva Electrophoresis GmbH 
Amersham Hybond ECL    GE Healthcare 
Amersham Hyperfilm ECL   GE Healthcare 
Anti-HA Magnetic Beads    Perbio Science Deutschland GmbH 
PageRuler Prestained Protein Ladder  Fermentas GmbH 
Phos-tag™ AAL-107    WAKO Pure Chemical Industries, LTD 
 
4.1.7 DEVICES 
Table centrifuge      Heraeus Biofuge Pico 
 Cooling centrifuge             Heraeus Multifuge  
 Real-Time RT-qPCR-Cycler  Bio-Rad iQ5 
 UV-/VIS photometer   Tecan Safire2 
Plant growth chamber          Percival CU 3624  
 Sterile bench               Heraeus HeraSafe KS 
 Thermoblock               Peqlab Thriller  
 Power source               BioRad  
 Power source (2-DGE)             Amersham 
 Pipettes                Abimed  
 Vortex                 Vibrofix V  
pH-meter               Hanna instruments  
Fine balance               Sartorius 
Western Blot tank    BioRad 
 Digital SLR camera         Canon 
IEF system    Amersham Ettan IPGphor III 
2-D electrophoresis system  Amersham Ettan DALTsix 
Flatbed scanner    UMAX PowerLook III 
Luminescence Imager   Biozym FluorChem Q 
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4.1.8 SOFTWARE 
Word 2007    Microsoft 
Excel 2007    Microsoft 
EndNote    Thomson Reuters 
Ulead PhotoImpact   Corel 
iQ5     BioRad 
PDQuest    BioRad 
ImageJ     http://rsbweb.nih.gov/ij/ 
PermutMatrix    Written by Gilles Caraux 
Scaffold     Proteome Software 
AlphaView SA    ProteinSimple 
 
4.1.9 ONLINE TOOLS AND DATABASES 
NIA Array Analysis Tool   http://lgsun.grc.nia.nih.gov/ANOVA/ 
 Mascot     http://www.matrixscience.com/ 
 NetPhos 2.0    http://www.cbs.dtu.dk/services/NetPhos/ 
 ExPASy ProtParam   http://web.expasy.org/protparam/ 
 TAIR     http://www.arabidopsis.org/ 
 UniProt     http://www.uniprot.org/ 
 NCBI     http://www.ncbi.nlm.nih.gov/ 
 Venn diagram drawer   http://bioinformatics.psb.ugent.be/ 
webtools/Venn/ 
 BAR Classification SuperViewer  http://bar.utoronto.ca/welcome.htm 
 ATTED II    http://atted.jp/ 
4.2 METHODS 
4.2.1 PLANT GROWTH 
The Arabidopsis thaliana lines used in this study were the wild-type Col-0, the line HA-FIT 9 that 
constitutively expresses moderate levels of N-terminally taggedHA3-FIT under the control of a 2x35S 
promoter, the line HA-FIT 8 that constitutively expresses high levels of N-terminally taggedHA7-FIT 
under the control of a 2x35S promoter (Meiser et al., 2011) and the fit knock-out mutant fit-3 (GK-
108C10-012313). (Li et al., 2003; Jakoby et al., 2004) In all cases Arabidopsis seeds were sterilized in 
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sterilization solution (6% NaClO, 0.1 % Triton-X100 in ddH2O) for 9 min followed by 5 washes with 
ddH2O. The sterilized seeds were suspended in 0.1 % plant agar and stratified for 2 to 3 days at 4 °C 
in the dark. 
For the differential protein expression studies the plants were grown hydroponically. Hydroponic 
growth was performed as previously described with modifications. (Klatte et al., 2009) The lids of 1 
ml reaction tubes were cut off. These tubes were placed into empty pipette tip boxes then and a ca. 
1.5 mm wide hole was punched into the bottom of each tube. The prepared tubes were filled bubble-
free with ¼ Hoagland agar (0.5 % plant agar) with 10 µM Fe and without sucrose. As soon as the agar 
was solid the stratified seeds were put on top of the agar, always one per tube. After letting the 
seeds dry for 10 min on the sterile bench, transparent lids were put on the tip boxes and they were 
sealed with ParafilmTM. The seeds were allowed to germinate under long day conditions (16 h light, 
8 h dark) at 21 °C for 2 weeks. After 2 weeks the seedlings were transferred to the hydroponic system 
for 3 weeks using ¼ Hoagland medium with 10 µM Fe and without sucrose under the same long day 
conditions. Only seedlings whose root tips had started to grow out of the hole in the bottom of the 
tube were selected for hydroponic growth. Since fit-3 seedlings have shorter roots, they were grown 
on the same tubes and the same medium but with the bottom cut off of the tubes so they were ca. 
0.7 cm shorter. This enabled the fit-3 roots to grow through the agar in the same time as the other 
lines. The liquid medium was renewed every 7 days. 
Until this stage the fit-3 mutants were sprayed with Fe twice a week. After 3 weeks of hydroponic 
growth all plants were intensively showered with ddH2O and one half of the plants was supplied with 
iron-deficient (0 µM Fe) and the other half with iron-sufficient (10 µM Fe) ¼ Hoagland medium 
without sucrose. During the 6th week the fit-3 plants were not sprayed with iron anymore. After a 
total of 6 weeks the roots were harvested and immediately frozen in liquid nitrogen. The frozen roots 
were stored in the freezer at -80 °C until further use. 
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Figure 4. Hydroponically grown, 6 week-old Arabidopsis thaliana plants. The tubes containing the seedlings 
were placed into holes of a custom-made lid of pipette tip box and the box was filled with ¼-strength fluid 
Hoagland medium so that the tips of the tubes were fully submerged into the medium. The closed lid prevents 
light from entering into the box. A plastic separator has been placed into the box to prevent the roots from 
entangling. 
 
For the FIT post-translational modification studies 100 to 200 µg of seeds were grown in the small 
hydroponic system. The seeds were sterilized, stratified and grown suspended in liquid medium as 
described before with modifications. (Lampard et al., 2008) The seeds were suspended in 100 ml 
half-strength Hoagland medium without sucrose containing 25 µM or 0 µM Fe. The glass Petri dishes 
(10 cm diameter) containing the seeds and medium were covered with a glass lid and gently shaken 
on an orbital shaker under long day conditions at 21 °C. After 2-3 days the seedlings started 
accumulating in the middle of the Petri dishes to form islands. (Figure 5) After 7 days of growth the 
seedlings were treated with MG-132 and/or CHX (cycloheximide) or mock treatment. Only seedlings 
from such an island as described above were used for analyses. After short removal of excess 
medium with blotting paper the seedlings were immediately frozen in liquid nitrogen and stored in 
the freezer at -80 C° until further use. 
Materials and Methods 
42 
 
 
Figure 5. Seven days-old HA-FIT 8 seedlings grown in the small hydroponic system on 75 ml of half-strength liquid 
Hoagland medium containing 0 µM iron (A) and 25 µM iron (B) in 14 cm diameter glass Petri dishes. The glass lids have 
been removed for a better photo but were permanently on during plant growth. 
 
4.2.2 CYCLOHEXIMIDE AND MG-132 TREATMENT 
MG-132 (N-(benzyloxycarbonyl)leucinylleucinylleucinal or Z-Leu-Leu-Leu-al) is an inhibitor of the 26S 
proteasome. For MG-132 treatment the plants were transferred into a well of a 6-well-plate filled 
with 5 ml ½ Hoagland medium with or without iron. 42 µM (final concentration) MG-132 has been 
added to the treated plants and the corresponding amount of DMSO has been added to the mock-
treated plants. They were incubated under light and 70% RH for 4 hours and then harvested and 
frozen in liquid nitrogen. Cycloheximide treatment was performed by placing the plants into a well of 
a 6-well-plate filled with 5 ml ½ Hoagland medium with or without iron. 50 µM (final concentration) 
CHX have been added to the medium of treated plants and the corresponding amount of ddH2O has 
been added to the medium of the mock-treated plants. They were incubated under light and 70% RH 
for two hours and then harvested and frozen in liquid nitrogen. Double-treated plants have been 
treated with MG-132 as described above and after two hours of incubation with MG-132 or DMSO, 
50 µM (final concentration) of CHX or the corresponding amount of ddH2O has been added to the 
medium of mock-treated plants. After a total incubation time of four hours with MG-132 including 
two hours of CHX treatment the plants were harvested and frozen in liquid nitrogen. 
 
 
Materials and Methods 
 
43 
 
4.2.3 TWO-DIMENSIONAL GEL ELECTROPHORESIS 
The principal of two-dimensional gel electrophoresis (2-DGE) is the separation of proteins by two 
different characteristics of the protein molecules. The first dimension separation is based on the 
individual isoelectric points (pI) and is achieved by isoelectric focusing. The second dimension is a 
regular SDS polyacrylamide gel electrophoresis (SDS PAGE)making use of the individual molecular 
weights(Mr) of different proteins for separation. The result is a gel in which the proteins form a spot 
pattern that can be visualized by Coomassie or other protein staining methods as far as the amount 
of protein suits the sensitivity of the staining method. Since many proteins differ in at least one of the 
two characteristics it is possible to gain a total resolution that would not be possible with IEF and 
SDS-PAGE alone, respectively. Scanning the gels followed by computer analysis allows for 
quantification of the protein spots and comparison between different conditions to find differentially 
expressed proteins. The spots can be excised from the gels and analyzed e.g. by mass spectrometry 
to identify the protein. 
4.2.3.1 TWO-DIMENSIONAL ELECTROPHORESIS 
High-resolution two-dimensional electrophoresis has been first described in 1975. (O'Farrell, 1975) 
The procedure at that time was tedious, especially the first dimension. Improvements of 2-DGE lead 
to the development of immobilized pH gradient (IPG) gel strips that are convenient to handle. 
(Bjellqvist et al., 1982; Gorg et al., 1988) The first dimension separation is done in IPG strips of 
variable lengths that contain the desired pH gradient according to the amount and types of proteins 
that are to be separated. The sample buffer is applied to the dried IPG strip allowing the gel strip to 
reswell to its original thickness. The sample can be applied during rehydration of the strip 
(rehydration loading) or after rehydration by cup or paper bridge loading. 
Once the strip is rehydrated and the sample is loaded, a voltage is applied between the ends of the 
strip containing the sample whereat the anode touches the end with the low pH and the cathode the 
end with the high pH. The proteins then migrate along the strip and voltage gradient into the 
direction of the oppositely-charged terminal. Thereby every protein passes continuously changing pH 
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regions and is more and more protonated or deprotonated depending on the direction of migration. 
The pH at which the net charge is ±0 is called the isoelectric point (pI) of the protein. All proteins 
accumulate at a point of the IPG strip of which the local pH corresponds their individual pIs. This 
procedure is called isoelectric focusing (IEF). IEF is enhanced by the addition of carrier ampholytes 
into the rehydration medium that support the pH gradients of the IPG strips and confer the necessary 
conductance to the gel.  
Prior to second-dimension SDS-PAGE the strips must be equilibrated i. e. the protein disulfite bonds 
are reduced and alkylated to protect them from re-oxidation to keep all proteins in an equally 
denatured state. Additionally, the strip is enriched with SDS that is responsible for an equal mass-to-
charge ratio of all proteins. This enables the proteins to be equally accelerated in the electric field of 
second-dimension SDS-PAGE by which separation finally happens almost only because of the 
different molecule sizes of individual proteins. 
 
Figure 6. Workflow of Two-dimensional electrophoresis. After protein extraction the IPG strip has been rehydrated 
with the sample solution containing the proteins. Then the proteins that have been taken up by the strip have been 
isoelectrically focused. After IEF was done the strips were equilibrated to prepare them for the second dimension SDS-
PAGE. After equilibration the strip has been placed on top of a vertical SDS-polyacrylamide gel and the second 
dimension SDS-PAGE has been run. After finishing the second dimension SDS-PAGE the gel was stained with colloidal 
Coomassie or used for further analyses. 
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After equilibration the strip with the isoelectrically focused proteins is placed horizontally on top of a 
regular SDS-PAGE gel. A voltage is then applied perpendicularly to the IPG strip and the proteins can 
migrate out of the IPG strip into the gel and they continue to run towards the anodic end of the SDS 
gel. During the run, the proteins must squeeze through the mesh of the polyacrylamide molecules so 
that the smaller proteins can run faster since they can pass the mesh easier and the larger proteins 
go slower because they are permanently hindered by the network of acrylamide polymers. 
After the second-dimension SDS-PAGE run the proteins can be visualized by staining or the 2-D gel 
can be used for other procedures. However, each protein in the gel is located on the place that 
corresponds to its Mr and pI. The procedure of 2-DGE is briefly summarized in Figure 6. 
4.2.3.2 THE PROCEDURE OF TWO-DIMENSIONAL ELECTROPHORESIS 
4.2.3.2.1 PROTEIN EXTRACTION 
For the differential protein expression studies, 1 g of Arabidopsis roots was ground to a fine powder 
with a mortar and pestle under constant cooling with liquid nitrogen. The powder was transferred 
into a 15 ml reaction tube. For protein precipitation the powder was suspended in 10 ml of ice-cold 
precipitation solution consisting of 10 % trichloroacetic acid and 0.07 % 2-mercaptoethanol in 
acetone by intensive vortexing and then incubated at -20 °C for 30 min. Then the suspension was 
aliquoted equally into six 2 ml reaction tubes using wide-bore pipette tips and then centrifuged with 
24000 g for 15 min at 4 °C. The supernatant was discarded. The precipitate has been washed 3 times 
with 1.5 ml of ice-cold washing solution (0.07 % 2-mercaptoethanol in acetone) per tube and 
incubated at -20 °C for 15 min. Ultrasound was applied to facilitate the re-suspension of the 
precipitate after each centrifugation. After the last wash and supernatant removal the pellets were 
dried in a vacuum centrifuge and united into a single 2 ml reaction tube. For 2-DGE the proteins were 
extracted with 600 µl of 7 M urea, 2 M thiourea, 4 % CHAPS, 50 mM dithiothreitol, 0.5 % ServalytTM 
pH 3-10 Iso-Dalt in ddH2O. After adding the extraction buffer the samples were ultrasonicated 
repeatedly on ice until the pellets were entirely suspended and then incubated over night at 4 °C 
before they were centrifuged a last time with 24000 g for 30 min at 4 °C. The supernatant was 
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transferred into a new 2 ml tube and the pellet was discarded. The protein concentration was 
determined using the 2D-Quant kit (GE Healthcare) according to the manufacturer’s instructions. The 
extracts were stored at -80 °C until further use. 
For the 2-DGE analysis of the regulation of PTM of FIT total protein from 1 g of 1 week-old whole HA-
FIT 8 or Col-0 seedlings grown in the small hydroponic system were extracted as described above.  
4.2.3.2.2 ISOELECTRIC FOCUSING 
The samples were loaded on the IPG strips by rehydration loading. For the differential protein 
expression studies, 400 µg of total protein were diluted with rehydration buffer pH 4-7 (8 M urea, 
2% CHAPS, 50 mM dithiothreitol, 0.5 % ServalytTM pH 3-10 Iso-Dalt, 0.75 % ServalytTM pH 4-7 and a 
trace of bromophenol blue in ddH2O) to a total volume of 420 µl. The IPG strips (SERVA IPG BlueStrip, 
18 cm, pH 4-7) were rehydrated over night with the diluted sample. Isoelectric focusing was 
performed with a slow initial voltage gradient and a total of 80000 V*h. The focused strips were 
stored in a closed glass tube at -80 °C until further use. 
For the FIT PTM experiments, 150-300 µg of total protein were loaded on 7 cm IPG strips pH 3-6 
(SERVA IPG BlueStrip, 7 cm, pH 3-6) and 1500-2500 µg of total protein were loaded on 18 cm IPG 
strips pH 3-6 (SERVA IPG BlueStrip, 18 cm, pH 3-6). The protein extract was diluted to the final 
volume of 120 µl (7 cm strips) or 420 µl (18 cm strips) with rehydration solution pH 3-6 containing 
ServalytTM pH 3-6 instead of ServalytTM pH 4-7. Isoelectric focusing was performed with a slow 
voltage gradient and a total of 22000 V*h (7 cm strips) or 100000 V*h (18 cm strips). 
The IEF program for the 18 cm pH 4-7 IPG strips was: gradient to 300 V for 300 V*h, gradient to 600 V 
for 600 V*h, gradient to 1500 V for 1500 V*h, gradient to 3000 V for 3000 V*h, gradient to 6000 V for 
6000 V*h, hold 6000 V for 68000 V*h, hold 500 V forever. The IEF program for the 18 cm pH 3-6 IPG 
strips was: gradient to 300 V for 300 V*h, gradient to 600 V for 600 V*h, gradient to 1500 V for 1500 
V*h, gradient to 3000 V for 3000 V*h, gradient to 6000 V for 6000 V*h, hold 6000 V for 88000 V*h, 
hold 500 V forever. The IEF program for the 7 cm IPG strips was: gradient to 150 V for 150 V*h, 
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gradient to 300 V for 300 V*h, gradient to 600 V for 600 V*h, gradient to 1500 V for 1500 V*h, 
gradient to 3000 V for 3000 V*h, hold 3000 V for 16000 V*h, hold 250 V forever. 
4.2.3.2.3 SECOND DIMENSION SDS POLYACRYLAMIDE GEL ELECTROPHORESIS 
Prior to the second dimension separation the isoelectrically focused samples were reduced by gently 
shaking the strips in reduction buffer (6 M urea, 30 % glycerol, 10 % 0.5 M Tris pH 6.8, 2 % SDS, 
2 % dithiothreitol in ddH2O) for 35 min. Alkylation (carbamidomethylation) of cysteins was performed 
by shaking the strips in alkylation buffer (6 M urea, 30 % glycerol, 10 % 0.5 M Tris pH 6.8, 2 % SDS, 
2.5 % iodoacetamide in ddH2O) for 35 min. Then the strips were briefly rinsed with running buffer 
and placed on top of a vertical 12.5 % polyacrylamide gel. The 2-D SDS PAGE was run with 100 V for 
45 min and thereafter with 15 W per gel until the bromophenol blue band reached the bottom end 
of the gel. The 2-D gels were washed with ddH2O for 30 min on a rotary shaker to remove SDS and 
then fixed and stained over night with colloidal Coomassie (Kang et al., 2002). After 3 washes with 
ddH2O for 30 min each on a rotary shaker the stained gels were transferred into 5 % acetic acid and 
stored at 4 °C wrapped in foil for later spot excision. 
4.2.3.2.4 IMAGE ACQUISITION AND ANALYSIS 
The Coomassie-stained 2-D gels have been scanned with a UMAX PowerLook III scanner in 
transparency mode using the red color channel. The scanner has been calibrated and parameters 
have consistently been set so that no part of the image has been saturated. The output files have 
been set to 16-bit grayscale in TIFF format. The images have been cropped non-destructively 
preserving the bit depth. The gel images were analyzed using the PDQuest Advanced 8 software (Bio-
Rad). The gel images have been loaded into the software and organized in replicate groups. Spot 
detection and matching has been performed automatically with the spot detection wizard using the 
floating ball algorithm and automatic speckle removal. Spot intensities have been normalized against 
the total spot intensity. The spots were then reviewed and matched manually. A Pre-selection of 
interesting spots was performed within PDQuest by creating analysis sets for every possible pairwise 
comparison between all replicate groups using the Student’s t-test with a p-value threshold of 0.05. 
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4.2.4 IN-GEL DIGESTION 
Interesting gel bands or protein spots of 2-D gels were cut or punched out of the gel manually on a 
light screen with a fresh scalpel (protein bands) or with a cut pipette tip (protein spots), transferred 
into labeled 1 ml reaction tubes and stored at 4 °C until further use. For mass spectrometry the spots 
were transferred to a 96 well plate (VWR: 732-2702) and washed four times alternately with 200 µl 
of 60 % ACN and with 200 µl of ddH2O for 10 min each so that the Coomassie stain was totally 
removed and the spots became white. The gel pieces were overlaid with 0.01 µg/µl trypsin (Sigma, 
proteomics grade, T6567-5x20µg) in 50 µM ammonium bicarbonate (SIGMA, A6141-25G). After the 
gel pieces had taken up the trypsin solution they were covered with 25 µM ammonium bicarbonate 
and incubated overnight at 37 °C. The supernatant (first fraction) was transferred to a new 96-well 
plate. For peptide extraction the gel pieces were covered with 60 % ACN/0.1 % TFA and shaken for 15 
minutes so the gel pieces shrunk and got white. The supernatant was combined with the first 
fraction. The combined peptide solution was dried over night.  
4.2.5 PROTEIN DEPHOSPHORYLATION 
50 µl of 10 x dephosphorylation buffer (5 mM Tris pH 7.9, 10 mM NaCl, 1 mM MgCl2, and 0.1 mM 
dithiothreitol) were added to 800 µg of total protein in a 1.5 ml reaction tube and then diluted to a 
final volume of 460 µl. 40 µl of 10 IU/µl alkaline phosphatase from bovine mucosa (AP) or AP storage 
buffer without AP were added to the solution. The samples were incubated at 37 °C for 2 h. Then 
they were immediately put on ice and precipitated by adding 2 % (v/v) of 20 mg/ml sodium 
deoxycholate and letting it sit on ice for at least 30 min. 1/9 volume of 100 % trichloroacetic acid was 
added. The solution was mixed well and incubated at 4 °C over night. The solution was centrifuged 
with 24000 g for 30 min at 4 °C. The supernatant was discarded. The pellet was washed 3 times with 
ice-cold acetone. Then the pellet was dried in a vacuum centrifuge and resolubilized in 150 µl 
extraction buffer (7 M urea, 2 M thiourea, 4 % CHAPS, 50 mM dithiothreitol, 0.5 % ServalytTM pH 3-10 
Iso-Dalt in ddH2O). 
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4.2.6 IMMUNOPRECIPITATION OF HA-TAGGED FIT PROTEIN 
For the enrichment of HA-tagged FIT 1 or 2 g of 1 week-old whole HA-FIT 8 or Col-0 seedlings grown 
in the small hydroponic system were ground with a mortar and pestle under liquid nitrogen cooling. 
The ground material was transferred into a 15 ml reaction tube and suspended in 3 volumes (3 to 6 
ml) of cold TBS-T (50 mM Tris pH 7.6, 150 mM NaCl and 0.2 % Tween 20 in ddH2O) with proteinase 
inhibitor (Roche). The suspension was ultrasonicated on ice and then incubated over night at 4 °C on 
a rotary shaker. After centrifuging the suspension with maximum speed at 4 °C for 30 minutes the 
supernatant was transferred into a new 15 ml reaction tube and stored at -20 °C until further use. 
For immunoprecipitation 25 to 100 µl of Anti-HA Magnetic Beads (Thermo Scientific Pierce) were 
added to the extract and incubated at 4 °C for 1 h on a rotary shaker. Then the extract was removed 
from the magnetic beads and the beads were washed 5 times with 1 ml of washing buffer (50 mM 
Tris pH 7.5 with 300 mM NaCl and 0.2 % Tween 20) followed by a stringent wash with 1 ml of ddH2O. 
The bound proteins were eluted by competitive elution with 25 to 100 µl of 2 mg/ml HA peptide in 
washing buffer. The eluate was directly used for mass spectrometry or SDS-PAGE or it was 
precipitated and resolubilized in 2-DGE rehydration solution for subsequent 2-DGE. 
4.2.7 SDS POLYACRYLAMIDE GEL ELECTROPHORESIS (SDS-PAGE) 
SDS-PAGE has been performed with a 12.5 % resolving polyacrylamide gel and a 5 % stacking gel 
according to Sambrook et al., 1989.The appropriate amount of protein extract has been mixed with 
1/4 volume 5x Laemmli buffer(300 mM Tris-Cl pH 6.8, 10% SDS, 50% glycerol, 25% 
2-mercaptoethanol, 0.05% bromophenol blue), denatured at 95 °C for 5 minutes and loaded into a 
well of the stacking gel. The electrophoresis with  the 7 cm long gels has been run with 100 V for 30 
to40 minutes and with 250 V until the bromophenol blue band has reached the end of the 
gel.(Sambrook et al., 1989) 
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4.2.8 Mn2+ PHOS-TAG™ ELECTROPHORESIS 
Mn2+ Phos-tag™ electrophoresis allows the separation of phosphorylated proteins from their 
unphosphorylated isoforms in an SDS-PAGE if they do not separate in a standard SDS-PAGE. Phos-
tag™ AAL-107 is a chemical compound that is covalently bound to acrylamide and binds Mn2+ ions. 
When Phos-tag™-acrylamide and Mn2+ ions are provided in the polymerization reaction of a 
polyacrylamide gel it integrates covalently into the gel matrix and keeps the Mn2+ ions stably in place. 
The Mn2+ ions have a very high affinity to negatively charged phosphate groups by which 
phosphorylated proteins are retained stronger than unphosphorylated proteins when 
electrophoretically run through an Mn2+ Phos-tag™ polyacrylamide gel. (Kinoshita et al., 2009) 
For Mn2+ Phos-tag™ electrophoresis the running buffer, stacking gel and resolving gel have been 
prepared according to the manufacturer’s instructions (50 mM Phos-tag™ acrylamide). The protein 
has been mixed with the appropriate amount of 3X Laemmli buffer, denatured at 95 °C for 5 min and 
loaded into a well of the stacking gel. The electrophoresis has been run with 100 V for 30 - 40 min 
and with 250 V until the bromophenol blue band has reached the end of the gel.  
4.2.9 WESTERN BLOT ANALYSIS 
In the Western Blotting procedure proteins are transferred out of an SDS gel onto a nitrocellulose or 
PVDF membrane with a correspondingly small pore size by applying an electric field. The 
electroblotted proteins can be immunodetected very sensitively with the use antibodies that 
recognize a specific epitope in the investigated protein. Very often the epitope is a tag that is fused 
to the investigated protein. In this work hemagglutinin-tagged (HA-tagged) FIT has been investigated. 
By using the enhanced chemiluminescence (ECL) measurement of commercial substrates that emit 
light upon conversion by the horseradish peroxidase (HRP) that is coupled to the antibody, there is a 
strong signal amplification because a single HRP molecule can convert many thousands of substrate 
molecules. There are primary antibodies that are directly coupled to HRP and there are pairs of a 
native primary and a secondary antibody that is coupled to HRP. 
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4.2.9.1 THE TANK BLOTTING PROCEDURE 
SDS gels, nitrocellulose membranes (0.2 µM pore size), pads and Whatman papers were pre-wetted 
in transfer buffer (25 mM TRIS, 250 mM glycine, 0.1% SDS, 20% ethanol) and placed into the blotting 
cassette in the following order: (1) pad, (2) paper, (3) gel, (4) membrane, (5) paper, (6) pad. After 
removing possible bubbles between the gels and membranes the cassettes were closed and placed 
into the blotting tank filled with transfer buffer. A voltage of 70 V was applied for 2 hours. The 
membranes were then washed with PBS and unspecific binding sites were blocked using different 
protocols depending on the aim of the Western Blot. 
4.2.9.2 IMMUNODETECTION OF ELECTROBLOTTED PROTEINS 
The nitrocellulose membrane with the electroblotted proteins has been washed in PBST (3.2 mM 
Na2HPO4, 0.5 mM KH2PO4, 1.3 mM KCl, 135 mM NaCl, 0.1 % Tween 20, pH 7.4.) and blocked for 1 h in 
PBST with 5 % milk powder. Then the membrane has been incubated with 1:1000 HRP-coupled Anti-
HA antibody (clone 3F10, Roche) in PBST with 2.5 % milk powder for one hour and washed three 
times with PBST for 10 minutes. Alternatively, the membrane has been incubated with a primary 
Anti-HA antibody (clone 3F10, Roche) in PBST with 2.5 % milk powder for one hour, washed three 
times with PBST for 10 minutes, incubated with the secondary Anti-rat antibody and washed three 
times with PBST for 10 minutes. For ECL detection solution A and solution B of the ECL detection 
reagent (GE Healthcare) have been mixed 1:1 and the membrane has been incubated with the mixed 
reagents for 2 minutes. The ECL signal has either been recorded in a film cassette on ECL film or with 
an ECL imager. 
4.2.9.3 PROTEIN-FREE DETECTION OF ELECTROBLOTTED PROTEINS  
For protein-free detection which has been necessary for NC-free OMD (4.2.10), the membrane with 
the electroblotted proteins has been blocked with 45 % protein-free blocking buffer(Roti-Block, Roth) 
in PBST for one hour, incubated with 1:1000 HRP-coupled Anti-HA antibody in 45 % protein-free 
blocking buffer in PBST for one hour and washed three times with PBST. For ECL detection solution A 
and solution B of the ECL detection reagent (GE Healthcare) have been mixed 1:1 and the membrane 
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has been incubated with the mixed reagents for 2 minutes. The ECL signal has either been recorded 
in a film cassette on ECL film. 
4.2.10 NITROCELLULOSE-FREE ON-MEMBRANE DIGESTION 
It may be impossible to stain and reliably identify very weakly expressed proteins in SDS gels because 
of the relatively high detection threshold of commonly used protein staining methods. In complex 
protein mixtures these proteins are very likely to be masked by other proteins as well in one-
dimensional as in two-dimensional gels. In these cases mass spectrometric analysis can be difficult 
because one would have to pick a region of the gel according to the calculated molecular weight, 
empirically determined electrophoretic mobility and in two-dimensional gels according to the 
predicted pI. This may fail to harvest the protein of interest. Very often such very weakly expressed 
proteins can still be detected by Western Blot analysis. Nitrocellulose-free on-membrane digestion 
(NC-free OMD) provides the possibility to pick and digest bands or spots blotted on nitrocellulose 
membranes after detection with antibodies. 
NC-free OMD was performed as described before (Luque-Garcia et al., 2008) with slight 
modifications. The spots of interest discovered by protein-free western blot analysis were cut out of 
the membrane on a light screen by superimposing the membrane with the developed film on which 
the exact membrane edges and corners were marked. Each spot was washed 3 times with 20 mM 
sodium bicarbonate pH 7.4 for 5 minutes at room temperature followed by 3 washes with 1.5 ml of 
100 mM glycine buffer pH 2.4 for 10 min at room temperature. Then the spots were washed with 1.5 
ml of 20 mM sodium bicarbonate pH 7.4 for 5 minutes. The membrane pieces were blocked with 0.5 
ml 0.5% (w/v) PVP-40 (Sigma) in 100 mM acetic acid at 37 °C for 30 minutes. The spot were then 
washed 6 times with ddH2O for 5 min at room temperature. Protein digestion was performed by 
incubating each membrane piece with 12.5 ng/µl trypsin (Promega) in 50 mM NH4HCO3 pH 8 or with 
12.5 ng/µl GluC (Promega) in 50 mM NaH2PO4/Na2HPO4 buffer pH 7.8 at 37 °C over night and then 
dried under vacuum. 90 µl of acetone per mm² of membrane were added to each membrane piece 
to dissolve the nitrocellulose and to precipitate the peptides, and incubated at room temperature for 
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30 minutes followed by centrifugation at 24000 g for 30 minutes at 4 °C. The supernatant was 
removed and the pellet was air-dried. The peptides were re-suspended in 20 µl of 2% acetonitrile 
with 0.1% formic acid in ddH2O and used for mass spectrometric analyses. 
4.2.11 MASS SPECTROMETRY 
Mass spectrometry (MS) allows the identification of molecules like peptides and others. There are 
several methods of mass spectrometry such as TOF (time of flight) or FFT (fast Fourier transform) MS. 
For both, TOF and FFT mass spectrometry the analyte must be ionized prior to the measurement. 
This can also be done in different ways depending on the mass spectrometer and the kind of MS. The 
most commonly used methods of analyte ionization are MALDI (matrix-assisted laser 
desorption/ionization), which will not be described here in detail, and ESI (electrospray ionization). In 
this work, an FFT-based MS has been performed in which ESI was the ionization method. Prior to 
ionization the single peptides were separated by HPLC so that they could be separately analyzed. 
4.2.11.1 ELECTROSPRAY IONIZATION 
Electrospray ionization (ESI) is gentle method of ionizing molecules that is best-suited for the analysis 
of large biomolecules. (Fenn et al., 1989) (Nobel Prize, Chemistry, 2002) Hereby, the analyte solution 
is injected into the MS apparatus through an electrically charged nozzle that itself charges the 
analyte solution to be injected. As the analyte solution leaves the nozzle it forms an aerosol of very 
fine, electrically charged analyte droplets. The analyte droplets are then accelerated into the MS 
apparatus by an electric field. On the way to the mass analyzer the solvent of the droplets evaporates 
quickly and the droplets get smaller and the charge density increases. At some point the charge 
density exceeds the Raileigh limit and the droplets decay in a Coulomb explosion to a plume of even 
finer droplets. Finally all the solvent is evaporated and the pure, electrically charged analyte ions are 
left over. Mostly, ESI is coupled to MS/MS analyzers and also with HPLC whereat the peptides are 
often pre-separated by a pre-column (C18) at low pressure followed by separation through a second 
C18-column at high pressure. The HPLC run is constantly monitored by a UV detector. This particular 
combination is also called LC-ESI-MS/MS and it has been utilized for this work. 
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4.2.11.2 FFT MASS SPECTROMETRY AND ORBITRAP 
FFT (fast Fourier transform) mass spectrometry with Orbitrap is based on the fact that an ion spins 
around a central spindle electrode and while spinning around the electrode that is surrounded by 
another, inversely shaped electrode, oscillate along the z axis of the spindle electrode with a certain 
frequency when injected displaced from the center of the spindle axis. The frequencies or angular 
rates of these harmonic oscillations along the z axis only depend on the mass-to-charge ratio of the 
ions and are not influenced by the energy or distribution of the ions. (Hu et al., 2005) The 
mathematical relation between the angular rate zof the harmonic oscillation of the ions along the z 
axis and the mass-to-charge ratio (   ) is shown in equation 3, whereat   is a constant. 
     z  
 
   
   (3) 
To calculate the mass-to-charge ratios the originally recorded time-domain data must be translated 
into a form that allows the application of equation 3 and this is done by the fast Fourier transform 
algorithm. Finally, there is an    spectrum that can be used for a database search. 
4.2.11.3 MASS SPECTROMETRY WITH THE LTQ ORBITRAP XXL 
The digested peptides were first separated via HPLC with two C18 columns. The single peptides were 
then injected into the LTQ Orbitrap XXL mass spectrometer (Thermo Fischer Scientific) and ionized 
via ESI. The ions were then measured and sequenced by MS/MS. This can be achieved by transferring 
the peptide ions from the C-trap into the HCD collision cell where they collide with an inert gas and 
fragment into smaller fragments that are transferred back into the C-trap from where they are 
injected into the Orbitrap. The resulting spectra can be directly transformed into the amino acid 
sequence of the measured peptide. The data were used for a database search (Mascot database) and 
further processed with the Scaffold 4 software (Proteome Software, Inc). Only proteins with a 
probability of ≥95 percent were considered identified. MS analyses have been performed in the BIOP 
Institute of Biochemical Plant Pathology at the Helmholtz-Zentrum München in the group of Dr. 
Christian Lindermayr. 
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4.2.12 RNA EXTRACTION, DNASE TREATMENT AND CDNA SYNTHESIS 
Ca. 100 mg of frozen roots were ground to a fine powder with the Potter homogenizer under liquid 
nitrogen cooling. RNA was extracted with the RNeasy Plant Mini Kit (Qiagen) according to the 
manufacturer’s instructions. RNA content was measured by UV/VIS spectrometry at 260 nm. The 
RNA quality was checked with the OD260/OD280 ratio. RNA was sent unchanged for microarray 
analysis or further processed for RT-qPCR. 
DNase treatment was performed by mixing 1µgof RNA diluted with RNase-free ddH2O to 7 µl with 1 
µl of 10x DNase buffer, 0.5 µl of RNase inhibitor, 0.5 µl RNase-free ddH2O and 1 µl of DNaseI. The 
reaction mix was incubated for 30 minutes at 37 °C and then put on ice. DNase deactivation has been 
done by adding 1 µl of 25 mM EDTA and 1 µl of 100 µM (0,5 µg/µl) oligo-(dT)18 primers. The reaction 
mix was incubated at 65°C for 10 minutes and then put back on ice. For cDNA synthesis 8 µl of a 
cDNA synthesis master mix (4 µl 5 X M-MuLV buffer ,  1 µl RNase-free ddH2O , 0.5 µl RNase inhibitor, 
2 µl of 10mM [each] dNTP and 0.5 µl of M-MuLV RTase) were added to the sample. The mix was 
incubated at 42°C for two hours. The enzyme was deactivated at 72 °C for 10 minutes. The cDNA mix 
was then diluted with 180 µl of RNase-free ddH2O to a final volume of 200 µl and stored at -20 °C. A 
water control has been treated equally. 
4.2.13 REAL-TIME QUANTITATIVE PCR (RT-qPCR) 
With real-time quantitative PCR (RT-qPCR) it is possible to quantify the mRNA levels in plant and 
animal cells specifically. This allows for a comparison of the expression levels of the desired genes 
between different organisms (e.g. plant lines) or treatment groups. It is the method of choice when it 
comes to compare expression levels of single genes or to randomly validate results from large scale 
RNA microarray analyses. 
4.2.13.1 THE FUNCTIONAL PRINCIPLE OF RT-qPCR 
RT-qPCR performed in this study is based on the use of the intercalating dye SYBR Green I. SYBR 
Green I intercalates between the base stacks of double-stranded DNA already during extension in the 
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PCR reaction. By intercalation and interaction with the base stacks the fluorescence of SYBR Green 
increases by ca. 1000-fold and the increasing fluorescence can be monitored continuously during the 
running PCR program. The measured fluorescence signal at the end of each PCR cycle is directly 
proportional to the amount of dsDNA in the reaction mix at that time. 
In the beginning the fluorescence signal increases exponentially because the primers, 
oligonucleotides and dye are present in excess amounts. After a certain number of PCR cycles that 
depends on the starting amount of specific cDNA molecules in the reaction mix fluorescence exceeds 
a threshold value. The number of cycles that are required to reach the fluorescence threshold is 
proportionate to the number of cDNA molecule concentration in the sample which itself is 
proportional to the concentration of the specific mRNA molecule concentration in the sample that 
has been used to synthesize cDNA. The number of required cycles to reach the fluorescence 
threshold is indirectly proportional to the number of cDNA molecules that have been in the starting 
reaction mix. To obtain the exact number of cDNA molecules in the starting reaction mix a dilution 
series of DNA standards of known concentration is measured in parallel. By means of a standard 
curve that is created from the standard dilution series the exact number of cDNA copies in the 
starting reaction mix can be determined. 
As a quality control a water control is run in parallel with each gene investigated by RT-qPCR. The 
value of this water control is subtracted from value of the actual sample. In order to compare the 
values of different samples the expression data must be normalized and possible contaminations 
with genomic DNA must be eliminated. Therefore the cDNA and gDNA (containing introns and UTRs) 
of a constitutively expressed housekeeping gene (EF2Balpha2) is measured once for each sample. 
This cDNA value is corrected by subtracting the gDNA value. The quotient of the corrected 
housekeeping gene cDNA value of the sample divided by the corrected cDNA value of the control 
group (in the case of this work: Col-0 +Fe) is then used as a sample-specific normalization factor. As 
an additional quality control the melting curves of the final PCR products is measured. My means of 
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the melting curves contaminations in the samples can be recognized. Only samples with identical 
melting curves can be used for the quantitative analysis. 
4.2.13.2 THE PROCEDURE OF RT-qPCR 
In the PRC master mix, 0.2 µl of 15µM primer per reaction (each) have been mixed with 10 
µl/reaction of the 2xPCR premix (containing buffer, SYBR Green, dNTP and Taq polymerase). 10 µl of 
the master mix have been distributed into the respective wells of the 96-well PCR plate. The 
template cDNA (See 4.2.12.) has been diluted 1:10 and distributed in 200 µl PCR strips. With a 
multichannel pipette 10 µl of the template cDNA have been added to the master mix in the 
respective well of the 96-well plate. 10 µl of the standards have also been added to the master mix 
into the respective wells of the 96-well PCR plate from 200 µl PCR strips with a multichannel pipette. 
10 µl of the H2O controls have been added to the respective wells with a single-channel pipette.  
The 96-well PCR plate has been closed with a translucent sticking lid and centrifuged at 1500 rpm for 
1 minute. All the previous steps have been performed on ice. Then the PCR plate has been inserted 
into the PCR cycler and the program has been started. The PCR program has been as follows: 3 min. 
at 95 °C - 40 cycles [10 s at 95 °C - 10 s at 58 °C - 10 s at 72 °C] - 1 min at 55°C - 10 s 65°C+0.5°C 
(melting curve).To determine the standard curve the measuring values of the concentration 
standards have been used. To increase the quality of the curve outliers have been removed. Then the 
melting curves have been investigated and possible outliers have been excluded from evaluation. 
Finally, the values have been exported into an Excel sheet. The H2O values have been subtracted 
from the sample values. Then each H2O-corrected sample value has been multiplied with the 
respective normalization factor. These absolute expression values have then been used for statistical 
and quantitative analysis. (See 4.2.15.) 
4.2.14 MICROARRAY ANALYSIS OF THE TRANSCRIPTOME 
Besides transcriptome sequencing, microarray analysis is the method of choice when it comes to 
analyze gene expression of an organism at a large scale. In this work the CATMA v6 microarrays have 
been used for comparative expression analysis. Analysis with CATMA v6 microarrays allows for 
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transcriptome comparison between two samples and directly delivers gene expression ratios instead 
of absolute expression values. This makes the CATMA microarray a convenient tool for this work 
because expression ratios will be compared. The CATMA v6.2 contains 30834 probes that include 
mitochondrial and chloroplast genes, EUGENE software predictions, repeat elements, miRNA/MIR, 
other RNAs (rRNA, tRNA, snRNA, soRNA), duplicates and controls. 
4 µg of total RNA (See 4.2.12.) from roots of six week-old hydroponically grown Col-0, HA-FIT 8 and 
fit-3 Arabidopsis plants supplied with 10 µM iron (+Fe) or 0 µM iron (-Fe) during the last seven days 
have been processed by Sandrine Balzergue at The Transcriptomic Platform at INRA/CNRS - URGV, 
Evry, France. cDNA synthesis, microarray hybridization, readout and data normalization have been 
performed according to their protocols. 
4.2.15 STATISTICAL ANALYSIS 
In the analysis of the 2-D gels (See 5.1.) with PDQuest 8.0 (Biorad) the respective gels have been 
grouped into replication groups. After spot detection using the floating ball algorithm and automatic 
speckle removal the spots have been matched first automatically ant then matching was corrected 
manually. Analysis sets of all possible pairwise comparisons (including the ‘forbidden’ ones) have 
been created and analyzed with the Student’s t-test with a significance threshold of 95 % (p ≤ 0.05). 
The combined results of these pairwise analysis sets have been put into a combined analysis set and 
the expression values of these preselected significant spots from all pairwise comparisons have been 
exported into Excel. These expression values have been converted into a tab-separated text file and 
fed into the NIA Array Analysis Tool. There the expression values of the 266 spots have been analyzed 
with ANOVA and a level of significance of ≥ 95 % (p ≤ 0.05). 
Principal component analysis (PCA) is a statistical method to reduce the complexity of data clouds by 
stepwise orthogonal transformation according to the respectively largest variance. The first principal 
component (PC1) represents the direction of the largest variance in the original data cloud. The 
second principal component (PC2) represents the direction of the largest variance orthogonal to PC1 
and the third principal component (PC3) represents the largest variance orthogonal to PC2. With 
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each transformation step the significance is reduced. PCA has been performed with 3 principal 
components (PC), a 2-fold change threshold for clusters and a correlation threshold for clusters of 
0.7. Additionally, pairwise comparisons have been performed with a Student’s t-test and a level of 
significance of 95 % (p ≤ 0.05). The spots that have been significantly changed in ANOVA and the 
pairwise comparisons have been analyzed by LC-ESI MS/MS. 
After mass spectrometry the tandem mass spectra have been analyzed using Mascot (Matrix Science, 
London, UK; version 2.4.1). Mascot has been set up to search the TAIR10_pep database (35388 
entries) assuming the digestion enzyme trypsin. The Mascot database has been searched with a 
fragment ion mass tolerance of 0.60 Da and a parent ion tolerance of 10.0 ppm. 
Carbamidomethylation of cysteine has been specified as a fixed modification. Deamidation of 
asparagine and glutamine and oxidation of methionine have been specified as variable modifications. 
The Scaffold software (Proteome Software Inc.) has been used to validate the peptide and protein 
identifications. The peptide identifications have been accepted if they could be established at ≥ 
95,0% probability. The protein identifications have been accepted if they could be established at ≥ 
95,0% probability. 
The statistical analysis of the microarray analysis (See 5.2.) has been performed by Sandrine 
Balzergue at The Transcriptomic Platform at INRA/CNRS - URGV, Evry, France. The data have been 
normalized and statistically analyzed according to their publicly available protocol. (Martin-
Magniette, 2012; accessible through http://www-urgv.versailles.inra.fr/microarray/files/ 
Normalization-and-statistical-analysis-method-for-CATMAv6-array.pdf). The resulting table of 
expression ratios has been split into the respective comparisons. Each comparison has been filtered 
by the fold change threshold of the mean expression ratios of ≥ 1.5 (≥ 0.58496 log2 value) or ≤ 0. 6
(≤ -0.58496 log2 value) and the respective p-values of ≤ 0.05 so that only genes that were at least 
regulated with the given fold change threshold and a p-value ≤ 0.05 in the respective comparison 
have been available in that list of genes. Finally, a new table containing all the genes and that were 
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significantly regulated in at least one of the comparisons has been created to determine the 
regulatory patterns. 
In the analysis of the RT-qPCR data (See 5.2.1.) the raw expression values have been normalized by 
subtracting the respective H2O values and multiplication with the sample-specific normalization 
factor. (See 4.2.13.1 and 4.2.13.2.) The mean expression values have been compared between the 
respective lines and iron conditions and the normalized absolute expression values have been 
analyzed with the Student’s t-test to determine the significance of the respective comparison. Only 
comparisons that differed with a p-value ≤ 0.05 have been considered significantly regulated. In the 
quantitative analysis of the spot clusters in the 2-D blots of HA-FIT 8 (See 5.3.4.) the procedure was 
the same as with the RT-qPCR data with the difference that not the absolute values have been 
compared and analyzed but the respective ratios. 
 
4.2.16 WORKFLOW OF THE DIFFERENTIAL PROTEIN AND GENE EXPRESSION EXPERIMENTS 
For differential protein expression analysis 400 µg of total protein from roots of hydroponically 
grown, six week-old Arabidopsis plants was used to perform 2-DGE. The plants were grown for five 
weeks in ¼-strength fluid Hoagland medium containing 10 µM iron and for the 6th week supplied with 
medium containing 10 µM (+Fe) or 0 µM (-Fe) iron. First dimension IEF was performed with 18 cm 
long pH 4-7 linear gradient IPG strips and second dimension separation was performed with 12.5 % 
polyacrylamide gels. The gels were stained with colloidal Coomassie and after scanning the gels the 
images were analyzed with the PDQuest software. The spots were given unique numbers (SSP) by the 
PDQuest software. Significant spots were excised from the gels and analyzed by LC-ESI-MS/MS. An 
overview of the workflow is shown in Figure 7. The 2-D gels were made from three independent 
biological replicates (B1 - B3) and three technical replicates (T1 - T3) per biological replicate so each 
replicate group comprised 9 gels. (Figure 8) 
For the transcriptomic analysis total RNA of ca. 100 µg of the same root samples as described above 
was extracted and the gene expression values were obtained using CATMA v6 microarrays. The 
analysis of each of the three biological replicates has been performed twice with a dye swap. The 
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branching points in the workflow between the proteomic and the transcriptional analysis is shown in 
Figure 7 as pink arrows. 
 
Figure 7. Work flow of the differential protein expression experiment. (black arrows) The HA7-FIT overexpression line 
HA-FIT 8, wild type Col-0 and the fit knock-out line fit-3 were hydroponically grown in ¼-strength liquid Hoagland 
medium with 10 µM iron (+Fe). The medium was refreshed every 7 days. After 5 weeks the plants were divided into 
two fractions one of which was supplied with ¼-strength liquid Hoagland medium with 10 µM iron (+Fe) and the other 
was supplied with  ¼-strength liquid Hoagland medium without iron (-Fe) for one week. Then the roots were 
harvested and frozen in liquid nitrogen. Total protein was extracted from the roots and 2-DGE was performed. Three 
independent biological replicates were equally treated and 2-DGE was performed in three technical replicates for 
each biological replicate. The gels were stained with colloidal Coomassie and scanned. The images were analyzed with 
the PDQuest v.8 software (Bio-Rad) and the resulting data were further processed with the NIA Array Analysis Tool. 
Significantly regulated protein spots were excised from the gels and identified by mass spectrometry. The pink arrows 
indicate the branching point to microarray analysis. 
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Figure 8. Schematic overview of the experimental setup of differential protein expression analysis. 2-D gels were 
made from three independent biological replicates (B1 - B3) of roots from six week-old hydroponically grown 
Arabidopsis plants that have been supplied with (+Fe) or without iron (-Fe) during the last week. Per biological 
replicate three technical replicates (T1 - T3) were made. Gels of the corresponding biological and technical replicates 
were grouped into replicate groups so each replicate group comprised nine gels. 
  
HA-FIT 8 +Fe Col-0 +Fe fit-3 +Fe 
HA-FIT 8 -Fe Col-0-Fe fit-3-Fe 
Results 
 
63 
 
5 RESULTS 
5.1 DIFFERENTIAL PROTEIN EXPRESSION IN A. THALIANA ROOTS DEPENDING ON IRON 
SUPPLY AND FIT AVAILABILITY 
5.1.1 PLANT PHENOTYPES 
After five weeks of hydroponic growth at +Fe and 1 week at +Fe or -Fe the fit-3 plants display a highly 
chlorotic phenotype with retarded growth irrespective of iron supply during the last seven days. They 
did not enter the reproductive stage as Col-0 and HA-FIT 8 did. The Col-0 and HA-FIT 8 plants grew to 
equal size and entered the flowering stage by shoot growth and development of flowers. Under iron 
deficiency Col-0 and HA-FIT 8 had slightly lighter green rosette leaves than under sufficient iron 
supply. (Figure 9) 
 
Figure 9. Phenotypes of the six week-old hydroponically-grown Arabidopsis plants that have been supplied with (+Fe) 
or without iron (-Fe) during the last seven days. fit-3 plants display a retarded growth and fail to enter the 
reproductive phase independently from iron supply. The Col-0 and HA-FIT 8 plants grow to equal size and entered the 
reproductive state by forming flowers. Under iron-deficient conditions Col-0 and HA-FIT 8 plants show modest 
symptoms of iron deficiency.  
 
5.1.2 OVERVIEW AND PRINCIPAL COMPONENT ANALYSIS 
A total of 1183 spots have been found on all gels. Pairwise comparisons in PDQuest between all six 
replicate groups, including the comparisons between different iron conditions in different lines, 
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revealed that 266 spots have been potentially regulated using a fold change ratio ≥2 or ≤ 0.5 and p ≤ 
0.05. The expression values of these spots have been used to perform PCA and further analyses with 
the NIA Array Analysis Tool.(Sharov et al., 2005) 72 spots have been found to be differentially 
regulated by ANOVA (p ≤ 0.05). Additionally, pairwise comparison with Student’s t-tests revealed that 
a total of 111 spots have been significantly regulated (p≤ 0.05) wherein all the significantly regulated 
spots according to ANOVA were included therein. An overview on the statistical analysis is given in 
Figure 10. 
 
Figure 10. Overview of the statistical analysis. Out of 1183 spots that have been analyzed by PDQuest 266 turned out 
to be potentially regulated. The values of these 266 spots have been analyzed by ANOVA and 72 of them were 
significantly regulated (p ≤ 0.05). In parallel to ANOVA pairwise comparisons between different iron conditions within 
each line as well as between the lines at the same iron condition have been performed. This resulted in 111 
significantly regulated spots(p ≤ 0.05). All the 72 spots that had been found by ANOVA were included in the resulting 
spots of the pairwise comparisons. 
 
Principal component analysis (PCA) of all replicate values of the 266 potentially regulated spots 
shows that the different replicate groups are well-separated. Col-0 and HA-FIT 8 replicate groups 
correlate with PC1 in the positive direction whereas the fit-3 replicate groups correlate with PC1 in 
the negative direction. The fit-3 samples are tightly together and show little correlation with the PC2 
whereas both Col-0 replicate groups correlate with PC2 in the positive direction and both HA-FIT 8 
replicate groups in the negative direction. So the replicate groups of the different lines are well-
separated. (Figure 11A) 
Under the different iron conditions, the scores blot shows that the fit-3 +Fe and -Fe replicate groups 
only slightly differ in their correlation to PC1 and PC2 whereas the Col-0 and HA-FIT 8 +Fe and -Fe 
replicate groups show a larger difference in their correlation to PC1 and PC2, respectively. (Figure 11 
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A) This indicates that the changes in protein expression between the three lines under the same iron 
supply condition is larger than the changes in protein expression between different iron supply 
conditions within the same line. This observation is supported by hierarchical clustering of the 
replicate groups. The replicate groups of Col-0, HA-FIT 8 and fit-3 form distinct clusters, respectively, 
whereat the Col-0 and HA-FIT 8 clusters are part of a superior cluster that is distinct from the fit-3 
cluster. (Figure 11 B) 
 
Figure 11. PCA scores-blot of the six replicate groups of the differential protein expression 
analysis. (A) Hierarchical clustering of the six replicate groups. (B) 
 
While the distance between the fit-3 cluster from the other replicate groups is ca. 0.95 and the 
distance between the Col-0 and the HA-FIT 8 clusters is ca. 0.55, the distance of the + and -Fe 
replicate groups within the lines is only ca. 0.45 (Col-0), 0.38 (HA-FIT 8) and 0.35 (fit-3), respectively. 
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(Figure 11 B) This indicates as well that the changes in protein expression are probably larger 
between the different lines than between the different iron supply conditions within each line. It also 
shows that the fit-3 + and -Fe replicate groups display the least difference in protein expression while 
they differ most from the other replicate groups irrespective of iron supply. 
 
Figure 12. Hierarchical clustering of all samples. The biological replicates are denominated B1 - B3 
and the technical replicates T1 - T3. 
 
Hierarchical clustering of the samples reveals that the Col-0 +Fe and -Fe and HA-FIT 8 +Fe and -Fe 
samples form distinct clusters, respectively. There is only one exception. The ‘Col-0 -Fe B2 T3’ sample 
lies outside the ‘Col-0 -Fe’ cluster but still inside the superior Col-0 cluster. The fit-3 +Fe and -Fe 
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samples could not be placed into distinct iron treatment clusters but they are all included in a fit-3-
specific superior cluster. (Figure 12) This again supports the previous indications that the protein 
expression changes upon the different iron conditions may be least in fit-3 but it must be noted that 
this result is based on the expression of all spots analyzed by PCA irrespective of the significance or 
the level of their possible regulation. 
The artificial master gel representing the averaged intensities of all matched spots including the 111 
regulated spots in the 2-D gels and the detailed view of an example spot are shown in. 
 
Figure 13. The artificial master gel representing the averaged intensities of all matched spots in the 2-DGE analysis 
(top) and the detailed view of an example spot across all replicates in each replicate group with the histogram of the 
individual spot values. (bottom) The red dot marks the position of the example spot (SSP 2303) in the master gel. The 
red arrow indicates the close view of the respective position of the master gel in the bottom panel. The color of the 
bar under each individual spot represents the respective replicate group as indicated in the legend. 
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5.1.3 104 SPOTS HAVE BEEN IDENTIFIED 
The significantly regulated spots were picked from the gelsand analyzed by LC-ESI MS/MS. The 
peptide and protein ID probabilities were set to ≥ 95 percent. Only proteins that roughly matched the 
theoretical molecular weight and predicted pI and that were identified with a hit probability ≥ 95 
percent were considered identified. Six spots (1006, 1113, 1309, 2213, 3403 and 8812) could not be 
identified because there was no significant protein ID or because the result contained ambiguities so 
that it was not possible to clearly assign a specific protein ID to the respective spot. From the 111 
regulated spots 104 (93 %) have been identified. The identified spots are listed in Table 1.  
Table 1. Proteins identified from the differentially expressed spots. The spots were in-gel digested with trypsin and 
the peptides were analyzed by LC-ESI MS/MS. Proteins have been considered identified when the protein FDR was 
  0.05 (ID probability ≥ 95 %).The theoretical (the) and experimental (exp) isoelectric points and molecular weights 
are juxtaposed. The theoretical values are adopted from the TAIR database(The Arabidopsis Information Resource; 
www.arabidopsis.org).(Chory et al., 2000; Lamesch et al., 2012) SSP is the unique number of each spot. Spots that 
were assigned to the same protein are marked with corresponding numbers in the ‘Isoforms’ column. 
SSP 
Protein ID 
(AGI Code) 
[Symbol | Name] or other Description 
MW(the) 
[Da] 
MW(exp) 
[Da] 
pI(the) pI(exp) 
ID 
probability 
[%] 
Isoform 
0004 AT3G16640 TCTP | TRANSLATIONALLY CONTROLLED TUMOR PROTEIN    18910,2 18000 4,2577 4,16 100   
0104 AT1G53850 PAE1 | 20S PROTEASOME ALPHA SUBUNIT E1 25947,0 27000 4,4101 4,31 100   
0108 AT2G43920 HOL2 | HARMLESS TO OZONE LAYER 2 25126,3 26000 4,4720 4,41 100   
0211 AT5G19510 Translation elongation factor EF1B / ribosomal protein S6 family protein 24200,9 27000 4,1702 4,26 100   
0213 AT3G03670 Peroxidase superfamily protein 34536,2 33000 4,8207 4,38 100   
0309 AT5G14240 Thioredoxin superfamily protein 28748,7 36000 4,4705 4,39 100   
0311 AT1G79870 D-isomer specific 2-hydroxyacid dehydrogenase family protein 34161,1 36000 5,6969 4,41 100   
0405 AT4G35450 AKR2 | ANKYRIN REPEAT-CONTAINING PROTEIN 2 36984,0 38000 4,2073 4,22 100   
0502 AT4G38810 Calcium-binding EF-hand family protein 41155,9 42000 4,2505 4,22 100   
0505 AT3G13235 DDI1 | DNA-DAMAGE INDUCIBLE 1 45358,9 43000 4,5605 4,46 100   
0703 AT1G09210 CRT1b | CALRETICULIN 1B 48156,5 55000 4,1262 4,21 100   
0705 AT4G26110 
Encodes a member of a small gene family of proteinswith similarity to 
nucleosome assembly proteins 
42996,9 56000 4,1131 4,27 100   
0708 AT3G17240 mtLPD2 | LIPOAMIDE DEHYDROGENASE 2 53985,7 56000 7,0366 4,41 100   
1004 AT3G28940 AIG2-like (avirulence induced gene) family protein 19464,7 18000 4,7050 4,54 100   
1102 AT1G23140 Calcium-dependent lipid-binding (CaLB domain) family protein 18568,5 22000 4,2317 4,60 97   
1210 AT4G34050 CCoAOMT1 | CAFFEOYL COENZYME A O-METHYLTRANSFERASE 1 29154,9 31000 4,9250 4,67 100   
1212 AT5G16390 CAC1 | CHLOROPLASTIC ACETYLCOENZYME A CARBOXYLASE 1 29612,5 33000 9,5686 4,70 100   
1216 AT3G16420 PBP1 | PYK10-BINDING PROTEIN 1 32158,0 32000 5,5597 4,53 100   
1301 AT4G26780 MGE2 | MITOCHONDRIAL GRPE 2      36115,8 38000 5,0361 4,45 100   
1602 AT1G09100 RPT5B | 26S PROTEASOME AAA-ATPASE SUBUNIT RPT5B 47037,1 50000 4,6343 4,62 100   
1607 AT1G09640 Translation elongation factor EF1B, gamma chain 46660,2 49000 5,1319 4,74 100   
1702 AT5G58230 MSI1 | MULTICOPY SUPRESSOR OF IRA1 48194,3 55000 4,4352 4,47 100   
1801 AT3G63130 RANGAP1 | RAN GTPASE ACTIVATING PROTEIN 1 58826,2 61000 4,3424 4,47 100 1 
1805 AT3G63130 RANGAP1 | RAN GTPASE ACTIVATING PROTEIN 1 58826,2 61000 4,3424 4,52 100 1 
1809 AT1G52380 NUP50 (Nucleoporin 50 kDa) protein 46591,9 60000 4,5420 4,54 100   
1811 AT1G21380 Target of Myb protein 1 55790,6 71000 4,6177 4,56 100   
1812 AT5G49910 HSC70-7 | HEAT SHOCK PROTEIN 70-7 76995,9 75000 4,9155 4,57 100   
1819 AT1G60420 Reduce transmission through pollen 65169,2 66000 4,6338 4,65 100   
2013 AT1G71950 Proteinase inhibitor, propeptide 14851,8 13000 6,0926 4,82 100   
2102 AT2G43570 "chitinase, putative" (CHI) 29775,1 28000 5,8402 4,77 100   
2110 AT3G23600 Alpha/beta-hydrolases superfamily protein 25861,4 23000 4,9737 4,88 100   
2111 AT4G27450 Aluminium induced protein with YGL and LRDR motifs 27622,2 27000 5,6489 4,78 100   
2202 AT4G01610 Cysteine proteinases superfamily protein 39417,3 33000 6,0949 4,78 100   
2303 AT3G07720 Galactose oxidase/kelch repeat superfamily protein 35685,7 37000 4,8459 4,79 100 
 
2702 AT5G02500 HSC70-1 | HEAT SHOCK COGNATE PROTEIN 70-1 57236,2 58000 4,7273 4,77 99   
2705 AT1G78900 VHA-A | vacuolar ATP synthase subunit A 68811,8 60000 4,8641 4,85 100 2 
2803 AT5G02490 Hsp70-2 | Heat shock protein 70 (Hsp 70) family protein 71386,2 72000 4,7529 4,78 100   
2806 AT5G36210 Alpha/beta-Hydrolases superfamily protein 81304,9 80000 5,5065 4,82 100   
2817 AT1G78900 VHA-A | VACUOLAR ATP SYNTHASE SUBUNIT A 68811,8 68000 4,8641 4,94 100 2 
3108 AT3G55440 ATCTIMC | CYTOSOLIC TRIOSE PHOSPHATE ISOMERASE 27168,9 26000 5,1668 5,08 99   
3808 AT3G53110 LOS4 | LOW EXPRESSION OF OSMOTICALLY RESPONSIVE GENES 4 55383,6 61000 4,9244 5,06 100   
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Table 1. (continued) 
SSP 
Protein ID 
(AGI Code) 
[Symbol | Name] or other Description 
MW (the) 
[Da] 
MW(exp) 
[Da] 
pI(calc) pI(exp) 
ID 
probability 
[%] 
Isoform 
4010 AT2G21660 ATGRP7 | GLYCINE RICH PROTEIN 7 15548,5 16000 5,2458 5,23 100   
4109 AT2G30870 ATGSTF10 | ARABIDOPSIS THALIANA GLUTATHIONE S-TRANSFERASE PHI 10 24229,8 24000 5,3896 5,38 99   
4110 AT4G14880 ATCYS-3A | O-ACETYLSERINE (THIOL) LYASE (OAS-TL) ISOFORM A1 33804,8 24000 5,9458 5,18 100   
4201 AT2G44790 UCC2 | UCLACYANIN 2 20353,9 30000 6,2322 5,19 100   
4204 AT3G25530 GHBDH | GLYOXYLATE REDUCTASE 1 30691,5 28000 5,9156 5,28 97   
4209 AT2G19570 CDA1 | CYTIDINE DEAMINASE 1 32581,5 32000 5,7386 5,35 100   
4302 AT3G12900 2-oxoglutarate (2OG) and Fe(II)-dependent oxygenase superfamily protein 39716,2 37000 5,1418 5,18 100   
4501 AT3G13610 2-oxoglutarate (2OG) and Fe(II)-dependent oxygenase superfamily protein 40671,0 41000 5,0578 5,18 100   
4506 AT4G34230 CAD5 | CINNAMYL ALCOHOL DEHYDROGENASE 5 38743,5 43000 5,4052 5,32 100   
4804 AT3G16460 JAL34 | JACALIN-RELATED LECTIN 34 72473,5 69000 5,1720 5,26 95   
4809 AT3G10740 ASD1 | ALPHA-L-ARABINOFURANOSIDASE 1 75043,9 75000 5,5206 5,38 100 3 
5202 AT3G15260 Protein phosphatase 2C family protein 31629,8 30000 5,6062 5,42 100   
5203 AT1G64980 CDI | CADMIUM 2+ INDUCED 30215,8 31000 5,4012 5,42 100   
5212 AT1G63000 NRS/ER | NUCLEOTIDE-RHAMNOSE SYNTHASE/EPIMERASE-REDUCTASE 33597,0 34000 5,7853 5,61 100   
5515 AT2G26560 PLP2 | PHOSPHOLIPASE A 2A 44238,8 43000 5,7610 5,42 100   
5609 AT1G02500 SAM1 | S-ADENOSYLMETHIONINE SYNTHETASE 1 43157,8 45000 5,6064 5,58 100   
5801 AT5G66760 SDH1-1 | SUCCINATE DEHYDROGENASE 1-1 69655,8 62000 6,2372 5,45 100   
5804 AT3G10740 ASD1 | ALPHA-L-ARABINOFURANOSIDASE 1 75043,9 75000 5,5206 5,49 100 3 
5809 AT2G15620 NIR1 | NITRITE REDUCTASE 1 65504,5 61000 6,1712 5,59 100 4 
5901 AT5G66420 
LOCATED IN: cellular component unknown; EXPRESSED IN: 23 plant 
structure 
80718,5 82000 5,4717 5,49 100   
6104 AT5G38910 RmlC-like cupins superfamily protein 23884,2 23000 6,9415 5,72 100   
6111 AT5G58070 ATTIL | TEMPERATURE-INDUCED LIPOCALIN 21434,1 21000 6,2869 5,88 100   
6401 AT2G47470 PDI11 | PROTEIN DISULFIDE ISOMERASE 11 39496,6 39000 5,8595 5,67 100   
6412 AT3G03910 GDH3 | GLUTAMATE DEHYDROGENASE 3 44527,4 41000 6,0215 5,91 100   
6502 AT5G51970 Encodes a putative sorbitol dehydrogenase that can be thiolated in vitro. 39255,4 41000 5,8473 5,71 100 5 
6503 AT3G17390 SAMS3 | S-ADENOSYLMETHIONINE SYNTHETASE 3 42795,3 44000 5,6056 5,72 100 
 
6504 AT3G17810 PYD1 | PYRIMIDINE 1 46846,2 42000 6,7817 5,76 100   
6507 AT1G65930 cICDH | CYTOSOLIC NADP+-DEPENDENT ISOCITRATE DEHYDROGENASE 45745,8 45000 6,5224 5,81 100 6 
6508 AT5G51970 Encodes a putative sorbitol dehydrogenase that can be thiolated in vitro 39255,4 43000 5,8473 5,82 100 5 
6509 AT1G77120 ADH1 | ALCOHOL DEHYDROGENASE 1 41177,9 42000 6,1887 5,83 100 7 
6513 AT1G77120 ADH1 | ALCOHOL DEHYDROGENASE 1 41177,9 42000 6,1887 5,90 100 7 
6710 AT5G12200 PYD2 | PYRIMIDINE 2 57990,7 60000 5,7398 5,87 100   
6805 AT2G15620 NIR1 | NITRITE REDUCTASE 1 65504,5 60000 6,1712 5,71 100 4 
6810 AT5G37510 EMB1467 | EMBRYO DEFECTIVE 1467 81181,3 80000 6,5937 5,82 100 8 
7110 AT1G02930 GST1 | GLUTATHIONE S-TRANSFERASE 1 23485,8 23000 6,1773 6,18 100   
7310 AT1G04410 c-NAD-MDH1 | CYTOSOLIC-NAD-DEPENDENT MALATE DEHYDROGENASE 1 35570,6 37000 6,5132 6,16 100 9 
7402 AT1G60710 ATB2 | - 37924,2 38000 6,2522 5,95 100   
7504 AT1G77120 ADH1 | ALCOHOL DEHYDROGENASE 1 41177,9 43000 6,1887 5,99 100 7 
7516 AT1G77120 ADH1 | ALCOHOL DEHYDROGENASE 1 41177,9 43000 6,1887 6,12 100 7 
7706 AT1G12000 Phosphofructokinase family protein 61459,0 60000 5,9538 6,01 100   
7712 AT1G51710 UBP6 | UBIQUITIN-SPECIFIC PROTEASE 6 53695,5 57000 6,1150 6,07 100   
7802 AT5G37510 EMB1467 | EMBRYO DEFECTIVE 1467 81181,3 80000 6,5937 5,96 100 8 
7809 AT1G12270 HOP1 | - 64584,2 69000 6,1908 6,07 100   
8110 AT1G18970 GLP4 | GERMIN-LIKE PROTEIN 4 23213,5 23000 7,4425 6,49 100   
8113 AT3G60820 PBF1 | Encodes 20S proteasome beta subunit PBF1 24643,8 24000 7,4931 6,52 100   
8202 AT1G02305 Cysteine proteinases superfamily protein 40033,0 34000 6,9065 6,54 100   
8303 AT1G53240 MMDH1 | MITOCHONDRIAL MALATE DEHYDROGENASE 1 35804,1 37500 8,5824 6,26 100   
8306 AT1G04410 c-NAD-MDH1 | CYTOSOLIC-NAD-DEPENDENT MALATE DEHYDROGENASE 1 35570,6 37500 6,5132 6,48 100 9 
8311 AT3G52930 FBA8 | FRUCTOSE-BISPHOSPHATE ALDOLASE 8 38539,5 38000 6,4093 6,35 100   
8312 AT2G37790 AKR4C10 | ALDO-KETO REDUCTASE FAMILY 4 MEMBER C10 34912,8 37000 6,6308 6,34 100   
8607 AT1G78860 curculin-like (mannose-binding) lectin family protein 49194,0 53000 6,1600 6,51 100   
8702 AT1G16350 Aldolase-type TIM barrel family protein 54051,2 57000 6,4444 6,20 100   
8713 AT1G50480 THFS | 10-FORMYLTETRAHYDROFOLATE SYNTHETASE 67801,2 70000 6,6987 6,51 98   
8715 AT1G79470 Aldolase-type TIM barrel family protein 54193,5 54000 6,7854 6,56 100   
8813 AT3G58510 DEA(D/H)-box RNA helicase family protein 66025,2 70000 6,6548 6,54 100   
9202 AT5G63400 ADK1 | ADENYLATE KINASE 1 26931,7 30000 7,4518 6,83 100   
9405 AT3G32980 Peroxidase superfamily protein 38846,7 40000 6,6485 6,68 100   
9601 AT1G65930 cICDH | CYTOSOLIC NADP+-DEPENDENT ISOCITRATE DEHYDROGENASE 45745,8 46000 6,5224 6,64 100 6 
9605 AT1G07920 GTP binding Elongation factor Tu family protein 49502,0 53000 9,6366 6,67 100   
9607 AT1G31440 SH3 domain-containing protein 49257,7 49000 6,6248 6,74 100   
9609 AT2G27600 SKD1 | SUPPRESSOR OF K+ TRANSPORT GROWTH DEFECT1 48592,6 54000 6,9632 6,82 100   
9702 AT3G17240 MTLPD2 | LIPOAMIDE DEHYDROGENASE 2 53985,7 57000 7,0366 6,68 99   
9704 AT5G56350 Pyruvate kinase family protein 54410,8 56000 6,8403 6,75 100   
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5.1.4 NINE PROTEINS ARE PRESENT IN AT LEAST TWO ISOFORMS 
Some spots were identified to be the same protein. The spots 1801 and 1805 have been assigned to 
AT3G63130. They showed the same molecular weight (MW) but with 4.47 and 4.52 slightly different 
pIs. 2705 and 2817 have been identified asAT1G78900. With 60 and 68 kDa they showed different 
MW and they were also found at different pIs with 4.85 and 4.94, respectively. 4809 and 5804 have 
been assigned to AT3G10740. With 70 kDa they had the same MW but they had different pIs with 
5.38 and 5.49, respectively.  5809 and 6805 have been identified asAT2G15620. The MW of 5809 was 
60 kDa and the MW of 6805 was 61 kDa. With 5.59 and 5.71, respectively, 5809 and 6805 also had 
different pIs. Another pair of spots, 6502 and 6508, that were assigned to AT5G51970, differed 
slightly in their MW (41 and 43 kDa) and pIs (5.71 and 5.82). 6507 and 9601 have been identified 
asAT1G65930. With 45 and 46 kDa they differed slightly in their MW but displayed a comparably big 
difference in their pIs (5.81 and 6.64).6509, 6513, 7504 and 7516 have been assigned to AT1G77120. 
With 42, 42, 43 and 43 kDa, respectively, they partly differed slightly in their MW and they all 
differed in their pIs with 5.83, 5.90, 5.99 and 6.12, respectively. 6810 and 7802 have been identified 
asAT5G37510. They had the same MW (80 kDa) but with 5.82 and 5.96 they differed in their pIs. 
7310 and 8306 have been assigned to AT1G04410. They differed slightly in their MW with 37 and 
37.5 kDa and also with6.16 and 6.48 in their pIs. So eight protein IDs are listed twice and one protein 
ID is listed four times in the table of identified spots. (Table 1) Most of them show a small or no 
difference in their MW but all of them differ in pI. These double and quadruple hits may represent 
modified forms or splicing variants of the respective proteins. 
5.1.5 DIFFERENTIAL PROTEIN EXPRESSION PATTERNS 
Pairwise comparisons between the different iron supply conditions (+ and -Fe) and the different 
Arabidopsis lines (HA-FIT 8, Col-0 and fit-3) have been performed with the Student’s t-test (p ≤ 0.05) 
to reveal regulated spots that were not detected by ANOVA and to find expression patterns of every 
significantly regulated spot. Pairwise comparisons have been performed only between different iron 
conditions in the same line and between different lines under the same iron condition. Comparisons 
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between different lines and different iron conditions at the same time will not be looked at. The 
following pairwise comparisons between different iron conditions within each line have been 
performed: HA-FIT 8 -Fe vs. HA-FIT 8 +Fe, Col-0 -Fe vs. Col-0 +Fe and fit-3 -Fe vs. fit-3 +Fe. The 
following pairwise comparisons between the lines under the same iron condition have been 
performed: HA-FIT 8 -Fe vs. Col-0 -Fe, Col-0 -Fe vs. fit-3 -Fe, HA-FIT 8 -Fe vs. fit-3 -Fe, HA-FIT 8 +Fe vs. 
Col-0 +Fe, Col-0 +Fe vs. fit-3 +Fe and HA-FIT 8 +Fe vs. fit-3 +Fe. 
In the comparisons of iron-deficiency (-Fe) versus sufficient iron supply (+Fe) within each line, a total 
of 35 spots is regulated in the three intra-line comparisons of Col-0 -Fe vs. Col-0 +Fe, HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe and fit-3 -Fe vs. fit-3 +Fe. (Figure 14 A) Among these spots 19 are up-regulated (Figure 
14 B) and 17 are down-regulated. (Figure 14 C) The spot8312 is up-regulated in Col-0 and down-
regulated in fit-3 (Table 2) indicating that this spot is regulated independently from iron supply. The 
spot 8311 shows an overlap between HA-FIT 8 and Col-0 in the up-regulated spots of the comparison 
-Fe vs. +Fe. (Figure 14 B, Table 2) It looks like this spot could be positively regulated by iron deficiency 
but depending on the presence of FIT since there is no significant regulation in the fit-3 mutant. 
Down-regulation of the spot 8110 overlaps between HA-FIT 8 and Col-0 in the -Fe vs. +Fe 
comparisons but it is not significantly regulated in the fit-3 mutant. (Figure 14 C, Table 2) This could 
mean a negative FIT-dependent regulation upon iron deficiency. All the other spots are regulated 
exclusively in one of the lines and they show no overlaps to other lines in the -Fe vs. +Fe 
comparisons. 
The comparisons between two lines at a given iron condition (+Fe or -Fe) show that 100 spots are 
regulated in the inter-line comparisons at +Fe (Figure 14 D) wherein 72 are up-regulated (Figure 14 E) 
and 33 are down-regulated (Figure 14 F) in at least one of the comparisons. Two spots, 0708 and 
6805, are up-regulated in all three comparisons at +Fe. (Figure 14 E, Table 2) These spots might be 
positively regulated depending on FIT. The spots 4204, 8311 and 9601 are up-regulated in the 
comparison between HA-FIT 8 and Col-0 at +Fe as well as between HA-FIT 8 and fit-3 at +Fe (Figure 
14 E, Table 2) which thus might happen in a FIT-dependent manner. One of the three spots, 8311, 
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has also been found to be up-regulated in the comparisons between +Fe and -Fe in HA-FIT 8 and Col-
0. This makes spot 8311 a good candidate for an iron- and FIT-regulated protein. 48 spots are up-
regulated in both comparisons at + Fe, HA-FIT 8 vs. fit-3 and Col-0 vs. fit-3. In other words they are all 
down-regulated in fit-3. This high number possibly reflects the severe iron deficiency the fit-3 mutant 
is suffering from under both iron conditions as compared to HA-FIT 8 and Col-0 and might be 
secondary effects. 
Among the down-regulated spots in the inter-line comparisons at +Fe there are 6 overlaps in the 
comparisons HA-FIT 8 vs. Col-0 and HA-FIT 8 vs. fit-3,i.e. the spots 1102, 2111, 2705, 6104, 6111 and 
6507. (Figure 14 F, Table 2) Three spots, 1102, 2111 and 6507 show strong up-regulation in the 
comparison HA-FIT 8 -Fe vs. +Fe and no significant regulation between Col-0 -Fe and Col-0 +Fe as well 
as Col-0 +Fe vs. fit-3 +Fe which makes them unlikely to be regulated by FIT. The spots2705 and 
6111show no regulation in the other comparisons so it is not possible to tell whether they could be 
FIT- or iron-regulated or not. Only spot6104 shows no contradictory regulation in other comparisons 
but a down-regulation in Col-0 -Fe vs. +Fe which supports a possible FIT-dependent regulation of this 
spot. There are 8 spots down-regulated in both the comparisons HA-FIT 8 vs. fit-3 and Col-0 vs. fit-3 
at +Fe. (Figure 14 F) These are the spots 0104, 0211, 1216, 2702, 4110, 6503, 7310 and 8312. (Table 
2) Spot 0104 shows a contradictory regulation in the comparison HA-FIT 8 vs. fit-3 at +Fe so the 
regulation seems not to be dependent on FIT. The same applies to the spots 6503 and 7310. The 
spots 0211, 1216, 2702 and 4110 are equally regulated in the comparisons HA-FIT 8 -Fe vs. fit-3 -Fe 
and Col-0 -Fe vs. fit-3 -Fe which indicates that these spots might be negatively regulated by FIT. The 
spot 8312 shows an additional down-regulation regulation between Col-0 -Fe vs. Col-0 +Fe but also a 
down-regulation between fit-3-Fe vs. fit-3 +Fe by which this becomes a candidate for a protein co-
regulated by FIT and iron availability. 
In the inter-line comparisons at -Fe a total number of 83 spots are regulated. (Figure 14 G) 67 spots 
are up-regulated (Figure 14 H) and 29 spots are down-regulated (Figure 14 I) in at least one of the 
comparisons. Among the up-regulated spots there are no overlaps in the comparisons HA-FIT 8 vs. 
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Col-0 and Col-0 vs. fit-3 and no overlaps between HA-FIT 8 vs. Col-0 and HA-FIT 8 vs. fit-3 but 54 spots 
are up-regulated in HA-FIT 8 vs. fit-3 and Col-0 vs. fit-3 or in other words down-regulated in fit-3. As 
in the intra-line comparisons at +Fe this might reflect the more pronounced iron deficiency in fit-3 
under both iron conditions as compared to HA-FIT 8 and Col-0 and might be secondary effects. 
 
Figure 14. Venn diagrams of the regulated spots in all pairwise comparisons of the root proteome of six week-old 
HA-FIT 8, Col-0 and fit-3 Arabidopsis plants grown hydroponically supplied with 10 µM iron (+Fe) or without iron (-Fe) 
during the last seven days. Total spots regulated in the -Fe vs. +Fe comparisons within each line. (A) Spots up-
regulated in at least one of the -Fe vs. +Fe comparisons within each line. (B) Spots down-regulated in at least one of 
the -Fe vs. +Fe comparisons within each line. (C) Total regulated spots of the comparison between the lines at 
sufficient iron supply. (D) Up-regulated spots of the comparison between the lines at sufficient iron supply. (E) Down-
regulated spots of the comparison between the lines at sufficient iron supply. (F) Total regulated spots of the 
comparison between the lines under iron-deficient conditions. (G) Up-regulated spots of the comparison between the 
lines under iron-deficient conditions. (H) Down-regulated spots of the comparison between the lines under iron-
deficient conditions. (I) The diagrams were created using the unnamed online tool provided by VIB/U Gent, 
Bioinformatics & Systems Biology, Technologiepark 927 ,B-9052 Gent, BELGIUM; accessible through 
http://bioinformatics.psb.ugent.be/webtools/Venn/. 
 
An expected pattern in the intra-line-comparison between -Fe and +Fe for a protein regulated 
exclusively by FIT would be a change in either direction exclusively in Col-0 but not in HA-FIT 8 and 
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fit-3 since HA-FIT 8 expresses FIT constitutively and fit-3 does not express FIT. Hence, there is no 
transcriptional regulation of FIT in these lines and this should mirror in a FIT-regulated protein. 
Several spots show this pattern i.e. 1607, 2102, 2110, 5515, 6104, 7110 and 8607. Additionally, for a 
FIT-regulated protein, in the inter-line comparisons at a given iron condition one would again expect 
changes in the same direction in the comparisons HA-FIT 8 vs. fit-3 both at +Fe and -Fe and a change 
in the same direction between Col-0 and fit-3 at -Fe but not at +Fe since FIT is barely expressed at +Fe 
in Col-0 and not in the fit-3 mutant but up-regulated at -Fe in Col-0 but not in fit-3. Among the above-
mentioned only spot 6104 matches exactly these expectations in a negative direction. So this spot is 
possibly repressed by the presence of FIT. 
A spot that is positively or negatively co-regulated by iron-deficiency and FIT is expected to display 
changes between +Fe and -Fe in all lines and should be lowest or highest, depending on positive or 
negative regulation, in the fit-3 mutant. In the optimal case the spot would behave inversely in the 
HA-FIT 8 line. No spot matches exactly these demands but spot 8311 comes close to them. (Table 2) 
To verify the possible regulation of this spot and the possible regulation in the other spots pointed 
out above it is necessary to look at the expression patterns. This is done by plotting the expression 
data of the respective spots. 
Table 2. Fold-changes of significantly regulated spots according to the pairwise comparisons. Insignificant values are 
left blank. “ON” indicates that the spot intensity was below the detection threshold in the control and that a ratio 
could not be calculated. “OFF” means that the spot was below the detection threshold in the sample and that a ratio 
could not be calculated. For better clarity only significant regulations with p ≤ 0.05 have been listed, the other values 
are replaced by a dash (-). 
 
 
SSP 
 
AGI code 
  
Fold-change in comparison 
-Fe vs. +Fe within each line  
Fold-change in comparison 
line vs. line at +Fe  
Fold-change in comparison 
line vs. Line at -Fe 
  
HA-FIT 8 Col-0 fit-3   
HA-FIT 8 
vs. 
Col-0 
HA-FIT 8 
vs. 
fit-3 
Col-0 
vs. 
fit-3 
  
HA-FIT 8 
vs. 
Col-0 
HA-FIT 8 
vs. 
fit-3 
Col-0 
vs. 
fit-3 
0004 AT3G16640   - - 35.8 
 
- 172.3 171.2 
 
- - - 
0104 AT1G53850   OFF - - 
 
ON 0.0055 OFF 
 
OFF - ON 
0108 AT2G43920   223.9 - - 
 
- - 0.0145 
 
1500.3 - 0.0022 
0211 AT5G19510   - - - 
 
- 0.0008 0.0258 
 
- 0.0002 0.0020 
0213 AT3G03670   - - - 
 
- 7.0 9.0 
 
- 6.6 7.5 
0309 AT5G14240   - - - 
 
- 32.5 29.3 
 
- 81.6 68.7 
0311 AT1G79870   - - - 
 
- - - 
 
39.2 - 0.0081 
0405 AT4G35450   - - 5.0 
 
- 728.8 603.1 
 
- 165.8 190.1 
0502 AT4G38810   - - - 
 
- - - 
 
- 68.4 35.0 
0505 AT3G13235   - - - 
 
0.0006 - 197.7 
 
0.0064 - 52.7 
0703 AT1G09210   - - - 
 
- 126.3 52.0 
 
- 83.3 84.7 
0705 AT4G26110   - - 0.1093 
 
- - - 
 
- 16.5 14.3 
0708 AT3G17240   - - 7.3 
 
7.2 5639.0 788.3 
 
- 820.0 187.9 
1004 AT3G28940   - - 8.4 
 
- 7.1 11.1 
 
- - - 
1102 AT1G23140   14.8 - - 
 
0.0059 0.0024 - 
 
0.0735 0.0313 - 
1210 AT4G34050   - - - 
 
- 823.6 798.0 
 
- 119.6 134.0 
1212 AT5G16390   - - - 
 
- - - 
 
- 37.9 25.5 
1216 AT3G16420   - - - 
 
- 0.0006 OFF 
 
- 0.0003 OFF 
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Table 2. (continued) 
 
SSP 
 
AGI code 
  
Fold-change in comparison 
-Fe vs. +Fe within each line  
Fold-change in comparison 
line vs. line at +Fe  
Fold-change in comparison 
line vs. Line at -Fe 
  
HA-FIT 8 Col-0 fit-3   
HA-FIT 8 
vs. 
Col-0 
HA-FIT 8 
vs. 
fit-3 
Col-0 
vs. 
fit-3 
  
HA-FIT 8 
vs. 
Col-0 
HA-FIT 8 
vs. 
fit-3 
Col-0 
vs. 
fit-3 
1301 AT4G26780   - - - 
 
- 14.0 15.7 
 
- 16.3 15.4 
1602 AT1G09100   - - - 
 
- 486.2 184.9 
 
- 92.5 61.3 
1607 AT1G09640   - 180.9 - 
 
OFF - ON 
 
0.0010 - ON 
1702 AT5G58230   - - - 
 
- 23.4 30.5 
 
- - - 
1801 AT3G63130   - - 9.2 
 
- 49.8 57.5 
 
- - - 
1805 AT3G63130   - - - 
 
- 480.4 481.5 
 
- 79.0 325.8 
1809 AT1G52380   - - - 
 
- 42.2 38.4 
 
- 20.2 18.9 
1811 AT1G21380   - - - 
 
- 11.1 9.7 
 
- 11.9 19.9 
1812 AT5G49910   - - - 
 
- 13.0 11.8 
 
- - - 
1819 AT1G60420   - - - 
 
0.0789 ON ON 
 
- ON ON 
2013 AT1G71950   - - 125.1 
 
0.0006 - 4467.9 
 
0.0031 - - 
2102 AT2G43570   - 0.0794 - 
 
- 2352.9 8800.1 
 
- 1394.1 840.2 
2110 AT3G23600   - 0.0002 - 
 
0.0003 - 483.4 
 
- - - 
2111 AT4G27450   257.2 - - 
 
0.0016 0.0009 - 
 
- - - 
2202 AT4G01610   - - - 
 
- 245.6 799.5 
 
- 400.8 292.3 
2303 AT3G07720   - - 0.0432 
 
- 641.9 340.9 
 
- 27599.4 23312.6 
2702 AT5G02500   - - - 
 
- 0.0084 0.0048 
 
- 0.0004 0.0164 
2705 AT1G78900   - - - 
 
0.0163 0.0131 - 
 
- - - 
2803 AT5G02490   - - - 
 
- 72.9 50.9 
 
- 16.2 11.0 
2806 AT5G36210   - - - 
 
- - - 
 
- 12.4 4.9 
2817 AT1G78900   - - - 
 
- - 6.4 
 
- - 6.0 
3108 AT3G55440   - - - 
 
- 603.3 504.8 
 
- 466.2 725.8 
3808 AT3G53110   - - - 
 
- - - 
 
- 203.5 - 
4010 AT2G21660   - - - 
 
- ON ON 
 
- 837.5 1466.9 
4109 AT2G30870   - - - 
 
- - 0.1233 
 
- 0.1251 - 
4110 AT4G14880   - - - 
 
- OFF OFF 
 
- OFF OFF 
4201 AT2G44790   - - - 
 
- 619.4 564.5 
 
- 206.6 135.3 
4204 AT3G25530   0.0007 - - 
 
ON ON - 
 
- - - 
4209 AT2G19570   - - - 
 
- 10.2 11.7 
 
- 12.8 11.7 
4302 AT3G12900   - - ON 
 
- ON ON 
 
- 3207.7 2576.3 
4501 AT3G13610   - - - 
 
- 7.9 7.9 
 
- 17.8 18.1 
4506 AT4G34230   - - - 
 
- 10.6 10.4 
 
- 7.7 7.8 
4804 AT3G16460   - - - 
 
- ON ON 
 
- ON ON 
4809 AT3G10740   - - - 
 
- 117.4 200.0 
 
- 275.4 99.0 
5202 AT3G15260   - - 7.5 
 
- 335.0 328.9 
 
- 38.1 42.7 
5203 AT1G64980   - - - 
 
- 32.0 28.4 
 
- 107.2 115.6 
5212 AT1G63000   - - - 
 
19.5 - 0.0282 
 
- - - 
5515 AT2G26560   - 0.0813 - 
 
0.0016 ON ON 
 
0.0092 - 386.5 
5609 AT1G02500   - - 17.4 
 
- 20.7 14.3 
 
- - - 
5801 AT5G66760   - - - 
 
- 9.4 10.1 
 
- 10.7 9.3 
5804 AT3G10740   - - - 
 
- 114.2 206.1 
 
- 244.2 88.2 
5809 AT2G15620   - - 0.1205 
 
- - - 
 
- 11.0 10.7 
5901 AT5G66420   - - - 
 
- 62.6 135.3 
 
- 53.1 61.5 
6104 AT5G38910   - OFF - 
 
0.0007 0.0008 - 
 
- 0.0003 OFF 
6111 AT5G58070   - - - 
 
0.1745 0.1380 - 
 
- - - 
6401 AT2G47470   0.0297 - - 
 
- 0.0324 - 
 
- 0.0004 0.0058 
6412 AT3G03910   - - - 
 
- 75.7 168.3 
 
- - - 
6502 AT5G51970   - - - 
 
- 27.8 12.6 
 
- - - 
6503 AT3G17390   - - - 
 
ON 0.0091 OFF 
 
- 0.0010 OFF 
6504 AT3G17810   - - - 
 
- - - 
 
- 6.4 5.5 
6507 AT1G65930   6.1 - - 
 
0.1985 0.0533 - 
 
- - - 
6508 AT5G51970   - - - 
 
- 33.9 47.7 
 
- 26.1 27.8 
6509 AT1G77120   - - - 
 
- 12.7 25.5 
 
- 7.3 20.1 
6513 AT1G77120   - - - 
 
- - 35.5 
 
- - 33.9 
6710 AT5G12200   0.0027 - - 
 
- 0.1467 - 
 
0.0008 0.0004 - 
6805 AT2G15620   - - - 
 
6.8 167.0 24.5 
 
- 84.6 51.6 
6810 AT5G37510   - - - 
 
- 357.8 331.0 
 
- 66.6 62.4 
7110 AT1G02930   - 0.0851 - 
 
- - - 
 
- - 0.1653 
7310 AT1G04410   0.0332 - - 
 
67.0 0.0030 OFF 
 
- 0.0001 OFF 
7402 AT1G60710   - - - 
 
- 7.0 - 
 
- - - 
7504 AT1G77120   - - - 
 
0.1746 - 11.0 
 
0.1793 - 20.2 
7516 AT1G77120   - - - 
 
OFF - 2686.6 
 
0.0003 - 762.6 
7706 AT1G12000   - - - 
 
- - - 
 
- 25.2 31.0 
7712 AT1G51710   - - 0.0908 
 
- - - 
 
- 81.2 35.6 
7802 AT5G37510   - - - 
 
- 5.6 - 
 
- 6.3 - 
7809 AT1G12270   - - - 
 
- - - 
 
- 10.1 - 
8110 AT1G18970   0.0334 0.0614 - 
 
- - - 
 
- 0.1204 - 
8113 AT3G60820   78.4 - - 
 
0.0001 - 1397.3 
 
0.0171 27.0 1580.1 
8202 AT1G02305   - - - 
 
- 90.0 26.9 
 
- 75.4 80.9 
8303 AT1G53240   - - - 
 
- - 0.0168 
 
- - 0.0290 
8306 AT1G04410   - - - 
 
0.0055 - - 
 
0.0006 0.0024 - 
8311 AT3G52930   67.1 ON - 
 
ON ON - 
 
0.1823 384.8 2111.1 
8312 AT2G37790   - ON 0.2042 
 
- OFF OFF 
 
OFF OFF 40.4 
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Table 2. (continued) 
 
SSP 
 
AGI code 
  
Fold-change in comparison 
-Fe vs. +Fe within each line  
Fold-change in comparison 
line vs. line at +Fe  
Fold-change in comparison 
line vs. Line at -Fe 
  
HA-FIT 8 Col-0 fit-3   
HA-FIT 8 
vs. 
Col-0 
HA-FIT 8 
vs. 
fit-3 
Col-0 
vs. 
fit-3 
  
HA-FIT 8 
vs. 
Col-0 
HA-FIT 8 
vs. 
fit-3 
Col-0 
vs. 
fit-3 
8607 AT1G78860   - 118.9 - 
 
47.7 - - 
 
- - - 
8702 AT1G16350   - - - 
 
7.0 - 0.1138 
 
- - - 
8713 AT1G50480   - - - 
 
- 13.2 12.7 
 
- 21.4 11.2 
8715 AT1G79470   - - - 
 
- 27.0 - 
 
- - - 
8813 AT3G58510   - - - 
 
- 17.3 - 
 
- 35.4 16.1 
9202 AT5G63400   - - 12.9 
 
- 14.3 9.5 
 
- - - 
9405 AT3G32980   - - - 
 
0.0032 29.6 9249.1 
 
0.0009 ON ON 
9601 AT1G65930   - - - 
 
110.5 150.6 - 
 
- 655.3 107.1 
9605 AT1G07920   - - - 
 
- 72.5 36.8 
 
- 79.9 56.2 
9607 AT1G31440   - - - 
 
- - 0.1172 
 
- - 0.1909 
9609 AT2G27600   - - - 
 
- 76.3 44.6 
 
- 179.1 122.9 
9702 AT3G17240   - - 0.1588 
 
- - - 
 
- 20.4 12.2 
9704 AT5G56350   - - - 
 
- 216.1 81.4 
 
- 201.0 147.4 
 
Another striking observation is that the number of regulated spots between the lines at a given iron 
condition is higher than the number of spots regulated in the comparisons of -Fe vs. +Fe within each 
line. The vast majority of these spots is up-regulated in the comparisons between HA-FIT 8 andfit-3 as 
well as Col-0 vs. fit-3 in both iron conditions. In other words the most spots are down-regulated in fit-
3 irrespective of iron supply. This is possibly due to the very pronounced iron deficiency in the fit-3 
mutant as compared to HA-FIT 8 and Col-0 under both iron conditions and may be a result of 
secondary effects. 
So far, the spots 9601, 8312, 8311, 8110, 0708, 6805, 4204, 6104, 0211, 1216, 2702 and 4110 have 
been pointed out to be possibly regulated by iron and/or FIT. The expression patterns of these spots 
must be analyzed in detail to make a statement about their regulation. The patterns are plotted in 
Figure 15. Spot 8311 (Figure 15 A) is up-regulated at -Fe vs. +Fe in HA-FIT 8 and Col-0 but not 
significantly regulated in fit-3. It is down in Col-0 +Fe and fit-3 +Fe and -Fe. These are the groups 
where FIT expression is not expected. So expression of this spot seems to require FIT. Additionally 
there is a regulation in HA-FIT 8 -Fe vs. +Fe. This can be explained by different FIT activities in +Fe and 
-Fe (Meiser et al., 2011; Sivitz et al., 2011)or a co-regulation by other factors under different iron 
conditions. The protein has been identified asAT3G52930 (FBA8 | FRUCTOSE-BISPHOSPHATE 
ALDOLASE 8). (Table 1) 
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Figure 15.Examples plots of the expression patterns of selected, possibly iron- or FIT-dependently regulated spots (A-
C) and examples of spots that are regulated independently from iron or FIT. (D) The order of replicate groups on the x 
axis from left to right has been chosen with decreasing FIT expression and activity from left to right: HA-FIT 8 -Fe, HA-
FIT 8 +Fe, Col-0 -Fe, Col-0 +Fe, fit-3-Fe and fit-3 +Fe. Spots that may be regulated by iron and possibly also by FIT are 
expected to display a 'zig-zag' pattern. (A) Spots that are possibly negatively regulated by FIT are expected to show a 
gradually increasing expression from left to right. (B) Spots that are possibly positively regulated by FIT are expected 
to show a gradually decreasing pattern from left to right. (C) Spots that may be regulated by other factors are 
expected to show different patterns. (D) 
 
The spot 8110 (Figure 15 A) is down-regulated by iron deficiency in HA-FIT 8 and Col-0. There is no 
such significant regulation in fit-3. The expression is lowest in HA-FIT 8 -Fe and by trend the higher 
expression values can be found where FIT expression is not expected. This shows clearly a negative 
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regulation by iron deficiency and possibly a co-regulation by the presence of FIT. Spot 8110 has been 
identified as AT1G18970 (GLP4 | GERMIN-LIKE PROTEIN 4). (Table 1) 
The spot 4204 (Figure 15 A) shows an expression pattern that is not explainable by FIT or iron-
dependent regulation. Spot 4204 is highly up-regulated in HA-FIT 8 +Fe but down in the other lines 
and iron conditions. It has been identified as AT3G25530 (GHBDH | GLYOXYLATE REDUCTASE 1). 
(Table 1) Spot 8312 is up-regulated in Col-0 -Fe and under both iron conditions in fit 3. Since these 
lines suffer most from iron deficiency when grown at -Fe (Col-0 and fit-3) or +Fe (only fit-3) it is 
possible that this spot is up-regulated when the plant suffers from iron deficiency but it does not 
require FIT. Since the spot is not at all up-regulated in HA-FIT 8 -Fe iron-dependent regulation of this 
spot remains open. Spot 8312 has been identified as AT2G37790 (AKR4C10 | ALDO-KETO REDUCTASE 
FAMILY 4 MEMBER C10). (Table 1) 
The spots 9601, 0708 and 6805 display a gradual down-regulation from HA-FIT 8 -Fe over 
HA-FIT 8 +Fe, Col-0 -Fe, Col-0 +Fe and fit-3 -Fe to fit-3 +Fe(Figure 15 B, from left to right) as it would 
be expected for proteins that are regulated not by iron alone but by FIT since FIT expression is also 
expected to decrease from HA-FIT 8 -Fe over HA-FIT 8 +Fe, Col-0 -Fe, Col-0 +Fe and fit-3 -Fe to 
fit-3 +Fe. Since down-regulation of spot 9601 is not significant in other pairwise comparisons except 
for HA-FIT 8 +Fe vs. fit-3 +Fe, Col-0 +Fe vs. fit-3 +Fe, HA-FIT 8 -Fe vs. fit-3 -Fe and Col-0 -Fe vs. fit-3 -Fe  
(Table 2) it cannot clearly be stated whether this spot is regulated by FIT or not. The spots 0708 and 
6805 show the same significant regulations as spot 9691 and additionally a down-regulation between 
Col-0 +Fe and HA-FIT 8 +Fe. (Table 2) This supports the assumption that these spots could be 
regulated by FIT but the missing significant regulation in the comparison -Fe vs. +Fe in Col-0 speaks 
against a regulation by FIT. It is still possible that these spots are regulated by the presence of FIT at a 
low level but this cannot be clearly concluded from the available data. The spots 0708 and 6805 have 
been identified as AT3G17240 (mtLPD2 | LIPOAMIDE DEHYDROGENASE 2) and AT2G15620 (NIR1 | 
NITRITE REDUCTASE 1), respectively. 
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The same as to spot 9601 applies to the sots 2702 and 0211 (Figure 15 C) but in the opposite 
direction. So an iron or FIT-dependent regulation cannot be assumed. The expression pattern for spot 
6104 (Figure 15 C) looks different. It is up-regulated at approximately the same levels in all 
replication groups where FIT is not expressed (Col-0 +Fe, fit-3 +Fe and fit-3 -Fe) and down-regulated 
in the groups where FIT is expressed. The pairwise comparisons for this spot show a significant  
regulation between Col-0 -Fe and Col-0 +Fe and the other comparisons (Table 2) fully support the 
visible trend in the plot of log expression values. (Figure 15 C) Spot 6104 is negatively regulated by 
the presence of FIT. It has been identified as AT5G38910 (RmlC-like cupins superfamily protein). 
(Table 1) 
 
Figure 16. The protein expression patterns of AT3G07720 (Galactose oxidase/kelch repeat superfamily protein, spot 
2303) and AT3G12900 (2-oxoglutarate (2OG) and Fe(II)-dependent oxygenase superfamily protein, spot 4302). 
 
 
Two more proteins that have been associated with robust up-regulation at RNA level under iron-
deficient conditions, AT3G07720 (Galactose oxidase/kelch repeat superfamily protein, spot 2303) 
(Ivanov et al., 2012), and with up-regulation under iron-deficient conditions at protein level, 
AT3G12900 (2-oxoglutarate (2OG) and Fe(II)-dependent oxygenase superfamily protein, spot 4302) 
(Lan et al., 2011), have been identified among the regulated proteins. (Table 2) They are both down-
regulated in fit-3 compared to Col-0 and HA-FIT 8 under both iron conditions. None of the two 
proteins shows a significant regulation upon iron deficiency in Col-0 and HA-FIT 8 but a very small, 
insignificant up-regulation is perceived by eye in the plot of the expression patterns of AT3G07720 
and AT3G12900. (Figure 16) It is possible that the respective regulation can be found at the 
transcriptional level. In this case, the assumed regulation, although not significant, would not 
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contradict a possible iron deficiency- or FIT-dependent regulation of AT3G07720 and AT3G12900. 
However, the two proteins show a very similar expression pattern that seems to be dependent on 
FIT. 
5.1.6 FUNCTIONAL CATEGORIZATION OF REGULATED PROTEINS 
A search for enriched functional categories in the regulated proteins has been performed with the 
BAR Classification SuperViewer (Provart and Zhu, 2003)using MapMan (release of June 4 2013) as the 
classification source with a p-value ≤ 0.05. The normed frequencies of the significantly enriched 
functional categories have been plotted in pie charts. (Figure 17) 
 
Figure 17. Pie charts of the significantly enriched functional categories in the identified regulated spots in the 2-DGE 
analysis found by pairwise comparisons between the Arabidopsis lines HA-FIT 8, Col-0 and fit-3 and between sufficient 
iron supply (+Fe) and iron deficiency (-Fe). Functional categories that are regulated in the comparisons within each 
line between -Fe and +Fe. (A) Functional categories that are regulated between the lines at +Fe. (B) Functional 
categories that are regulated between the lines at -Fe. (C)Legend. (D) The color code has been adapted from the BAR 
Classification SuperViewer.(Provart and Zhu, 2003)The categories were determined with the BAR Classification 
SuperViewer using MapMan as the classification source. 
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Glycolysis is increased in the comparisons -Fe vs. +Fe in HA-FIT 8 and Col-0, respectively, but not in 
fit-3. (Figure 17 A) In fit-3, N-metabolism is decreased under iron-deficiency compared to sufficient 
iron supply. (Figure 17 A) N-metabolism is up-regulated in HA-FIT 8 vs. fit-3 and Col-0 vs. fit-3.This 
change is consistent in both iron supply conditions.(Figure 17 B and C) Amino acid metabolism is 
significantly increased in HA-FIT 8 under iron deficiency (Figure 17 A) and it is also consistently 
increased in fit-3 compared to Col-0 under both iron supply conditions. (Figure 17 B and C)Metal 
handling is increased only in fit-3 compared to HA-FIT 8 and Col-0 under both iron supply conditions. 
(Figure 17 B and C) TCA is significantly up-regulated under iron deficiency in HA-FIT 8 and fit-3. 
(Figure 17 A) Additionally TCA is consistently increased in fit-3 compared to HA-FIT 8 and Col-0 under 
both iron supply conditions. (Figure 17 B and C) Fermentation is decreased in fit-3 compared to HA-
FIT 8 and Col-0 under both iron conditions whereas it is increased in HA-FIT 8 versus Col-0 under both 
iron conditions. (Figure 17 B and C) 
5.2 GENE TRANSCRIPTIONAL REGULATION DEPENDING FROM IRON SUPPLY AND FIT 
AVAILABILITY 
To make statements about possible post-transcriptional regulation of the proteins investigated by 
2-DGE it is necessary to compare protein expression patterns with gene transcriptional expression 
patterns. It is also interesting to see whether there are genes that could also be regulated by FIT 
besides IRT1, FRO2 and AHA2. For this reason microarray analyses of RNA extracts from the same 
root material that has been used to perform 2-DGE have been performed using CATMA microarray 
chips. (Hilson et al., 2004) 
The Arabidopsis lines, iron supply and growth conditions were identical to the 2-DGE experiment 
since RNA has been extracted from the exact same samples that have been used to perform 2-DGE. 
The workflow is shown in Figure 7. RNA has been extracted from ca. 100 mg of frozen roots. 4 µg of 
RNA have been processed per hybridization. Microarray hybridization and readout have been 
performed by Sandrine Balzergue at The Transcriptomic Platform at INRA/CNRS - URGV, Evry, France. 
Microarray analyses have been performed from three independent biological replicates and one dye 
Results 
82 
 
swap per biological replicate. The following pairwise comparisons between different iron conditions 
within each line have been performed: HA-FIT 8 -Fe vs. HA-FIT 8 +Fe, Col-0 -Fe vs. Col-0 +Fe and fit-3 -
Fe vs. fit-3 +Fe. The following pairwise comparisons between the lines under the same iron condition 
have been performed: HA-FIT 8 -Fe vs. Col-0 -Fe, fit-3 -Fe vs. Col-0 -Fe, HA-FIT 8 +Fe vs. Col-0 +Fe and 
Col-0 +Fe vs. fit-3 +Fe. 
5.2.1 THE MOST PRONOUNCED GENE REGULATION TAKES PLACE INfit-3 
A total of 7403 genes is regulated with a fold-change >1.5 and a p-value threshold ≤ 0.05 taken 
together in all seven comparisons performed. This makes 27percent of the 27379 known protein-
coding genes in A. thaliana (TAIR9) whereby a lower number is regulated in the single comparisons, 
respectively. 4100 genes are differentially expressed in the comparisons within each line between 
0 µM and 10 µM iron supply. (Figure 18 A) 2287 genes are up-regulated in the intra-line -Fe vs. +Fe 
comparisons between. 24 genes are up-regulated in HA-FIT 8, Col-0 and fit-3.The greatest overlap 
can be observed in HA-FIT 8 and Col-0 -Fe vs. +Fe and there are comparably few genes equally 
regulated in HA-FIT 8 and fit-3 or Col-0 and fit-3, respectively. (Figure 18 B) 2361 genes are down-
regulated in all intra-line comparisons between -Fe and +Fe. 70 genes are down-regulated in all three 
lines. Also among the down-regulated genes, the number of equally regulated genes in 2 or 3 lines 
(895) can be found in the intersection between HA-FIT 8 and Col-0 and a relatively low number of 
genes is equally regulated in fit-3 and one or two of the other lines. (Figure 18 C) Despite the low 
number, the same could be observed in the proteomic analysis as well in the up-regulated as the 
down-regulated spots in the intra-line comparisons between -Fe and +Fe. (Figure 14 B and C) This 
reflects the separate chlorotic and retarded growth phenotype of the fit-3 plants under both, +Fe and 
-Fe. 
As could also be observed in the proteomic analysis, the larger number of genes is regulated in the 
inter-line comparisons at a given iron supply condition. 4890 genes are regulated in the two 
comparisons at +Fe and 5146 genes are regulated at -Fe. (Figure 18 D) 2316 genes are up-regulated 
at in the inter-line comparisons at +Fe and 2192 genes are up-regulated in the intra-line comparisons 
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at -Fe. (Figure 18 E) 2919 genes are down-regulated in the intra-line comparisons at +Fe and 3082 
genes are down-regulated in the intra-line comparisons at -Fe. Most of the genes are found to be 
down-regulated in fit-3 under sufficient iron supply as well as under iron deficiency. (Figure 18 F) The 
pronounced down-regulation of genes in fit-3 under both iron conditions mirrors the similar 
observations that have been made in the proteomic analysis. 
 
Figure 18. Venn diagrams of the regulated genes in all pairwise comparisons performed by microarray analysis 
between six week-old Arabidopsis plants of the lines HA-FIT 8, Col-0 and fit-3 and between sufficient iron supply (+Fe) 
and iron deficiency (-Fe). In total, 4100 genes are regulated in the -Fe vs. +Fe comparisons. (A) 2287 spots are up-
regulated in at least one of the -Fe vs. +Fe comparisons and 24 genes show an overlap between HA-FIT 8, Col-0 and 
fit-3. (B) 2361 genes are down-regulated in at least one of the -Fe vs. +Fe comparisons and 70 genes show an overlap 
between HA-FIT 8, Col-0 and fit-3. (C) A total number of 6900 genes are regulated between the lines at a given iron 
condition. (D) Among the up-regulated genes the most are regulated between fit-3 and Col-0. (E) Also among the 
down-regulated genes the most are found in the comparisons between fit-3 and Col-0. (F) The diagrams were created 
using the unnamed online tool provided by VIB/U Gent, Bioinformatics & Systems Biology, Technologiepark 927 ,B-
9052 Gent, BELGIUM; accessible through http://bioinformatics.psb.ugent.be/webtools/Venn/. 
 
To check the quality of the relative expression data obtained by microarray analysis and the reliability 
of these data, the absolute expression of a set of selected iron-related genes that has been found to 
be regulated in the microarray analysis and that will be presented in detail later has been controlled 
by RT-qPCR from the same RNA extracts that have been used to perform microarray analysis. The 
result of the raw data is shown in Figure 19 A. To render these data comparable with the respective 
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microarray results that are exclusively showing log2 expression ratios, and to present the data  the 
same way as the microarray results will be presented thereafter, the expression ratios of the same 
pairwise comparisons that were made in the microarray analysis have been calculated from the RT-
qPCR mean expression values and transformed into log2 expression ratios. Only those ratios that 
were statistically significant (p ≤ 0.05) have been used to create a heat map that is juxtaposed to the 
heatmap of the corresponding results of the microarray analysis.  
 
Figure 19.Comparison of the regulation of a set of iron-related genes found to be regulated by microarray analysis 
with results of RT-qPCR analysis. The upper diagram shows themean expression values of the genes from RT-qPCR 
analysis. (A) The expression ratios of the respective pairwise comparisons of the RT-qPCR results have been 
transformed into log2 expression ratios because the microarray analysis did not deliver absolute expression values but 
only log2 fold changes. Only the significant log2 fold change values of both analyses have been used to create the 
respective heatmaps that have been juxtaposed to easily recognize similarities and dissimilarities between the two 
results. (B) The heatmaps have been created with the PermutMatrix v.1.9.3.software. (Caraux and Pinloche, 2005) 
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The qualitative comparison of up- and down-regulation in the RT-qPCR versus the microarray 
approach show a high degree of conformity. (Figure 19 B) In 51 of 56 data points there is an equal 
regulation or non-regulation in both, the RT-qPCR and the microarray results. In all inter-line 
comparisons of fit-3 vs. Col-0 at +Fe and -Fe and all comparisons between -Fe vs. +Fe within each of 
the three lines there is 100 % consensus. Only in the inter-line comparisons between HA-FIT 8 and 
Col-0 at both iron conditions there is some variability between the different methods. For FRO2, 
NAS1 and NAS2 there is no significant regulation in the RT-qPCR result in the comparison of HA-FIT 8 
vs. Col-0 under -Fe. NAS2 is up-regulated in the RT-qPCR result of the comparison of HA-FIT 8 vs. 
Col-0 under +Fe while there is no regulation found in the microarray approach. AT3G07720 is not 
regulated in the comparison of HA-FIT 8 vs. Col-0 at +Fe according to the RT-qPCR result whereas an 
up-regulation has been found in the  microarray analysis. 
However, no contradictory regulation could be observed in the results of the two methods i. e. there 
is no up-regulation in the result of one method that stands in contrast to a down-regulation found by 
the other method. It is supposable that a possible regulation is barely below the significance or fold 
change threshold in one method and turns significant in the other. Taken together, in the qualitative 
point of view there is consensus in > 91 % (51 of 56) of the compared data points. 
The quantitative comparison between the two methods (looking at the color shades) shows that the 
RT-qPCR color shade patterns are similar to the microarray color shades in the consistent data points 
of the two heatmaps. All in all the microarray results could be confirmed by RT-qPCR in > 91 % of the 
data points compared and no regulation in the opposite has been found in the other< 9 % of data 
points so it can be expected that regulations may have been detected or not detected but no false 
regulations in any direction. 
5.2.2 AHA2 REGULATION DIFFERS FROM FRO2 AND IRT1 
To reveal possible not yet observed regulation patterns of genes that have been reported to be 
related to iron homeostasis in A. thaliana, the regulation of 21 iron-related genes has been 
investigated. (Figure 20) First of all FIT expression is investigated since the lines that have been used 
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in this study besides the wild type Col-0 are the fit knock-out mutant fit-3 and the HA7-FIT over-
expressor HA-FIT 8. As expected, FIT is down-regulated in the fit-3 mutant compared to Col-0 under 
both iron conditions. Since FIT is known to be barely expressed under sufficient iron supply in Col-0, 
the down-regulation observed in the comparison fit-3 +Fe vs. Col-0 +Fe shows that FIT is even less 
expressed in the fit-3 mutant. In the opposite direction, FIT is up-regulated in HA-FIT 8 compared to 
Col-0 under both iron conditions. Although FIT is known to be up-regulated in Col-0 roots under iron 
deficiency, the HA-FIT 8 plants express FIT even stronger. This also meets the expectations because 
HA-FIT 8 constitutively expresses HA7-FIT under the control of the double viral 35s promoter 
(2x35s::HA7-FIT).(Meiser et al., 2011) Additionally, the expected up-regulation of FIT in Col-0 under 
iron deficiency compared to sufficient iron supply could also be observed in the microarray result. 
(Figure 20) 
IRT1 and FRO2 expression have been reported to be positively regulated by FIT. Also, FIT over-
expressors only led to strong IRT1 and FRO2 expression under iron-deficient conditions. (Jakoby et 
al., 2004) The microarray results in this study confirm these data and support the previous results 
that FIT activity is post-transcriptionally regulated under iron deficiency. (Jakoby et al., 2004; Meiser 
et al., 2011) IRT1 and FRO2 are down-regulated in fit-3 compared to Col-0 under both iron conditions 
showing that FIT is needed for their expression but both genes are up-regulated in HA-FIT 8 
compared to Col-0 only under iron deficiency. This dependence on FIT and iron deficiency could not 
be observed for AHA2 with the given level of significance and fold change thresholds in this study. 
Despite previous reports that AHA2 expression depends on FIT (Ivanov et al., 2012) the microarray 
results in this work do not support this model. AHA2 is not down-regulated in fit-3 and there is no 
significant up-regulation in Col-0 under iron deficiency indicating that AHA2 expression does not 
depend on FIT. Up-regulation of AHA2 could only be observed in HA-FIT 8 compared to Col-0 under 
both iron conditions. If there is a dependence of AHA2 expression from FIT then this dependence is 
only weak. Omitting the 1.5-fold change threshold but keeping the p-value threshold of ≤ 0.05, AHA2 
is significantly up-regulated 1.45-fold in fit-3 vs. Col-0 under sufficient iron supply and up-regulated 
Results 
 
87 
 
1.39-fold under iron deficiency (See Appendix Table 1.) which also speaks against a regulation of 
AHA2 by FIT. 
Three ferritin genes, FER1, FER3 and FER4, are among the regulated iron homeostasis-associated 
genes. All three genes are down-regulated in fit-3 compared to Col-0 under both iron conditions. 
Since the ferritins are responsible for iron storage this down-regulation matches the iron status of 
the fit-3 plants since they suffer from severe iron deficiency irrespective of the iron supply condition 
and reducing iron accessibility under such deficient conditions would be adverse for the plant’s 
survival. 
 
Figure 20. Heatmap of the log2expression ratios of regulated iron-related genes in the respective pairwise 
comparisons performed in the microarray analysis between and within the Arabidopsis lines fit-3, Col-0 and HA-FIT 8 
at or between different iron supply conditions. The heatmap has been created with the PermutMatrix v.1.9.3. 
software. (Caraux and Pinloche, 2005) 
 
Two NRAMP genes, NRAMP1 and NRAMP4, are up-regulated in fit-3 under both iron conditions. The 
endodermal vacuole is an important iron storage in Arabidopsis. (Roschzttardtz et al., 2009) NRAMP4 
is a vacuolar membrane transporter necessary for unloading iron from the vacuole and the gene is 
up-regulated under iron deficiency in roots and shoots. (Lanquar et al., 2005) NRAMP1 is a plasma 
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membrane manganese and iron transporter whose transcripts accumulate under iron deficiency and 
that has been discussed to be involved in iron homeostasis in A. thaliana. (Curie et al., 2000; Cailliatte 
et al., 2010) Up-regulation of NRAMP4 in fit-3 under both iron supply conditions matches these data. 
However, in our microarray analysis no up-regulation can be observed in Col-0 -Fe vs. +Fe for both 
genes. In our six week-old Col-0 and HA-FIT 8 plants iron deficiency chlorosis is subtle under -Fe 
growth conditions whereas the fit-3 plants are yellow under both iron conditions. It is possible that 
iron deficiency is not severe enough in Col-0 and HA-FIT 8 to induce NRAMP1 and NRAMP4 since at 
the moment when they were transferred to the different iron conditions the plants have turned into 
the reproductive phase where biomass production is basically completed and the iron reservoirs may 
be filled enough to compensate for reduced iron supply for a certain time whereas the previous 
results have been obtained from 14 days old seedlings and 3-4 week-old plants, respectively, which 
then were in the vegetative phase and still producing mainly roots and rosette leaves. 
Besides FIT, four other BHLH genes, BHLH038, BHLH039, BHLH100 and BHLH101,are involved in iron 
homeostasis. They are induced under iron deficiency and share a certain functional redundancy. 
(Vorwieger et al., 2007; Wang et al., 2007; Yuan et al., 2008; Wang et al., 2013) As expected, these 
genes are up-regulated in fit-3 under -Fe and +Fe and they are all induced in HA-FIT 8 -Fe vs. +Fe. 
Except for bHLH039 they are also induced in Col-0 -Fe vs. +Fe. Except for BHLH038 they are down-
regulated in HA-FIT 8 vs. Col-0 at sufficient iron supply. Possibly, this down-regulation compensates 
for FIT over-expression in HA-FIT 8 under sufficient iron supply. No regulation could be found in fit-3 -
Fe vs. +Fe. The RT-qPCR results of BHLE038 and BHLH039 (Figure 19) show that they are both highly 
induced in fit-3 under both iron conditions. 
Taken together, the genes that have been previously linked to iron homeostasis in A. thaliana are by 
the majority regulated as expected except for AHA2 that displays a deviant regulation pattern that is 
most probably independent from FIT activity. 
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5.2.3 BESIDES IRT1 AND FRO2 NINE MORE GENES MIGHT BE REGULATED BY FIT 
Since the aim of this work includes to find candidates for possibly FIT-regulated genes a search for 
identical regulation patterns as the iron deficiency marker genes FIT, IRT1 and FRO2has been 
performed. There is no gene in the microarray analysis that shares the exact same regulation pattern 
with FIT in this work. IRT1 and FRO2 regulation is different from FIT in this work, presumably because 
of a post-transcriptional regulation of FIT activity which has been proposed before. Therefore the 
regulation of FIT, IRT1 and FRO2 from the microarray results were taken as a template to search for 
genes that are regulated exactly like IRT1 and FRO2 or similar to FIT. 
 
Figure 21. Heatmap of the log2 expression ratios of genes that are equally or similarly regulated like FIT orIRT1 and 
FRO2 in the microarray analysis between and within the Arabidopsis lines fit-3, Col-0 and HA-FIT 8 at or between 
different iron supply conditions. The heatmap has been created with the PermutMatrix v.1.9.3. software. (Caraux and 
Pinloche, 2005) 
 
The microarray results of this work show that six genes are regulated exactly like IRT1 and 
FRO2:MTPA2 (AT3G58810), PRS2 (AT1G32380), GLP5 (AT1G09560), an amino acid transporter family 
protein gene (AT5G38820), COPT2 (AT3G46900) and G3PP3 (AT1G30560). (Figure 21) This regulation 
pattern makes them perfect candidates for FIT-regulated genes. Three more genes show a regulation 
pattern that is not equal but similar to FIT, IRT1 and FRO2 regulation in the microarray analysis of this 
work: an oxidoreductase 2OG-Fe(II) oxygenase family protein gene (AT3G12900), a mannose-binding 
lectin superfamily protein gene (AT1G52120) and nodulin-like21 (AT3G25190). (Figure 21) 
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5.2.4 FUNCTIONAL CATEGORIES ARE DIFFERENTLY REGULATED IN fit-3 
A search for enriched functional categories in the regulated proteins has been performed with the 
BAR Classification SuperViewer (Provart and Zhu, 2003) using MapMan (release of June 4 2013) as 
the classification source with a p-value ≤ 0.05. The normed frequencies of the significantly enriched 
functional categories are plotted in pie charts. (Figure 22) 
 
Figure 22. Pie charts of the significantly enriched functional categories in the pairwise comparisons performed by 
microarray analysis between the Arabidopsis lines HA-FIT 8, Col-0 and fit-3 and between sufficient iron supply (+Fe) 
and iron deficiency (-Fe). Functional categories that are regulated in the comparisons within each line between -Fe 
and +Fe. (A) Functional categories that are regulated between the lines at +Fe. (B) Functional categories that are 
regulated between the lines at -Fe. (C) Legend. (D) The color code has been adapted from the BAR Classification 
SuperViewer. (Provart and Zhu, 2003)The categories have been determined with the BAR Classification SuperViewer 
using MapMan as the classification source. 
 
In the comparisons -Fe vs. +Fe within each line (Figure 22 A) metal handling genes are induced which 
is expected due to iron deficiency. This up-regulation could not be observed in fit-3. In contrast, 
metal handling is down-regulated in fit-3 under iron deficiency compared to sufficient iron supply. 
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Genes that function in sulfur assimilation are decreased under iron deficiency in the lines HA-FIT 8 
and Col-0. This decrease is not given in fit-3. The hormone metabolism and development categories 
are among the most regulated categories in the intra-line comparisons between iron-deficient and 
sufficient iron supply conditions. The intra-line comparisons between -Fe and +Feshow that 
functional categories are regulated differently in fit-3 compared to Col-0 and HA-FIT 8. 
The comparisons between the lines at a given iron supply status (Figure 22 B and C) show that 
nitrogen metabolism is increased in HA-FIT 8 and fit-3 compared to Col-0 under sufficient iron supply 
and in HA-FIT 8 compared to Col-0 under iron-deficient growth conditions. Fermentation is 
consistently down-regulated in HA-FIT 8 compared to Col-0 under both iron supply conditions but not 
in fit-3. Taken together, the regulated gene functional categories induced by iron deficiency in fit-3 
differ from those in HA-FIT 8 and Col-0. 
5.2.5 11 PROTEINS ARE POTENTIALLY POST-TRANSCRIPTIONALLY REGULATED. 
To find a possible post-transcriptional regulation of proteins that have been identified in the 
proteomic analysis a search for contrary regulations in the proteomic and transcriptomic analysis has 
been performed. 13 identified protein spots have been found that are regulated in the opposite 
direction at protein level than at RNA level in at least one of the common pairwise comparisons. 
(Figure 23) Of these 13 spots, two pairs of spots have been identified as the same proteins. 
The spots 5809 and 6805 have been assigned to AT2G15620 (NIR1, NITRITE REDUCTASE 1). (Table 1) 
NIRs play a role in nitrogen assimilation in plants. (Takahashi et al., 2001) On RNA level NIR1 is up-
regulated in fit-3 compared to Col-0 under iron deficient and normal iron supply conditions and it is 
up-regulated in HA-FIT 8 compared to Col-0 under both iron supply conditions. On the protein level 
there is a contrary regulation of NIR1 (spot 5809) in fit-3 compared to Col-0 under iron-deficient 
conditions. The other isoform of NIR1 (spot 6805) is regulated in the opposite direction in fit-3 
compared to Col-0 under both iron supply conditions. (Figure 23) The spots 6502 and 6508 have been 
assigned to AT5G51970 (putative sorbitol dehydrogenase). (Table 1) Whereas AT5G51970 expression 
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is down-regulated in fit-3 compared to Col-0 under sufficient iron supply on mRNA level it is down-
regulated on protein level in fit-3 compared to Col-0 under sufficient iron supply. (Figure 23)  
 
Figure 23.Comparison of the regulation of proteins and genes that are contradictorily regulated in at least one 
pairwise comparison in the proteomic and microarray analysis of the Arabidopsis linesfit-3, Col-0 and HA-FIT 8 under 
different iron conditions. The two pairs of spots that have been identified as the same proteins are highlighted in 
yellow. The heatmaps have been created with the PermutMatrix v.1.9.3. software. (Caraux and Pinloche, 2005) 
 
AT3G12900 (2-oxoglutarate (2OG) and Fe(II)-dependent oxygenase superfamily protein) has been 
assigned to spot 4302. (Table 1) AT3G12900 is one of the genes that are regulated under iron 
deficiency at the transcriptional level and with a high likelihood regulated or co-regulated with IRT1 
and FRO2by FIT on the transcriptional level. (Figure 21, Table 3) The transcriptional regulation 
contradicts the protein regulation in the comparison of -Fe vs. +Fe fit-3 whereas the regulation at the 
protein and the transcriptional level are identical in the comparison between fit-3 and Col-0 under 
both iron supply conditions. (Figure 23)  
Spot 0108 has been assigned to AT2G43920 (HOL2, HARMLESS TO OZONE LAYER 2). (Table 1) It is 
known to have S-adenosyl-L-methionine-dependent methyltransferase activity. It is involved in 
glucosinolate metabolism and plays a role in defense against phytopathogens. (Nagatoshi and 
Nakamura, 2007, 2009) AT2G43920 is up-regulated at the protein level in fit-3 compared to Col-0 
under sufficient iron supply whereas it is down-regulated at the transcriptional level in the same 
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comparison. (Figure 23) Spot 0502 has been assigned to AT4G38810 (Calcium-binding EF-hand family 
protein). (Table 1) AT4G38810 is down-regulated at the protein level in fit-3 compared to Col-0 under 
iron-deficient growth conditions but up-regulated at the transcriptional level in the same 
comparison. The PLP2 protein is down-regulated in fit-3 compared to Col-0 under iron-sufficient 
growth conditions and its transcripts are up-regulated in the same comparison Furthermore, 
AT1G23140 (Calcium-dependent lipid-binding [CaLB domain] family protein), AT1G64980 (CDI, 
CADMIUM 2+ INDUCED), AT2G43570 (CHI, "CHITINASE, PUTATIVE") and AT5G12200 (PYD2, 
PYRIMIDINE 2) show different regulations at the protein and transcriptional level. (Table 1, Figure 23) 
5.2.6 GLP4 IS NEAGTIVELY REGULATED BY IRON DEFICIENCY 
13 protein spots have been considered to be potentially regulated by iron deficiency or FIT in the 
comparisons between -Fe and +Fe within the lines or between the lines at a given iron supply 
condition. Six of the spots could be excluded from being regulated in an iron- or FIT-dependent 
manner by their respective protein expression profiles: 4204, 0211, 1216, 2702, 4110 and 3198. The 
other seven spots have been selected for a detailed comparison with the respective microarray 
results: 8312 (AT2G37730), 8311 (AT3G52930), 8110 (AT1G18970), 0708 (AT3G17240), 6805 
(AT2G15620), 9601 (AT1G56930) and 6104 (AT5G38910). AT3G52930 (FBA8, FRUCTOSE-
BISPHOSPHATE ALDOLASE 8), AT3G17240 (mtLPD2, LIPOAMIDE DEHYDROGENASE 2) and 9601 
(cICDH | CYTOSOLIC NADP+-DEPENDENT ISOCITRATE DEHYDROGENASE) are not among the 
significantly regulated genes at the transcriptional level. (Figure 24) AT2G15620 (NIR1, NITRITE 
REDUCTASE 1) has been one of the proteins that have been assigned to two spots (6509 and 6805). 
Since this protein in most probably post-translationally modified it is unlikely that a protein isoform 
follows the transcriptional profile of its gene. This can also be observed in the microarray result 
where a contrary regulation takes place in the fit-3 mutant compared to Col-0 under both iron supply 
conditions. (Figure 23, Figure 24) AT5G38910 (RmlC-like cupins superfamily protein) has already been 
found among the potentially post-translationally regulated proteins. (Figure 23) and shows a 
different and partially contrary regulation on the transcriptional and protein level. (Figure 24) 
AT2G37730 (AKR4C10, ALDO-KETO REDUCTASE FAMILY4 MEMBER C10) display only partially 
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overlapping regulatory patterns so that a post-transcriptional regulation can also be assumed for this 
gene/protein. Only AT1G18970 (GLP4, GERMIN-LIKE PROTEIN 4) shows a consistent down-regulation 
under iron deficiency in Col-0 and HA-FIT 8 but not in fit-3 at both, the transcriptional and protein 
level. (Figure 24) Although there is no significant regulation at the protein level in other comparisons, 
GPL4 displays a transcriptional regulatory pattern that appears to be negatively dependent on iron 
deficiency but not on FIT. 
 
Figure 24. Comparison of the regulatory patterns of proteins that have been found to be potentially regulated by iron 
deficiency or FIT on the protein level with the respective transcriptional regulatory patterns. The heatmaps have been 
created with the PermutMatrix v.1.9.3. software. (Caraux and Pinloche, 2005) 
 
5.3 INVESTIGATION OF FIT POST-TRANSLATIONAL MODIFICATION 
FIT is known to be post-transcriptionally regulated. It has been shown that it is degraded in a 
proteasome-dependent manner (Meiser et al., 2011; Sivitz et al., 2011) and it has been speculated 
that FIT might be phosphorylated. (Meiser et al., 2011) The distinct regulation patterns of FIT and the 
FIT-regulated genes IRT1 and FRO2 in the microarray analysis also indicate a post-transcriptional 
regulation of FIT. The FIT amino acid sequence is predicted to be phosphorylated on many sites. 
(Figure 25) Therefore HA-Tagged FIT has been investigated for post-transcriptional modifications 
using different protein techniques like 2-DGE, Phos-tag™ SDS-PAGE and protein dephosphorylation. 
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Figure 25. Amino acid sequence of FIT. The highlighted amino acids have been predicted to be phosphorylated by the 
NetPhos 2.0 Server. (available through http://www.cbs.dtu.dk/services/NetPhos/) 12 serine (red), 4 threonine (blue) 
and 5 tyrosine residues (green) have been predicted to be phosphorylated. 
 
5.3.1 FIT IS PRESENT IN AT LEAST TWO ISOFORMS 
Preliminary investigations showed that FIT is present in a 2-D blot in at least two isoforms.300 µg of 
root total protein from roots of six week-old hydroponically grown JM9 (HA3-FIT over-expressor) 
Arabidopsis plants have been used to perform two-dimensional electrophoresis with 17 cm long pH3-
10 IPG strips. The gel has been blotted onto a nitrocellulose membrane and the blotted proteins have 
been incubated with a primary rat Anti-HA antibody and a secondary HRP-coupled goat Anti-rat 
antibody. The ECL signal has been recorded on film. Two FIT signals could be detected at pI 3.4 and 
4.3both at about 57 kDa. (Figure 26) 
 
Figure 26. A2-D Blot showing two isoforms of HA3-FIT. Two-dimensional electrophoresis(18 cm long IPG strips pH 3-
10) has been performed with 300 µg root total protein from roots of hydroponically grown JM9 (HA3-FIT over-
expressor) Arabidopsis plants has been performed. The area with the predicted HA3-FIT pI and the known Mr of 
HA3-FIT has been cut out of the unstained gel. The proteins in this piece of gel has been blotted on a nitrocellulose 
membrane and incubated with a rat Anti-HA primary antibody. After incubation with the secondary Anti-rat antibody 
the ECL signal has been recorded on film. In this figure the 2-D gel and the cut gel area are shown as stained gels for 
illustrational purposes only. The real gel had not been stained before blotting. 
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The predicted pI of HA3-FIT is 4.43 so the pI of the more acidic spot is very close to the theoretical pI. 
Since the molecular weight of the more acidic spot does barely differ from the molecular weight of 
the more basic spot but has a relatively strong pI shift towards a more acidic pH it can be speculated 
that the more acidic spot could be a phosphorylated isoform of HA3-FIT. The molecular weight of 
both isoforms seem to be ca. 57 kDa. The theoretical molecular weight of HA3-FIT is 39 kDa. This does 
not match the experimental Mr. It has been shown in previous publications that native FIT runs at 
about 55 kDa in SDS-PAGE gels. (Sivitz et al., 2011) Together with the triple HA-Tag the expected Mr 
in SDS-PAGE and 2-D gels would be ca. 57 kDa and this fits the Mr of the two FIT isoforms detected by 
2-D Western Blot. 
5.3.2 THE MORE ACIDIC ISOFORMS OF FIT ARE DEPHOSPHORYLATABLE 
To test whether the two signals can also be detected in another HA-tagged FIT overexpression line or 
not, to investigate the possibility that the more acidic spot could be a phosphorylated isoform of FIT 
and to increase the horizontal resolution, 2-DGE has been performed with total protein from roots of 
six week-old hydroponically grown HA-FIT 8 plants using 18 cm long pH3-6 IPG strips. The protein 
extract has been treated with CIP to dephosphorylate phosphorylated proteins and a second aliquot 
has been mock treated. After CIP treatment the proteins have been precipitated. The pellets have 
been resuspended in rehydration solution and 2-D blots have been performed. Also here, two 
distinct spots were visible in the blot of the mock treated sample at about the same pI and Mr as in 
the previous result. The more acidic spot disappeared after CIP treatment. (Figure 27 A) So this spot 
at pH 3.4 is apparently a dephosphorylatable form of FIT. The more basic spot at pH 4.3 remained the 
same. With the slightly better horizontal resolution it can be seen that the spot at pH 4.3 is not a 
single spot but a cluster of at least two spots that merge to a larger signal. 
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Figure 27. Anti-HA Western Blots to detect phosphorylated isoforms of FIT. Total protein extracts have been treated 
or not with alkaline phosphatase and blotted on a nitrocellulose membrane, probed with Anti-HA antibodies and the 
ECL signal has been recorded on film.2-D Blot (18 cm pH 3-6 IPG strips) of 300 µg total protein from six week-old 
hydroponically grown HA-FIT 8 roots. The more acidic spot (red circle) disappeared after CIP treatment. (A) Mn
2+
 Phos-
tag™ SDS-PAGE Western Blot of 12 µg total protein extracts from six week-old hydroponically grown HA-FIT 8 roots. 
The upper image shows the ECL signal and the lower image shows the lane plots of ECL signal intensity. The peaks (red 
rectangles in recorded ECL signals and red arrows in lane plots) above the main ECL signal turned into shoulders after 
CIP treatment in samples from iron-deficient and iron-sufficient roots. (B) 2-D Blot of whole 10 days-old HA-FIT 8 
seedlings grown on Hoagland Agar. The more acidic spots (in red and green ellipses) disappeared after AP treatment. 
The more basic spots (in blue ellipses) persisted. (C) 
 
HA7-FIT appears as a single band in one-dimensional SDS-PAGE Western Blots. (Meiser et al., 2011) 
To test whether the dephosphorylation of the potentially phosphorylated isoform in the 2-DGE 
approach is reproducible with another technique and to see whether there is a regulation between 
roots of plants grown under sufficient iron supply and iron-deficient conditions Mn2+ Phos-tag™ SDS-
PAGE has been performed with total protein from roots of six week-old hydroponically grown HA-
FIT 8 plants that were grown either in iron-sufficient (+Fe) or iron-deficient (-Fe) ¼-strength Hoagland 
medium. The protein extracts have also been treated with CIP or mock treated and used for Mn2+ 
Phos-tag™ SDS-PAGE. The Western Blot shows a strong band and a second weak band right above 
the strong band. Since Mn2+ Phos-tag™ has a strong affinity to phosphate groups in phosphorylated 
proteins these proteins show a reduced electrophoretic mobility in Mn2+ Phos-tag™ SDS-PAGE. 
Therefore it can be speculated that the upper band is a phosphorylated isoform of FIT. In the CIP-
treated samples the second band is weaker than in the mock-treated samples in the iron-sufficient as 
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well as the iron-deficient roots. The plots of the lanes performed with the ImageJ software (Girish 
and Vijayalakshmi, 2004) show that there are peaks in both mock treated samples that convert to 
shoulders in the CIP treated samples. The shoulders are also slightly lower than the peaks of the 
untreated samples. This could be due to incomplete dephosphorylation. A difference between iron-
sufficient and iron-deficient samples could not be observed. (Figure 27 B) 
To check whether the ECL signals in the 2-D blot are the same with whole seedlings and to look for 
differences between seedlings grown under iron-deficient and iron-sufficient conditions two-
dimensional electrophoresis has been performed with total protein from 10 days-old HA-FIT 8 
seedlings that were grown on iron-sufficient Hoagland agar for 7 days and then transferred to iron-
sufficient (50 µM Fe) or iron-deficient (0 µM Fe) Hoagland agar for 3 days. The electroblotted 
proteins have been detected with a HRP-coupled Anti-HA antibody and the ECL signal has been 
recorded on film. In 10 days-old whole seedlings the ECL signal similar to the signals from roots of six 
week-old plants. There is a weaker spot at ca. pH 3.3 and another cluster of strong spots at ca. pH 4.3 
and ca. 57 kDa Mr. (Figure 27 C) This corresponds to what has been observed in the previous 2-D 
electrophoreses. Additionally, there is a streak between the two spots or rather spot clusters. In the 
mock treated sample grown under iron-deficient conditions it is visible that the streak is apparently 
composed of several spots. Under both iron conditions the streak and the more acidic spot are 
present whereas the acidic spot and the streak totally disappeared in the CIP treated samples. This 
again strongly indicates that the more acidic spot as well as the streak represent phosphorylated FIT 
species. Taken together, these results show that there are two isoforms of FIT in two independent 
HA-tagged FIT over-expression Arabidopsis lines at different growth stages and that the more acidic 
spots and streaks in the 2-DGE approach as well as the upper band in the Mn2+ Phos-tag™ approach 
can apparently be dephosphorylated in vitro. 
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5.3.3 IN PREPARATIVE 2-D BLOT THE HA7-FIT SPOT CLUSTERS ARE COMPOSED OF 
SEVERAL SPOTS AND THE RELATION OF THE TWO MAIN SPOT CLUSTERS APPEARS TO 
BE REGULATED 
To analyze FIT by mass spectrometry for phosphorylation sites. Two different approaches have been 
used. Since in the stained 2-D gels no difference between Col-0 and HA-FIT 8 could be observed a 
spot could not be picked for mass spectrometry analysis. Although HA7-FIT is over-expressed in 
HA-FIT 8 plants its protein abundance is still very low which is a known issue for many transcription 
factors. (Yang, 1998) It has also been suggested that FIT might be degraded via the proteasome. 
(Meiser et al., 2011) Instead, nitrocellulose-free on-membrane digestion (NC-free OMD) has been 
applied to 2-D Western Blots of total root protein from hydroponically grown, six week-old HA-FIT 8 
Arabidopsis plants that were grown in iron-deficient or iron-deficient ¼-strength Hoagland medium 
for the last 7 days. The Western Blot development has been performed with protein-free blocking 
buffer. After NC-free OMD the peptides have been analyzed by LC-ESI MS/MS. 
 
Figure 28.Preparative protein-free 2-D Blots (18 cm, pH3-6 IPG strips) of 1500 µg total protein from six week-old 
HA-FIT 8 roots grown in iron-sufficient (+Fe, upper images) or iron-deficient ¼-strength Hoagland medium (-Fe, lower 
images). After 2-DGE the proteins have been blotted on a nitrocellulose membrane and stained with Ponceau-S (right 
images). Then the membranes were blocked with a protein-free blocking buffer, incubated with a mouse HRP-coupled 
Anti-HA antibody in protein-free blocking buffer and the ECL signal has been recorded on film (left images). The red 
rectangles in the Ponceau-S stained membranes (right images) show the regions where the respective ECL signals 
have been detected. 
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The 2-D blots show two distinct clusters of spots at ca. 57 kDa and ca. pH 3.3 and pH 4.3 which 
basically confirms previous results but with the high total protein load is has been possible to 
visualize that the two expected spots are actually spot clusters that are composed of several 
neighboring spots that merge to a horizontal streak. (Figure 28) This has been the case for both 
extracts from iron-sufficient and iron-deficient roots. In the iron-sufficient sample, the amount of the 
more acidic spot cluster is higher compared to the more basic spot cluster than in the iron-deficient 
sample. This indicates that the distribution of the two spot clusters might be regulated upon iron 
deficiency. The subdivision of the spot clusters into several spots may indicates that HA7-FIT could be 
differentially phosphorylated at several amino acid residues. Additionally, a horizontal cluster of 
spots could be observed at ca. 65 kDa Mr with a slightly more basic pI of ca. 4.4 to 4-6. Since a 
proteasome-dependent degradation of FIT has been shown (Meiser et al., 2011; Sivitz et al., 2011) it 
can be speculated that these are possibly ubiquitinylated isoforms of HA7-FIT. The difference in Mr of 
ca. 8-9 kDa matches the molecular weight of ubiquitin (8.5 kDa). 
The second approach applied for the mass spectrometric analysis of HA7-FIT has been 
immunoprecipitation with Anti-HA magnetic beads. Proteins have been extracted from three grams 
of seven days-old whole seedlings grown in the small hydroponic system and IP has been performed 
with 100 µl of Anti-HA magnetic beads. The Western Blot control of all fractions is shown in Figure 
29. The eluate fraction has been analyzed with LC-ESI MS/MS. 
In none of the samples analyzed by LC-ESI MS/MS (NC-free OMD and immunoprecipitation) 
Arabidopsis proteins could be identified but FIT could not be found among the identified proteins. It 
is possible that the HA7-FIT protein abundance in the samples that have been analyzed was still 
insufficient and that the low abundance of FIT has been obscured by overlaying high abundance 
proteins (NC-free OMD) or unspecifically bound proteins (IP). 
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Figure 29. Western Blot of 10 µl of each Anti-HA magnetic beads immunoprecipitation fractions of total protein from 
3 grams of whole HA-FIT 8 seedlings grown in the small hydroponic system for seven days at sufficient iron supply. 
M = marker protein ladder, IN = input, W1 to W5 = washes with washing buffer, WH = wash with ddH2O, E1 = first 
elution, E2 = second elution. (left) Control with 1 mg/ml HA-Peptide. M = marker protein ladder, HA = 1 mg/ml HA 
peptide solution. (right) The ECL signal has been recorded with the FluorChem® Q imager. The first elution fraction ECL 
signal was so strong that the image had to be over-exposed to make the ECL bands of the input and wash 1 fractions 
visible. 
 
5.3.4 THE FIT SPOT CLUSTERS ARE BARELY REGULATED 
Because the spot clusters found in the 2-D blots seem to be regulated (Figure 28) it is of interest to 
know whether they are regulated and how they are regulated. Therefore total protein of three 
independent biological replicates of whole seven days-old HA-FIT 8 seedlings grown under iron-
deficient (-Fe) or iron-sufficient conditions in the small hydroponic system has been investigated 
using a 2-D proteomic approach. The seedlings have been treated with the proteasome inhibitor MG-
132 (+MG132 -CHX) or the translation inhibitor cycloheximide (CHX) (-MG132 +CHX) or with both 
(+MG132 +CHX) or they have been mock treated (-MG132 -CHX) before harvest to see whether the 
relation between the different spot clusters changes upon MG-132 and/or CHX treatment or 
between +Fe and -Fe. 2-DGE (7 cm pH 3-6 IPG strips) has been performed with 100 µg of total root 
extract from all samples. The proteins have been blotted on a nitrocellulose membrane and 
incubated with a HRP-coupled Anti-HA antibody. The ECL signals have been measured from three 
areas and compared to each other. Area 1 is the signal that disappeared after CIP treatment. (Figure 
27 B, Figure 30) Area 2 is the persistent ECL signal. (Figure 27 A and C, Figure 30) Area 3 is the 
additional signal of higher molecular weight and pI that has been detected in the preparative 2-D 
gels. (Figure 28, Figure 30) 
Results 
102 
 
The ECL signals are similar to the ECL signals of 10 days-old seedlings grown on Hoagland agar. There 
is a main spot cluster at pH 4.3 (area 2 in Figure 30), a streaky signal between pH 3.3 and 4.2 (area 1 
in Figure 30) and a weak signal above the main spot cluster. (area 3 in Figure 30) 
For each biological replicate (iron-sufficient growth: +Fe -MG132 -CHX, +Fe +MG132 -CHX, 
+Fe -MG132 +CHX and +Fe +MG132 +CHX; iron-deficient growth: -Fe -MG132 -CHX, -Fe 
+MG132  -CHX, -Fe -MG132 +CHX and -Fe +MG132 +CHX) the ratios between the following 
background-corrected area ECL intensities have been calculated: area 1 versus area 2 and area 3 
versus area 2. (See also Figure 30.) In the comparisons between the MG-132 and CHX treatment 
groups within each iron treatment group and between the different iron treatment groups within 
each MG-132 and CHX treatment group the ratios of the three biological replicates have been used 
to calculate the p-values with the Student’s t-test whereas the mean ratios have been compared. 
 
Figure 30. Examples of two-dimensional Western Blot (7 cm, pH 3-6 IPG strips) ECL images of total protein from whole 
seven days-old HA-FIT 8 seedlings grown in the small hydroponic system under iron-deficient conditions.   
 
The ratios show a relatively high variability. In the comparisons of the ratios of area 1 and area 2 ECL 
signal intensities of the 2-D blots between the different MG-132 and CHX treatment groups within 
the +Fe treatment group (pink bars in Figure 31) no significant change can be observed. In the 
comparisons of the ratios of area 1 and area 2ECL signal intensities of the 2-D blots between the 
different treatment MG-132 and CHX groups within the -Fe treatment group (blue bars in Figure 31) 
the ratio between area 1 and area 2 is significantly higher only in [-Fe -MG132 +CHX] than in [-Fe -MG 
-CHX]. (Figure 30, Figure 31) All the other comparisons did not show significant changes in this ratio. 
Results 
 
103 
 
Also in the comparisons of the ratios of area 1 and area 2 between the different iron treatment 
groups within the same MG-132 and CHX treatment groups there is no significant change. 
 
Figure 31. Bar diagram of the ratios between the mean area 1 and area 2 ECL signal intensities in the 2-D blots of 
seven days-old HA-FIT 8 seedlings grown in the small hydroponic system. The treatment groups are as follows: 
+Fe = sufficient iron supply, -Fe = iron-deficient growth conditions, +MG132 = treated with MG-132, -MG132 mock 
treated instead of MG-132, +CHX = treated with CHX, -CHX = mock treated instead of CHX. a: significant difference 
between the ratios of the labeled treatment groups (n=3). 
 
 
Figure 32. Bar diagram of the ratios between the mean area 3 and area 2 ECL signal intensities in the 2-D blots of 
seven days-old HA-FIT 8 seedlings grown in the small hydroponic system. The treatment groups are as follows: 
+Fe = sufficient iron supply, -Fe = iron-deficient growth conditions, +MG132 = treated with MG-132, -MG132 mock 
treated instead of MG-132, +CHX = treated with CHX, -CHX = mock treated instead of CHX. (n=3) 
 
In all comparisons between the ratios of area 3 and area 2 ECL signal intensities of the 2-D blots as 
well between the different MG-132 and CHX treatment groups within a given iron supply status as 
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between the different iron supply groups within the same MG-132 and CHX treatment groups no 
significant changes could be observed. 
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6 DISCUSSION 
6.1.1 PROTEINS ARE PROBABLY DOWN-REGULATED IN fit-3 DUE TO DECREASED PROTEIN 
STABILITY 
A striking observation in the protein expression analysis is that the most protein spots are down-
regulated in fit-3 under sufficient iron supply as well as iron-deficient growth conditions. (Figure 14, 
Table 2) Proteomic differential expression studies have not yet been performed in Arabidopsis with a 
fit knock-out mutant and a FIT over-expression line. A comparable proteomic study has been 
conducted in tomato with the homologous lefer mutant and the LeFER over-expression line 35s1. 
(Brumbarova et al., 2008) In the tomato study, by trend, more proteins have been up-regulated in 
lefer compared to wild type under sufficient and deficient iron supply than down-regulated. This 
discrepancy might be explained by the severe iron-deficiency phenotype of the fit-3 Arabidopsis 
plants. They display heavily retarded growth, have yellow leaves and after six weeks of hydroponic 
growth they are prior to lethality. It is possible that protein turnover may be increased or protein 
stability decreased under these conditions. Iron deficiency causes oxidative stress in plants. (Ranieri 
et al., 2001; Zaharieva and Abadia, 2003; Waters et al., 2012; Ramirez et al., 2013) It can be 
hypothesized that protein stability is decreased due to oxidative stress in fit-3. Another possibility is 
that mainly iron containing or iron binding proteins are down-regulated in fit-3. Among the identified 
proteins that are down-regulated in both fit-3 +Fe and fit-3 -Fe compared to HA-FIT 8 and Col-0 
(Table 2) the fraction of heme-binding (e.g.AT3G03670 or AT3G32980), iron-dependent (e.g. 
AT3G13610 and AT3G12900) and metal binding proteins (e.g. AT4G34050 and AT2G19570) according 
to the UniProt database is in fact comparably high with ca. 38 percent (spots/spots). In the 
microarray gene expression analysis more genes are down-regulated in fit-3 under both iron supply 
conditions compared to Col-0 but to a much lesser extent. (Figure 18) 
There are several possible mechanisms for this miscorrelation. It is possible that translation efficiency 
is altered under oxidative stress. Protein turnover or stability may also be increased due to protein 
oxidation and increased proteolysis It is also possible that a greater portion of susceptible proteins 
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are heavily covalently modified (e.g. oxidized or otherwise modified) under oxidative stress so that 
the modified forms are distributed to other places in the 2-D gels and are thereby poorly or not at all 
represented in the 2-D gels while the unmodified original spot decreases or disappears under this 
condition which results in a seeming down-regulation at protein level. A study in S. cerevisiae shows 
that transcriptome regulation does not correlate with the proteomic regulation under oxidative 
stress. The study suggests that translation of a subset of transcripts decreases under mild oxidative 
stress which has been shown by comparison of transcript levels with the ribosomal association to the 
mRNA ('translatome'), while short protein half-lives are responsible for decreasing protein levels. 
(Vogel et al., 2011) 
6.1.2 THE MULTIPLY ASSIGNED PROTEINS MAY BEPRESENT AS POST-TRANSCRIPTIONALLY 
PROCESSED ISOFORMS 
In the differential protein expression experiment, 104 spots have been identified and nine proteins 
have been assigned to at least two spots. RANGAP1 (AT3G63130) has been assigned to spot 1801 and 
1805. (Table 1) RANGAP1 plays a role in the translocation of proteins from the cytosol into the 
nucleus. For RANGAP1 in Arabidopsis no post-translational modification has been reported but in 
humans the NPC-associated form of RanGAP1 is SUMOylated (Matunis et al., 1998) and 
phosphorylated. (Takeda et al., 2005) Most likely, the same mechanisms may apply to Arabidopsis 
RanGAP1 so the two spots may represent phosphorylated isoforms since the two spots do not differ 
in mass but in pI. (Table 1) 
VHA-A (AT1G78900) has been assigned to the spots 2705 and 2817. (Table 1) VHA-A is the subunit A 
of the vacuolar ATP synthase. Modifications have not been reported for VHA-A. It is still thinkable 
that the vacuolar ATP synthase might be post-translationally modified to regulate activity resulting in 
two or more spots on 2-D gels. The spots 4809 and 5804 have been identified as ASD1 (ALPHA-L-
ARABINOFURANOSIDASE 1, AT3G10740). (Table 1) ASD1 has been predicted to be N-glycosylated in 
the UniProt database (UniProt; release_2013_08; accessible through http://www.uniprot.org). 
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Glycosylation may change the MW and pI of proteins so that they appear in a different place on 2-D 
gels depending on the glycan length, structure and composition. 
NIR1 (AT2G15620) has been identified in the spots 5809 and 6805 (Table 1) and the regulation on 
protein and the transcriptional level display partly contrary regulations. (Figure 23) NIR1 expression is 
regulated on a post-transcriptional level. (Crete et al., 1997) The UniProt database lists NIR1 as a 
[4Fe-4S] cluster and siroheme binding protein and it has been shown that plant nitrite reductases 
contain a [4Fe-4S] cluster (Lancaster et al., 1979) as well as siroheme. (Murphy et al., 1974) NIR1 is 
also target for ubiquitinylation. (Maor et al., 2007) Iron deficiency can affect N metabolism in plants. 
(Donnini et al., 2010; Rellan-Alvarez et al., 2010; Borlotti et al., 2012) It is possible that, besides 
ubiquitinylation, phosphorylation other post-translational modifications may play a role in the 
regulation of NIR1 expression, that NIR1 is found in several isoforms and that the regulation of single 
NIR1 isoforms do not follow the mRNA regulation profile. Additionally, it is unclear how many 
isoforms of NIR1 do exist so it can be assumed that there are more isoforms that have not been 
detected in the 2-DGE analysis. 
A putative sorbitol dehydrogenase (AT5G51970) has been identified in the spots 6502 and 6508. 
(Table 1) Besides other sugar alcohols, sorbitol dehydrogenases oxidize the inert, phloem-located 
transport sugar alcohol sorbitol to metabolically accessible fructose. (Aguayo et al., 2013) The 
transcriptional and protein regulation display partly contrary regulation patterns. (Figure 23) 
AT5G51970 that can be S-glutathionylated in vitro. (Dixon et al., 2005) AT5G51970 is also classified as 
a phosphoprotein in the UniProt database, so post-transcriptional regulation, maybe post-
translational modification of AT5G51970 is possible which is supported by its appearance in two 
distinct spots in the differential protein expression analysis. 
cICDH (CYTOSOLIC NADP+-DEPENDENT ISOCITRATE DEHYDROGENASE, AT1G65930) has been 
identified with the spots 6507 and 9501. (Table 1) There is no previously published evidence that this 
protein is modified and there is only one gene model in the TAIR database so alternative splicing is 
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also not known for cICDH. The same applies to EMB1467 (AT5G37510) that has been assigned to the 
spots 6810 and 7802. 
Ubiquitinylation (Saracco et al., 2009) and phosphorylation (Reiland et al., 2009) have been 
demonstrated for c-NAD-MDH1 (AT1G04410). c-NAD-MDH1 has been identified in the spots 7310 
and 8306. (Table 1) Since the two spots barely differ in mass but in pI (Table 1) the more acidic spot is 
probably a phosphorylated isoform since the mass difference is expected to be larger (ca. 8.5 kDa) in 
a ubiquitinylated isoform. One protein, ADH1 (AT1G77120), has been assigned to the four spots 
6509, 6513, 7504 and 7516. (Table 1) ADH1 has been demonstrated to be S-glutathionylated (Dixon 
et al., 2005) and S-nitrosylated. (Fares et al., 2011) 
Since the peptide search with the MS/MS data has been performed in Mascot without such 
modifications, except for carbamidomethylation of cysteins, deamidation of asparagine and 
glutamine and  oxidation  of  methionine, only unmodified peptides have been identified. So there is 
strong evidence that some of the multiply assigned proteins are really present in multiple, possibly 
post-translationally modified or alternatively spliced isoforms but further investigations is necessary. 
6.1.3 NINE SINGLY IDENTIFIED PROTEINS ARE POST-TRANSCRIPTIONALLY REGULATED 
Besides NIR1 (AT2G15620) and a putative sorbitol dehydrogenase (AT5G51970) that are also present 
in at least two isoforms in the 2-D analysis and post-translationally modified, a 2-oxoglutarate (2OG) 
and Fe(II)-dependent oxygenase superfamily protein (AT3G12900) has been among the proteins that 
are contrarily regulated at the transcriptional level i.e. up-regulated at the transcriptional level and 
down-regulated at the protein level or vice versa in at least one comparison. (Figure 23) 
2-oxoglutarate iron-dependent oxygenase superfamily proteins are involved in anthocyanin and 
flavonoid biosynthesis, the synthesis of the plant hormones ethylene and gibberellins, DNA repair 
and the oxidation of a broad spectrum of organic substrates using dioxigen, and they require Fe2+ as 
a cofactor. (Aravind and Koonin, 2001; Wilmouth et al., 2002; McDonough et al., 2010) So iron 
availability might alter protein conformation, activity, stability or turnover of AT3G12900. 
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Also HOL2 is partly regulated in the opposite direction at the protein and transcriptional level. (Figure 
23) For HOL2 (AT2G43920) post-translational modifications are not known but the UniProt database 
lists 3 isoforms produced by alternative splicing that are derived from EST data. The TAIR database 
lists 3 gene models for HOL2. Therefore it is possible that gene expression does not mirror the 
expression of the protein isoforms that has been detected in the 2-DGE analysis as far as the 
hybridization probes or RT-qPCR primers are not specific for the alternatively spliced mRNAs. 
The gene of a calcium-binding EF-hand family protein (AT4G38810) is also regulated in the opposite 
direction at the transcriptional and protein level. (Figure 23) The calcium-binding EF-hand motif has 
been found in human cholinesterases, neuroligins, the oncogenic protein MDM2 or guanylate cyclase 
activating protein-2 but also in the E. coli lytic transglycosidase Slt35 and yeast calmodulin. (Lewit-
Bentley and Rety, 2000) A common feature of all EF-hand protein is their ability to bind Ca2+. Calcium 
signaling is one of the most important signal transduction mechanisms and the calcium signal can 
alter the activity of calcium-susceptible proteins and may also change their turnover or subcellular 
localization. It cannot be excluded that changes in the iron status induce calcium signaling. For this 
reason, it is possible that the protein turnover is increased while the transcription is induced, or the 
subcellular location is altered in a way that the protein is less represented in the protein extract used 
for 2-DGE analysis. In both cases the protein appears to be down-regulated whereas transcription 
might be induced. Additionally, the TAIR database lists 2 gene models for alternative splicing which 
might also be the reason for a contrary regulation of the isoforms detected in the proteomic analysis 
compared to transcriptomic analysis. 
PLP2 (AT2G26560) shows a partly contrary regulation at the transcriptional and protein level. (Figure 
23) Phospholipase A plays a role in stress response and in oxylipin and jasmonic acid (JA) biosynthesis 
by releasing polyunsaturated fatty acids (PUFA) such as α-linoleic acid (ALA) from membranes and it 
is relocated from the cytoplasm to extrachloroplastic membranes upon pathogen infection. (La 
Camera et al., 2005; La Camera et al., 2009) It is possible that a translocation upon stress response 
such as iron deficiency alters the representation of the protein in the respective protein extract. 
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Additionally, relocation of a protein implies that the protein might be modified to allow 
translocation. Therefore the contrary regulation of the PLP2 protein compared to its transcriptional 
regulation seems plausible. 
For the other five proteins and genes that show an opposite regulation, AT1G02930 (GST1, 
GLUTATHIONE S-TRANSFERASE 1), AT1G23140 (Calcium-dependent lipid-binding [CaLB domain] 
family protein), AT1G64980 (CDI, CADMIUM 2+ INDUCED), AT2G43570 (CHI, "CHITINASE, PUTATIVE") 
and AT5G12200 (PYD2, PYRIMIDINE 2), (Figure 23) no previously published information about post-
transcriptional regulations or iron-dependence could be found. Their contrary regulation on the 
protein level compared to the transcriptional level remains unclear but suggests that these proteins 
might also be post-transcriptionally regulated. Interestingly, RNA processing and ribosomal proteins 
are more phosphorylated in iron-deficient roots indicating that post-transcriptional processing as 
well as translation may be altered upon iron deficiency in roots. (Lan et al., 2012) Furthermore, 
micro-RNAs have been found to be involved in post-transcriptional regulation of CuSOD expression 
upon iron deficiency. (Waters et al., 2012) It is possible that similar processes occur with other genes 
under iron deficiency. 
6.1.4 TWO PROTEINS PREVIOUSLY REPORTED TO BE REGULATED UPON IRON DEFICIENCY 
ARE NOT REGULATED ON THE PROTEIN LEVEL IN THIS WORK 
AT4G34050 (CCoAOMT1 | CAFFEOYL COEMZYME A O-METYLTRANSFERASE 1) has been reported to 
be up-regulated at the protein level under iron deficiency in A. thaliana roots (Lan et al., 2011) and 
down-regulation of a caffeoyl CoA O-metyltransferase has been reported in Beta vulgaris roots 
(Rellan-Alvarez et al., 2010) which is contradictory. AT4G34050 has been assigned to spot 1210. 
(Table 1) In this work, no regulation could be found in HA-FIT 8 and Col-0 at -Fe compared to +Fe at 
the protein level. It is only down-regulated in fit-3 under both iron supply conditions. The same could 
be observed at the transcriptional level. (Appendix Table 1) Since at least in Col-0 it should be 
regulated in the comparison -Fe versus +Fe for the assumption that there might be a FIT or iron-
dependent regulation this protein is considered regulated by unknown factors. (Table 2) 
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Transcription of another gene, AT3G13610 (2-oxoglutarate (2OG) and Fe(II)-dependent oxygenase 
superfamily protein), has been reported to be up-regulated in leaves under iron deficiency (Ivanov et 
al., 2012) and at protein level it has been published to be up-regulated in roots. (Lan et al., 2011) This 
protein has been assigned to spot 4501. (Table 1) Here, no significant regulation could be found in 
HA-FIT 8 and Col-0 roots in the -Fe vs. +Fe comparisons. AT3G13610 is down-regulated in fit-3 under 
both iron conditions compared to HA-FIT 8 and Col-0 and it is down-regulated in the comparison fit-3 
-Fe vs. fit-3 +Fe. At the transcriptional level it is down-regulated in fit-3under both iron conditions but 
no regulation could be found in any of the other comparisons. (Appendix Table 1) 
6.1.5 GLP4 IS NEGATIVELY REGULATED BY IRON DEFICIENCY ON THE PROTEIN AND 
TRANSCRIPTIONAL LEVEL BUT NOT DEPENDENT ON FIT 
The ATTED II database provides co-regulation networks of genes. These have been composed of 
previously published mRNA data. Interestingly, AT5G38910 (RmIC-like cupin, spot 6104) and 
AT1G18970 (GLP4, spot 8110) which have been found to be potentially regulated by iron and/or the 
presence FIT are part of a co-expression network, together with the peroxidase superfamily protein 
AT3G03670 (spot 0213) that has also been among the identified spots. (Table 1, Figure 33 A) The 
juxtaposition of the three expression patterns (Figure 33 B) shows that the three identified members 
of the co-expression network are not co-regulated on the protein level. Since the two proteins 
AT5G38910 and GLP4 share the same regulation in Col-0 and (not significantly for AT5G38910) in 
HA-FIT 8, i.e. down-regulation in -Fe vs. +Fe, it can be expected that this regulation is also found in 
RNA expression data and this is actually the case. (Figure 33 C) In the RNA regulatory profile, 
AT5G38910 and GLP4 are down-regulated in the comparison -Fe vs. +Fe in Col-0 and HA-FIT 8. They 
are both not regulated in fit-3 +Fe vs. +Fe on the protein and the transcriptional level. This also 
applies to AT3G03670 but on the protein level AT3G03670 is not regulated upon iron deficiency. 
Additionally, down-regulation of AT5G38910 in fit-3 cannot be observed on the protein level but on 
the transcriptional level so this protein is possibly post-transcriptionally regulated and not induced in 
a FIT-independent but iron deficiency-dependent manner on the transcriptional level whereas GLP4 
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is down-regulated by iron deficiency on the protein and the transcriptional level but also not in a FIT-
dependent manner.  
 
 
Figure 33. Co-expression network of AT5G38910 as shown by the ATTED II database (version 7.1, accessible online 
through http://atted.jp). Highlighting of the proteins found to be co-regulated with AT5G38910 (AT3G03670 and 
AT1G18970) has been added afterwards. (A) Juxtaposition of the protein expression patterns of AT5G38910, 
AT3G03670 and AT1G18970 shows no apparent co-regulation on protein level across all lines and iron treatments. 
The parallels between AT5G38910 and AT1G18970 in wild type Col-0 are marked with blue and the parallel regulation 
in HA-FIT 8, although not significant for AT5G38910, is marked with green ellipses. (B) Transcriptional regulation 
profiles of AT5G38910, AT3G03670 and AT1G18970. (C) 
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In the comparison between protein and transcriptional regulation, GLP4 shows a consistent down-
regulation under iron deficiency in Col-0 and HA-FIT 8 but not in fit-3 at the transcriptional and 
protein level. (Figure 24) Although there is no significant regulation at the protein level in other 
comparisons, GPL4 displays a transcriptional regulatory pattern that appears to be dependent on 
iron supply but not on FIT. The protein expression profile also shows a clear iron-dependent 
expression pattern that supports the transcriptional regulation. (Figure 15 A, Figure 33 B)  The 
function of GLP4 is not known but germin-like proteins have been associated with pathogen response 
and partly associated with the extracellular matrix (ECM). (Membre et al., 2000) It cannot be 
excluded that GLP4 also plays a role in other stress responses such as iron deficiency. 
6.1.6 AT3G07720 AND AT3G12900 ARE CO-REGULATED AT THE PROTEIN AND 
TRANSCRIPTIONAL LEVEL 
Two more proteins that have been found to be down-regulated in fit-3 share the same gene co-
regulation network: AT3G07720 (Galactose oxidase/kelch repeat superfamily protein, spot 2303) and 
AT3G12900 (2-oxoglutarate (2OG) and Fe(II)-dependent oxygenase superfamily protein, spot 4302). 
(Figure 34 A) AT3G07720 has been associated with up-regulation at the transcriptional under iron 
deficiency in Arabidopsis. (Ivanov et al., 2012) AT3G12900 has been reported to be up-regulated at 
the protein level under iron deficiency in Arabidopsis. (Lan et al., 2011) 
Interestingly, this co-regulation network encompasses IRT1 and three other previously reported 
genes that have been linked to FIT (Colangelo and Guerinot, 2004) and that have been found to be 
potentially regulated by FIT in this work: MTPA2, COPT2 and AT5G38820 which will be discussed in 
detail later. (See 6.1.7.) It is possible that members of this co-regulation network at least partly 
represent the FIT regulon although FRO2 is not present in this particular network, maybe since the 
underlying data are still insufficient to complete the network, which also underlines the importance 
of this work in this regard. The juxtaposition of the two expression patterns of AT3G07720 and 
AT3G12900 shows a nearly identical regulation of the two proteins (Figure 34 B) which confirms the 
co-regulation that has been found on RNA level. 
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Figure 34. Co-expression network of AT3G07720 (spot) as shown by the ATTED II co-regulation network database 
(version 7.1, accessible online through http://atted.jp). Highlighting has been added afterwards. The proteins found to 
be co-regulated in this work are highlighted in yellow. IRT1 is highlighted in blue. Other previously published FIT-
regulated genes are highlighted in orange. (A) Juxtaposition of the expression patterns of AT3G07720 and AT3G12900 
shows a co-regulation on the protein level. (B) 
 
Although AT3G07720 has been reported to be robustly up-regulated at -Fe on RNA level (Ivanov et 
al., 2012) no such significant regulation could be found in HA-FIT 8 and Col-0 at the protein level. 
Although not significant, the plots of expression values show a trend to slightly higher expression at -
Fe in HA-FIT 8 and Col-0 for both proteins. (Figure 34 B) On the transcriptional level both genes are 
down-regulated in fit-3 under both iron supply conditions compared to Col-0. (Figure 34 C) This 
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matches the pattern that can be observed at the protein level. The assumed slight but insignificant 
induction on the protein level at -Fe in Col-0 and HA-FIT 8 can also be observed significantly at the 
transcriptional level for both genes. The down-regulation of AT3G12900 under iron deficiency in fit-3 
is identical at the protein and transcriptional level. Taken together, the results show that AT3G07720 
and AT3G12900 are regulated by FIT at the transcriptional level. AT3G07720 has already been 
reported to be directly regulated by FIT. (Sivitz et al., 2012)  
6.1.7 BESIDES IRT1 AND FRO2 THERE ARE FIVE FIT-REGULATED GENES 
Six genes have been found to be regulated exactly like IRT1 and FRO2 at the transcriptional level in 
this work: MTPA2 (AT3G58810), PRS2 (AT1G32380), GLP5 (AT1G09560), an amino acid transporter 
family protein gene (AT5G38820), COPT2 (AT3G46900) and G3PP3 (AT1G30560). (Figure 21) This 
regulation pattern makes them perfect candidates for FIT-regulated genes. Three more genes show a 
regulation pattern that is not equal but similar to IRT1 and FRO2 regulation: an oxidoreductase 2OG-
Fe(II) oxygenase family protein gene (AT3G12900), a mannose-binding lectin superfamily protein 
gene (AT1G52120) and nodulin-like21 (AT3G25190). (Figure 21) 
A meta-search for these genes has been performed in 11 previously published gene expression 
studies. (Colangelo and Guerinot, 2004; Weber et al., 2004; van de Mortel et al., 2006; Dinneny et al., 
2008; Buckhout et al., 2009; Garcia et al., 2010; Long et al., 2010; Yang et al., 2010; Schuler et al., 
2011; Stein and Waters, 2012; Perea-Garcia et al., 2013). The published expression data have been 
screened for up-regulation of the respective gene under iron-deficient conditions versus sufficient 
iron supply. Since excess zinc is known to induce iron deficiency-induced genes, the study in which 
this has been published has been included into the meta search. (van de Mortel et al., 2006) 
Except for PSR2 (AT1G32380) all the genes that show the regulation pattern identical to IRT1 and 
FRO2 have been found to be up-regulated under iron deficient conditions or excess zinc in at least 
one of the studies used for the meta search. The genes that display a similar regulatory pattern like 
FIT or IRT1 and FRO2in this work have been partly found to be up-regulated under iron deficiency in 
these studies. The consensus of the microarray results with the studies used for the meta search is 
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displayed in Table 3. The mannose-binding lectin superfamily protein gene (AT1G52120) is the only 
one among the genes compared that has not been identified among iron-regulated genes in any of 
the studies used for the meta search. 
Since all the other eight genes with identical or similar regulation patterns like FIT or IRT1 and FRO2 
have been found at least twice among the genes regulated by the iron or zinc status in A. thaliana, it 
can be speculated that they are regulated by FIT whereas the higher the consensus to the previously 
published results the higher the probability of actual FIT-dependent regulation of the respective 
gene. Because of the low consensus with the previous expression studies it can be suggested that 
AT1G32380 and AT1G52120 are regulated independently from the iron status and FIT and that the 
other genes could be regulated by FIT. 
Table 3. Comparison of genes that display an identical or similar regulation pattern like FIT or IRT1 and FRO2 with 
results from previously published gene expression studies in A. thaliana. Genes that were also up-regulated under 
iron deficiency (-Fe) versus sufficient iron supply (-Fe) or excess zinc (++Zn) versus normal zinc supply (+Zn) in the 
respective study are marked with a “+”. If the gene was not found to be regulated in the respective study, it is marked 
with a “-“. 
Gene description AGI code 
Dinneny 
et al. 
2008 
Garcia 
et al. 
2010 
Long 
et al. 
2010 
Colangelo 
and 
Guerinot 
2004 
van de 
Mortel 
et al. 
2006 
Buckhout 
et al. 
2009 
Perrea-
Garcia 
et al. 
2013 
Yang 
et al. 
2010 
Schuler 
et al. 
2011 
 Weber 
et al. 
2004 
Stein 
et al. 
2012 
"Mannose-binding lectin 
superfamily protein" 
AT1G52120 - - - - - - - - - - - 
"nodulin-like21" AT3G25190 + - - - - - - - - - + 
"oxidoreductase, 2OG-Fe(II) 
oxygenase family protein" 
AT3G12900 + + + + + + + - - - - 
"MTPA2; efflux permease/ zinc ion 
transporter" 
AT3G58810 + + + + + + - + + - + 
"ribose-phosphate 
pyrophosphokinase 2 / 
phosphoribosyl diphosphate 
synthetase 2 (PRS2)" 
AT1G32380 - - - - - - - - - - - 
"GLP5 (GERMIN-LIKE PROTEIN 5); 
manganese ion binding / metal ion 
binding / nutrient reservoir" 
AT1G09560 + + + - + + - + - - + 
"amino acid transporter family 
protein" 
AT5G38820 + + + + - + - - - - - 
"COPT2 (Copper transporter 2); 
copper ion transporter" 
AT3G46900 + - + + - + + + - - - 
"G3PP3, GLYCEROL-3-PHOSPHATE 
PERMEASE 3" 
AT1G30560 + - - - - - - - - + - 
 
The “oxidoreductase, 2OG-Fe(II) oxygenase family protein” (AT3G12900) is also among the identified 
proteins that are down-regulated in fit-3 under both iron supply conditions at the protein level. 
(Table 1, Table 2) Together with another “oxidoreductase, 2OG-Fe(II) oxygenase family protein”, 
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AT3G13610, AT3G12900 has been linked to FIT in A. thaliana. (Colangelo and Guerinot, 2004) 
AT3G12900 is also one of the two identified regulated proteins that share the same co-regulatory 
network (Figure 34) and have already been proposed to be regulated by FIT above. 
The very high consensus of AT3G12900 (8 of 12), MTPA2 (10 of 12), GLP5 (8 of 12), AT5G38820 (5 of 
12) and COPT2 (6 of 12) in the comparison with previously published gene expression studies (Table 
3) implies that these genes play important roles under iron deficiency in A. thaliana. The regulatory 
patterns in the microarray analysis with the lines HA-FIT 8, Col-0 and fit-3 (Figure 21) strongly suggest 
that these genes could be regulated or co-regulated by FIT, but further investigation is necessary. 
MTPA2 is located to the vacuolar membrane and a member of the zinc transporter (ZAT) family. The 
iron uptake transporter IRT1 has been shown to also transport zinc, manganese and cobalt. Increase 
of IRT1 activity upon iron deficiency includes enhanced Zn2+ uptake. (Vert et al., 2002) MTPA2 has 
been proposed to exclude Zn2+ from the shoot under iron deficiency because Zn2+ might displace 
other metal ions from metal binding proteins. (Arrivault et al., 2006) It can be hypothesized that 
MTPA2 is induced by FIT under iron deficiency to prevent Zn2+ from displacing low-abundant iron ions 
from their binding proteins to keep the iron-dependent processes going as has already been assumed 
for MTPA3. (Arrivault et al., 2006) 
AT3G12900 is a member of the 2-oxoglutarate iron-dependent oxygenase superfamily that are 
involved in biosynthetical processes like anthocyanin, flavonoid and plant hormone synthesis and 
oxidation of other organic substrates using Fe2+ as a cofactor. (Aravind and Koonin, 2001; Wilmouth 
et al., 2002; McDonough et al., 2010) The other oxidoreductase, 2OG-Fe(II) oxygenase family protein 
that has been linked to FIT, AT3G13610, is also known as F6’H1 and catalyzes the conversion of 
feruloyl-CoA to 6-hydroxyferuloyl-CoA in the phenylpropanoid pathway which includes scopolin and 
scopoletin. (Kai et al., 2008) It has recently been demonstrated that AT3G13610 is necessary to 
enhance iron mobilization by extrusion of F6’H1-dependent coumarins such as esculin, esculetin and 
scopoletin of which all three were able to rescue the chlorotic phenotype on high pH soils whereat 
only esculetin has been able to mobilize iron in vitro. (Schmid et al., 2013)  AT3G12900 is closely 
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related to F6’H1 and it can be assumed that the enzyme could also be involved in the synthesis of 
coumarins. It could be controlled by FIT to enhance the synthesis and excretion of coumarins that 
may contribute to enhance iron mobilization under iron deficient growth conditions. 
GLP5 is a germin-like protein. Germin-like proteins have been associated with pathogen response. 
(Membre et al., 2000) It is possible that germin-like proteins also play a role in other stress responses 
such as iron deficiency. GLP5, also named PGLP1, is a component of the NCAP (non-cell-autonomous 
protein) pathway, locates to plasmodesmata and regulates root growth. (Ham et al., 2012) So GLP5 
could be involved in iron-peptide complex translocation or in the altered root growth as a response 
to iron deficiency. 
AT5G38820 belongs to the amino acid transporter family. Not much has been known about the 
function of AT5G38820 but it has been demonstrated that its transcripts are increased in a similar 
temporal pattern like bHLH039 and bHLH101 under iron deficiency. (Buckhout et al., 2009) It is 
possible that AT5G38820 contributes to the transport iron-peptide complexes across membranes by 
itself or by providing the amino acids required for their synthesis as has also been speculated before. 
(Buckhout et al., 2009)So it is possible that AT5G38820 transcripts are induced by FIT under iron 
deficiency to provide this function. COPT2 belongs to the high affinity copper transporter family and 
has been proposed to play a role in copper homeostasis. (Sancenon et al., 2003) Besides the multiply 
shown up-regulation of COPT2 under iron deficiency in roots (Table 3), COPT2 has already been 
linked to FIT (Colangelo and Guerinot, 2004) and recently been demonstrated to play a role in the 
crosstalk between iron deficiency response and low-phosphate signaling. (Perea-Garcia et al., 2013) 
It has been proposed that increased copper uptake under iron deficiency might happen to enhance 
copper supply to copper enzymes such as Cu/ZnSOD to compensate for reduced FeSOD activity and 
to shift iron utilization towards more important iron-requiring processes. (Waters et al., 2012) 
Assuming this mechanism the possible co-regulation of COPT2 by FIT would make sense. 
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Among others, MTPA2, At5g38820, COPT2, AT3G12900 and AT3G13610 have already been 
demonstrated to be regulated by FIT (Colangelo and Guerinot, 2004) but GLP5 is novel among the 
genes that are regulated by FIT. 
6.1.8 AHA2 IS NOT REGULATED BY FIT 
The microarray results in this work do not support the previously published FIT-dependent regulation 
of AHA2. (Ivanov et al., 2012) AHA2 is not down-regulated in fit-3 compared to Col-0 under both iron 
conditions and not significantly up-regulated in Col-0 under iron deficiency compared to sufficient 
iron supply. This strongly indicates that AHA2 expression does not depend on FIT. When looking at 
AHA2 regulation with the same 95 % level of significance but without the previously selected 1.5-fold 
change threshold, a significant up-regulation by 1.45-fold in fit-3 vs. Col-0 under sufficient iron supply 
and 1.39-fold up-regulation in fit-3 vs. Col-0 under iron deficiency (See Appendix Table 1.) can be 
observed. This strongly contradicts a FIT-dependent regulation of AHA2. AHA2 activity is post-
translationally regulated by differential Ser931 and Thr947 phosphorylation. Thr947 phosphorylation 
allows for binding of an activating 14-3-3 protein (Fuglsang et al., 1999; Fuglsang et al., 2003) and 
Ser931 phosphorylation blocks 14-3-3 protein binding which results in a reduction ATPase activity. 
(Fuglsang et al., 2007) Several other phosphorylation sites of AHA2 have been identified. 
(Rudashevskaya et al., 2012) It can be proposed that AHA2 expression is regulated by an unknown 
factor that may be dependent on iron supply and that AHA2 activity upon iron deficiency is mainly 
regulated by differential post-translational modification. 
6.1.9 FUNCTIONAL CATEGORY REGULATION MOSTLY CONFIRMS PREVIOUS RESULTS 
On the protein level, glycolysis is increased in the comparisons -Fe vs. +Fe in HA-FIT 8 and Col-0, 
respectively, but not in fit-3. Increase of glycolysis-associated proteins under iron deficiency has also 
been reported in Beta vulgaris (Rellan-Alvarez et al., 2010), Cucumis sativus (Donnini et al., 2010) and 
tomato roots. (Brumbarova et al., 2008) In fit-3, N-metabolism is decreased under iron-deficiency 
compared to sufficient iron supply. Furthermore, N-metabolism is up-regulated in HA-FIT 8 vs. Col-0 
and in Col-0 vs. fit-3 under both iron supply conditions. This up-regulation stands in contrast to 
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previously published data in tomato (Brumbarova et al., 2008), Beta vulgaris (Rellan-Alvarez et al., 
2010) and Cucumis sativus. (Donnini et al., 2010) Amino acid metabolism is increased in HA-FIT 8 
under iron deficiency and it is increased in fit-3 vs. Col-0 under both iron supply conditions which 
confirms previously published protein data under iron deficiency in plants. (Brumbarova et al., 2008; 
Donnini et al., 2010; Rellan-Alvarez et al., 2010) Metal handling is increased only in fit-3 compared to 
HA-FIT 8 and Col-0 under both iron supply conditions which is probably caused by the pronounced 
iron deficiency in fit-3 under both iron supply conditions. TCA is increased under iron deficiency in 
HA-FIT 8 and fit-3. TCA is also increased in fit-3vs. HA-FIT 8 and Col-0 under both iron supply 
conditions. Up-regulation of TCA-associated proteins under iron deficiency has been previously 
reported for tomato (Brumbarova et al., 2008; Li et al., 2008) and Beta vulgaris roots. (Rellan-Alvarez 
et al., 2010) 
At the transcriptional level the comparisons -Fe vs. +Fe within each line metal handling genes are 
increased under iron deficiency which is expected due to iron deficiency. This up-regulation could not 
be observed in fit-3. In contrast, metal handling is down-regulated in fit-3 under iron deficiency 
compared to sufficient iron supply. Up-regulation of metal handling genes at the transcriptional level 
under iron deficiency has been reported before. (Schuler et al., 2011) Genes that function in S-
assimilation are decreased under iron deficiency in the lines HA-FIT 8 and Col-0. But as can be 
observed for the metal handling genes, this decrease is not seen in fit-3 on the transcriptional level. 
Rebalancing of sulfur assimilation under iron deficiency has been proposed with the help of co-
expression cluster analysis in Arabidopsis leaves. (Ivanov et al., 2012) The hormone metabolism and 
development categories are among the most regulated categories in the intra-line comparisons 
between iron-deficient and sufficient iron supply conditions. This indicates that plant hormones may 
play an important role in the response to iron deficiency and that the plants’ development is altered 
under these conditions. Crosstalks between plant hormone signaling and iron deficiency have been 
reported before. Ethylene and NO signaling have previously been implicated in iron homeostasis in 
plants. (Graziano et al., 2002; Lucena et al., 2006; Graziano and Lamattina, 2007; Besson-Bard et al., 
2009; Chen et al., 2010; Garcia et al., 2011; Lingam et al., 2011; Meiser et al., 2011; Romera et al., 
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2011; Wu et al., 2011) Together, the intra-line comparisons between iron-deficient and sufficient iron 
supply underline the particular metabolic and physical status of the fit-3 plants under both, sufficient 
iron supply and iron-deficient growth conditions. 
In the comparisons at the transcriptional level between the lines at a given iron supply status 
nitrogen metabolism is increased in HA-FIT 8 and fit-3 compared to Col-0 under sufficient iron supply 
and in HA-FIT 8 compared to Col-0 under iron-deficient growth conditions. Up-regulation of 
N-assimilation upon iron deficiency at protein level have been reported before (Donnini et al., 2010; 
Rellan-Alvarez et al., 2010) but not at transcriptional level. Here, in the comparisons between iron-
deficient growth conditions and sufficient iron supply also do not display these changes but the 
comparisons between the lines at a given iron supply condition do. It is possible that amino acid 
biosynthesis or synthesis of other N-containing compounds is increased under iron deficiency. 
Interestingly, the cytosolic NADP+-dependent isocitrate dehydrogenase cICDH (spot 6507, 
AT1G65930) has been among the multiply assigned proteins in the differential protein experiment in 
this work. (See 5.1.4 and 6.1.2.) ICDH converts isocitrate to 2-oxoglutarate (2-OG) which is an 
important substrate for nitrogen assimilation and amino acid synthesis. (Foyer et al., 2011; Borlotti et 
al., 2012) Strikingly, the FIT-regulated genes AT3G12900 and AT3G13610 are members of the Fe(II)- 
and 2-oxoglutarate-dependent dioxygenase family. 
Another striking regulation can be seen in the fermentation category. Fermentation is decreased in 
HA-FIT 8 vs. Col-0 under both iron supply conditions but not in fit-3. This may indicate that fit-3 
metabolism is more dependent on fermentative pathways than HA-FIT 8 and Col-0. Taken together, 
the regulated gene functional categories induced by iron deficiency in fit-3 differ from those in 
HA-FIT 8 and Col-0 as well at the protein as at the transcriptional level. 
6.1.10 FIT IS PHOSPHORYLATED 
FIT is degraded in a proteasome-dependent manner and it has been hypothesized that FIT might be 
phosphorylated. (Lingam et al., 2011; Meiser et al., 2011; Sivitz et al., 2011) Phosphorylation has 
been shown for other bHLH proteins such as PIF3 (Al-Sady et al., 2006; Ni et al., 2013), SPEECHLESS 
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(Lampard et al., 2008; Gudesblat et al., 2012) and HFR1. (Park et al., 2008) Since phosphorylation 
seems to be a common regulatory mechanism in bHLH transcription factors, FIT has been 
investigated for post-transcriptional modifications. First of all FIT has been searched for isoforms. 
Therefore, FIT has been analyzed by two-dimensional western blot and two distinct ECL signals of 
spots or spot clusters that do not differ in molecular weight but in pI have been consistently found in 
all 2-D blots. (Figure 26, Figure 27 A)  The spots run at ca. 57 kDa and show a pI of ca. 3.3 and 4.3, 
respectively. It can be proposed that the more acidic spot could be a phosphorylated isoform since 
phosphorylation changes the pI of a protein towards a more acidic pH to an extend that depends on 
the phosphorylation site but the mass difference is only 80 Da per phosphate group which may be 
barely visible or invisible on SDS-PAGE gels in higher molecular weight proteins. Upon 
dephosphorylation with CIP the more acidic spot disappeared. In the one-dimensional Mn2+ Phos-
tag™ electrophoresis an additional weaker band is visible above the 57 kDa signal. This signal has 
been measured as a small peak and this peak turned into a shoulder upon dephosphorylation under 
both iron supply conditions. In the whole seedling samples there was a streak at the more acidic side 
of the pI 4.3 signal that appeared to be composed of several spots and that also disappeared upon 
dephosphorylation. (Figure 27 C) Phosphorylation commonly renders a protein more acidic which 
often shows in a lower pI in 2-DGE or IEF gels. Dephosphorylation of a phosphorylated protein 
reverts this change so the disappearance of the more acidic form is expected. Unphosphorylated 
proteins remain unaffected by dephosphorylating enzymes so the pI does not change in these 
proteins. Therefore, the complete disappearance of the more acidic FIT forms upon alkaline 
phosphatase treatment shows that FIT is phosphorylated at multiple sites. In high resolution 
preparative 2-D blots the two spots turned out to be composed of several neighboring spots and a 
cluster of spots could be detected at ca. 65 kDa and a pI of ca. 4.4. Since ubiquitinylation of FIT has 
been proposed before (Meiser et al., 2011; Sivitz et al., 2011) this cluster might represent 
ubiquitinylated isoforms. The phosphorylation prediction with NetPhos 2.0 results in 20 potentially 
phosphorylatable sites in FIT. The attempts to identify possible phosphorylation sites or 
ubiquitinylated FIT peptides by mass spectrometry failed, possibly due to insufficient enrichment of 
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FIT which then resulted in still too abundant unspecific proteins that may have masked low abundant 
FIT in the mass spectrometric analyses. Studies of other bHLH transcription factors show that 
SPEECHLESS and PIF3 are phosphorylated and that both are massively differentially phosphorylated. 
(Al-Sady et al., 2006; Lampard et al., 2008; Gudesblat et al., 2012; Ni et al., 2013) So it is possible that 
FIT is also differentially phosphorylated at multiple sites to fine-tune its activity or protein stability. 
Taken together, the results in this work show that FIT is phosphorylated, also at multiple sites, and 
that FIT might be ubiquitinylated, but further investigations are necessary to proof FIT 
phosphorylation by showing the exact phosphorylation sites by mass spectrometry. 
6.1.11 THE REGULATION OF THE POSSIBLY POST-TRANSLATIONALLY MODIFIED FIT 
ISOFORMS REMAINS UNCLEAR 
The investigation of a possible regulation of the potential FIT isoforms in MG-132 and/or CHX treated 
seven days-old HA-FIT 8 seedlings by two-dimensional western blot show almost no regulation of the 
ratios between the isoforms. Only in the comparison of mock-treated and CHX-treated plants the 
ratio between area 1 (possibly unphosphorylated HA7-FIT) and area 2 (possibly phosphorylated 
isoforms of HA7-FIT) is shifted towards area 1 in seedlings that were grown under iron-deficient 
conditions. It can be speculated that the phosphorylated isoform is the active isoform. If HA7-FIT is 
constitutively produced and there is a steady protein turnover it may be possible that the ratios are 
always kept at a steady state. If HA7-FIT synthesis is blocked the amount of active HA7-FIT might be 
kept at the same level whereby the ratio is shifted towards the active isoform. Since no significant 
regulation could be found in other comparisons and in plants grown under sufficient iron supply, this 
remains unclear. 
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7 PERSPECTIVES 
In this work number of genes that are regulated by FIT have been discovered. These are an amino 
acid transporter family protein (AT5G38820), a 2-oxoglutarate (2OG) Fe(II)-dependent oxygenase 
superfamily protein (AT3G12900), a galactose oxidase/kelch repeat superfamily protein 
(AT3G07720), MTPA2 (AT3G58810), COPT2 (AT3G46900) and GLP5 (AT1G09560) of which the latter 
is novel among the FIT-regulated genes. To discover the function of these genes in the context of iron 
homeostasis the next step would be the investigation of the tissue-specific expression, the gene 
expression in the background of other iron homeostasis-specific over-expressing and knock-out lines 
and to elucidate the importance and function of the respective gene products in the context of iron 
homeostasis in A. thaliana. 
Firstly, the regulatory patterns found in this work should be checked for consistency in plants grown 
in other systems. For a FIT-regulated gene a similar expression profile would be expected. Therefore 
the transcript levels of these genes can be checked by RT-qPCR in Col-0, HA-FIT 8 and fit-3 
Arabidopsis plants grown on Hoagland agar in the five days system in which the plants are grown for 
five days under sufficient iron supply or under iron-deficient conditions, and in the ten days system 
where the plants are grown for seven days with sufficient iron supply and then for three more days 
with sufficient iron supply or under iron-deficient conditions. Additionally, since the microarray 
analysis with the CATMA v6 chips only deliver expression ratios rather than transcript levels it is 
important to know the absolute transcript levels in Arabidopsis lines where FIT is over-expressed, 
knocked-out or available at physiological levels, which may support the probable regulation of these 
genes by FIT. Additionally, RT-qPCR of these genes can easily be performed with other Arabidopsis 
lines such as bHLH038, bHLH039, bHLH100 and bHLH101 or other iron homeostasis-related over-
expressors and knock-out mutants. 
Secondly, the organ and tissue-specific expression of these genes should be investigated. A gene that 
is regulated by FIT is expected to be expressed mainly in those organs and tissues where FIT is 
expressed in wild type. In fit-3 background a reduced or missing expression would be expected in 
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these organs and tissues and in HA-FIT 8 background ectopic expression would be expected under 
iron-deficient conditions. A gene that is regulated by FIT can be expressed in other organs but the 
expression in roots is expected to be influenced by the abundance of FIT in Col-0 and fit-3 
background. In HA-FIT 8 background where HA7-FIT is constitutively expressed in all tissues an 
influence on the respective gene expression would be expected also in other organs and tissues. 
Therefore for each of the genes a promoter::reporter gene Arabidopsis line could be established in 
which the reporter gene is expressed under the native promoter of the respective gene in the 
background of Col-0, fit-3 and HA-FIT 8. This can be achieved with the E. coli-derived GUS (β-
Glucuronidase) gene fused 3’ to the respective native promoter. 
To analyze the subcellular localization and to monitor the expression dynamics of the respective 
proteins, GFP (green fluorescent protein) can be put behind the desired promoter alone or fused to 
the protein of interest under the control of its native promoter. (Chalfie et al., 1994; Epel et al., 1996) 
GFP fluoresces green under blue light irradiation it enables the scientist to specify the cell-specific 
expression or when fused to the protein of interest the subcellular localization can be traced with 
several fluorescence microscopy techniques. Subcellular localization of a protein may change upon a 
stimulus and this is important to know to elucidate the function of the protein in the respective 
context, which here is iron homeostasis. GFP fusion proteins often remain functional so that 
complementation essays and physiological investigations are possible. There are commercially 
available Anti-GFP antibodies that allow for immunodetection of GFP or the GFP fusion protein. This 
is very important to monitor the protein abundance, turnover and even possible PTM depending 
from FIT abundance and iron supply. The following Arabidopsis lines would have to be established: 
PAT5G38820::GFP-AT5G38820, PAT3G12900::GFP, PAT3G07720::GFP, PMTPA2::GFP, PGLP5::GFP and PCOPT2::GFP, 
PAT5G38820::GFP-AT5G38820, PAT3G12900::GFP-AT3G12900, PAT3G07720::GFP-AT3G07720, PMTPA2::GFP-
MTPA2, PGLP5::GFP-GLP5 and PCOPT2::GFP-COPT2 in the backgrounds of Col-0, fit-3 and HA-FIT 8, 
respectively. Additionally it could be necessary to fuse GFP C-terminal to the protein of interest. To 
avoid possible protein degradation and to allow for expression of a stable marker protein it could be 
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sensible to also create the respective promoter::GFP lines. All this could provide insights on the 
regulation of the respective genes and gene products. 
To further characterize the respective protein’s possible function it would be interesting to know 
whether the respective knock-out and over-expression lines display phenotypes. Therefore tagged 
fusion protein over-expression lines in Col-0 background can be established. Protein tags allow for 
immunodetection and monitoring the possible protein expression dynamics, turnover and regulation 
in a constitutive over-expressor. In plants, over-expression is usually achieved with the Cauliflower 
Mosaic Virus (CaMV) 35s promoter. A possible tag would be hemagglutinin (HA) that is frequently 
used for such purposes, but there is a number of other convenient tags such as GFP, MBP and more. 
The following HA fusion protein over-expressor lines would have to be established in the Col-0 
background: 2x35s::HA3-AT5G38820, 2x35s::HA3-AT3G12900, 2x35s::HA3-AT3G07720, 2x35s::HA3-
MTPA2, 2x35s::HA3-GLP5 and 2x35s3::HA3-COPT2. The respective knock-out lines are partly 
commercially available. As a result one would expect possible phenotypes that might hint towards 
the exact function of the protein. Additionally, measurement of iron and other cation contents and 
reversion of a possible change compared to the wild type in the opposite direction in the opposite 
mutant (knock-out vs. wild type and over-expression vs. wild type) might reveal the gene or protein 
as a target for biofortification. 
FIT is probably phosphorylated but no phosphorylation site could be demonstrated in this work 
possibly due to insufficient enrichment of HA7-FIT. So far, the hitherto existing results are very 
promising but improvement of the immunoenrichment and possibly employment of other 
enrichment methods is necessary. A sequential combination of size exclusion chromatography, IMAC 
(immobilized metal ion affinity chromatography) and IP (immunoprecipitation) could help reduce the 
complexity of the protein mixture and increase HA7-FIT concentration to an extend that it is 
measurable by mass spectrometry and not covered by too many unspecific proteins/peptides. 
Additionally, a larger starting amount of plant material than three grams would be necessary to 
increase the total amount of HA7-FIT that enters the purification procedure. To further enrich 
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phosphorylated peptides after digestion a TiO2-based affinity chromatography can be employed. 
Alternatively, more sensitive mass spectrometry techniques could also be employed. A probable 
regulation of the different HA7-FIT isoforms can be better investigated by using only root protein 
extracts instead of whole seedling extracts because the root samples display a more distinct two-
dimensional pattern that is easier measurable when they are investigated using a larger horizontal 
resolution and a higher amount of total protein to reduce the method-based variability. 
Taken together, this work provides new aspects in the response to iron deficiency in A. thaliana and 
gives reason to further investigations for elucidating mechanisms involved in iron homeostasis in A. 
thaliana that might once become a target of biotechnological approaches to  enhance iron nutrition 
and to reduce anemia in humans or to make food plants more iron deficiency-resistant. As a 
theoretical example such a starting point could be manipulation of AT3G12900 as far as it turns out 
to contribute to iron mobilization by increased coumarin synthesis and excretion as has been 
assumed above and thereby enhancing resistance against iron deficient soil conditions. Together 
with other genes this could also contribute to higher iron content in plant food. As an example, in 
rice, iron content has been increased by engineering the iron storage protein ferritin into the 
endosperm while the iron flow to the endosperm has been increased by overproduction of the metal 
chelator nicotianamine together with endosperm-specific expression of the iron-nicotianamine 
transporter OsYSL2. (Masuda et al., 2012) Another well-known example for biofortified food plants is 
‘Golden Rice’ in which β-carotene content has been increased by engineering the required 
biosynthesis enzymes into the endosperm. (Ye et al., 2000) 
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APPENDIX 
Table 4. List of all genes with mean ratios and p-values that have been regulated in the microarray analysis in roots of 
six week-old hydroponically grown Col-0, HA-FIT 8 and fit-3 Arabidopsis plants grown under iron-deficient conditions 
(-Fe) or sufficient iron supply (-Fe) during the last week. The mean ratios are the log2 fold change values in the 
respective pairwise comparisons. 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA1OA00010R1 AT1G01010 -0.47 5.44E-2 0.21 7.24E-1 0.21 1.00E+0 0.72 2.73E-4 -0.58 1.68E-3 0.17 1.00E+0 -0.07 1.00E+0 
CATMA1OA00030F1 AT1G01030 0.83 2.06E-5 0.17 8.91E-1 0.19 1.00E+0 0.03 1.00E+0 0.11 1.00E+0 0.02 1.00E+0 -0.06 1.00E+0 
CATMA1OA00045F1 AT1G01060 0.99 1.52E-7 1.39 0.00E+0 -0.36 2.14E-1 0.17 1.00E+0 0.12 1.00E+0 0.71 3.79E-3 0.73 1.12E-4 
CATMA1OA00050F1 AT1G01070 0.75 2.02E-4 1.19 2.38E-12 -0.18 1.00E+0 0.63 2.66E-3 -0.21 8.98E-1 0.36 1.00E+0 0.62 1.77E-3 
CATMA1OA00070F1 AT1G01090 0.03 1.00E+0 -0.39 1.08E-1 0.49 1.78E-2 -0.58 8.93E-3 0.23 7.91E-1 -0.09 1.00E+0 -0.84 3.53E-6 
CATMA1OA00110F1 AT1G01120 -1.42 0.00E+0 -0.55 6.74E-3 0.71 3.56E-5 -0.93 4.14E-7 -0.49 1.47E-2 0.33 1.00E+0 -2.05 0.00E+0 
CATMA1OA00130F1 AT1G01140 -0.38 1.89E-1 -0.65 6.81E-4 -0.20 1.00E+0 -0.45 8.45E-2 0.35 1.91E-1 0.23 1.00E+0 0.00 1.00E+0 
CATMA1OA00170R1 AT1G01180 -0.49 3.83E-2 -0.72 1.06E-4 -0.08 1.00E+0 -0.27 7.35E-1 0.13 1.00E+0 -0.08 1.00E+0 -0.07 1.00E+0 
CATMA1OM00571F1 AT1G01183 0.33 3.33E-1 -0.35 1.81E-1 0.08 1.00E+0 -0.49 4.31E-2 0.69 8.19E-5 -0.16 1.00E+0 -0.03 1.00E+0 
CATMA1OA00180F1 AT1G01190 -2.38 0.00E+0 -2.11 0.00E+0 0.78 3.86E-6 1.08 1.34E-9 -1.21 1.57E-14 -0.74 2.02E-3 -0.87 1.32E-6 
CATMA1OA00190F1 AT1G01200 -1.93 0.00E+0 -1.70 0.00E+0 0.08 1.00E+0 -0.24 8.65E-1 -0.18 1.00E+0 -0.08 1.00E+0 -0.34 2.98E-1 
CATMA1OA00220R1 AT1G01225 -1.03 3.81E-8 -0.65 6.16E-4 0.14 1.00E+0 -0.41 1.55E-1 -0.47 2.20E-2 -0.02 1.00E+0 -0.95 6.28E-8 
CATMA1OA00240R1 AT1G01240 -0.25 6.68E-1 -0.08 1.00E+0 -0.62 7.59E-4 -0.16 1.00E+0 0.11 1.00E+0 0.22 1.00E+0 0.38 1.72E-1 
CATMA1OA00320F1 AT1G01340 -1.09 4.85E-9 -0.51 1.33E-2 0.05 1.00E+0 -0.14 1.00E+0 -0.66 2.13E-4 -0.01 1.00E+0 -0.77 2.90E-5 
CATMA1ON94893R1 AT1G01355 0.48 4.62E-2 0.95 5.34E-8 -0.05 1.00E+0 0.15 1.00E+0 -0.21 9.31E-1 0.00 1.00E+0 0.18 1.00E+0 
CATMA1OA00370R1 AT1G01380 -0.65 1.92E-3 -1.18 4.08E-12 0.44 5.40E-2 0.38 2.49E-1 1.06 3.76E-11 0.54 1.00E-1 0.99 1.59E-8 
CATMA1OC71005F1 AT1G01390 0.07 1.00E+0 -0.69 2.29E-4 -0.20 1.00E+0 -0.25 8.44E-1 0.71 4.98E-5 -0.05 1.00E+0 0.60 3.30E-3 
CATMA1OA00420F1 AT1G01430 0.70 7.24E-4 -0.11 1.00E+0 0.15 1.00E+0 -0.21 1.00E+0 0.63 4.42E-4 -0.09 1.00E+0 0.25 7.70E-1 
CATMA1OA00440F1 AT1G01453 -0.23 7.63E-1 -1.03 3.08E-9 -0.08 1.00E+0 -0.41 1.59E-1 0.88 1.05E-7 0.07 1.00E+0 0.39 1.52E-1 
CATMA1OA00460F1 AT1G01470 -1.09 4.82E-9 -0.86 1.34E-6 0.11 1.00E+0 -0.06 1.00E+0 0.12 1.00E+0 0.35 1.00E+0 0.07 1.00E+0 
CATMA1OA00465R1 AT1G01480 -2.03 0.00E+0 0.22 6.91E-1 0.79 2.47E-6 0.50 3.56E-2 -0.81 1.28E-6 1.26 1.04E-10 -1.19 2.26E-12 
CATMA1ON101946R1 AT1G01560 -1.38 2.14E-14 0.20 7.67E-1 0.70 6.10E-5 -0.03 1.00E+0 -1.21 1.57E-14 0.03 1.00E+0 -1.77 0.00E+0 
CATMA1OA00550R1 AT1G01570 -0.27 5.84E-1 -0.73 7.41E-5 0.52 8.36E-3 0.13 1.00E+0 0.39 1.04E-1 0.10 1.00E+0 0.03 1.00E+0 
CATMA1OA00560R1 AT1G01580 -4.62 0.00E+0 -4.29 0.00E+0 -0.31 4.17E-1 0.65 1.91E-3 1.82 0.00E+0 0.34 1.00E+0 2.52 0.00E+0 
CATMA1OA00580R1 AT1G01600 -1.91 0.00E+0 0.25 5.30E-1 0.48 2.30E-2 -0.76 9.10E-5 -1.26 0.00E+0 0.89 3.56E-5 -2.53 0.00E+0 
CATMA1OA00590F1 AT1G01610 -0.82 3.04E-5 -0.55 5.97E-3 1.04 4.33E-11 -0.89 1.56E-6 -0.07 1.00E+0 0.33 1.00E+0 -1.83 0.00E+0 
CATMA1ON101947F1 AT1G01620 0.61 4.28E-3 -0.08 1.00E+0 0.33 3.21E-1 0.14 1.00E+0 0.62 6.84E-4 -0.05 1.00E+0 0.46 5.31E-2 
CATMA1OA00650F1 AT1G01670 -0.29 4.83E-1 0.51 1.46E-2 0.56 3.87E-3 0.71 3.37E-4 -0.85 3.05E-7 0.02 1.00E+0 -0.71 1.64E-4 
CATMA1OA00660F1 AT1G01680 -2.32 0.00E+0 -0.31 2.91E-1 1.50 0.00E+0 0.71 4.10E-4 -2.68 0.00E+0 -0.86 8.52E-5 -3.25 0.00E+0 
CATMA1OA00725R1 AT1G01720 -0.77 1.26E-4 -0.57 3.72E-3 -0.47 2.95E-2 -0.64 2.24E-3 0.24 7.40E-1 0.41 6.59E-1 0.07 1.00E+0 
CATMA1ON92365R1 AT1G01750 -0.28 5.22E-1 -2.59 0.00E+0 0.48 2.24E-2 0.03 1.00E+0 1.47 0.00E+0 -0.96 4.72E-6 1.00 1.26E-8 
CATMA1OA00780R1 AT1G01770 0.46 6.82E-2 0.44 4.83E-2 -0.43 5.72E-2 0.15 1.00E+0 0.27 5.40E-1 0.26 1.00E+0 0.91 3.50E-7 
CATMA1OC71010R1 AT1G01780 0.73 2.89E-4 0.13 1.00E+0 0.15 1.00E+0 -0.07 1.00E+0 0.57 2.51E-3 0.04 1.00E+0 0.34 2.93E-1 
CATMA1OA00850F1 AT1G01830 0.68 9.98E-4 0.23 6.63E-1 -0.29 5.30E-1 -0.29 6.35E-1 0.31 3.52E-1 -0.22 1.00E+0 0.37 2.19E-1 
CATMA1OA00890R1 AT1G01900 0.55 1.48E-2 0.28 4.15E-1 0.38 1.54E-1 0.62 3.81E-3 -0.03 1.00E+0 -0.46 3.55E-1 0.18 1.00E+0 
CATMA1OA01070F1 AT1G02070 -1.15 5.68E-10 -1.57 0.00E+0 -0.81 9.50E-7 -1.14 1.31E-10 0.26 6.25E-1 -0.03 1.00E+0 0.01 1.00E+0 
CATMA1OA01200F1 AT1G02220 -0.22 7.86E-1 1.75 0.00E+0 -0.16 1.00E+0 1.58 0.00E+0 -1.61 0.00E+0 0.37 1.00E+0 0.05 1.00E+0 
CATMA1OC71016F1 AT1G02230 -0.98 2.44E-7 -0.27 4.71E-1 0.38 1.49E-1 0.69 5.65E-4 -1.06 2.71E-11 0.12 1.00E+0 -0.62 2.11E-3 
CATMA1OA01300F1 AT1G02310 -1.86 0.00E+0 0.29 3.69E-1 -0.42 7.29E-2 -0.28 6.76E-1 -1.17 1.47E-13 1.25 1.16E-10 -0.93 1.58E-7 
CATMA1OD06013R1 AT1G02320 -0.86 8.66E-6 -0.85 1.80E-6 -0.48 2.27E-2 0.01 1.00E+0 -0.31 3.55E-1 0.01 1.00E+0 -0.08 1.00E+0 
CATMA1OA01320F1 AT1G02335 0.22 7.94E-1 -0.67 3.37E-4 0.39 1.23E-1 0.16 1.00E+0 0.40 8.58E-2 -0.48 2.45E-1 0.14 1.00E+0 
CATMA1OA01330F1 AT1G02340 1.59 0.00E+0 1.21 8.89E-13 -0.15 1.00E+0 0.05 1.00E+0 0.31 3.67E-1 0.18 1.00E+0 0.48 3.47E-2 
CATMA1OA01350F1 AT1G02360 -2.47 0.00E+0 -0.94 8.13E-8 -0.30 4.74E-1 -0.41 1.53E-1 -1.57 0.00E+0 0.09 1.00E+0 -1.74 0.00E+0 
CATMA1OA01360R1 AT1G02370 0.41 1.35E-1 0.61 1.81E-3 0.02 1.00E+0 0.36 3.14E-1 -0.29 4.59E-1 -0.03 1.00E+0 0.14 1.00E+0 
CATMA1OA01370R1 AT1G02380 0.01 1.00E+0 -0.45 4.09E-2 -0.31 4.21E-1 0.18 1.00E+0 0.50 1.31E-2 0.04 1.00E+0 0.97 3.62E-8 
CATMA1OA01380R1 AT1G02390 -1.06 1.68E-8 -0.77 2.56E-5 -0.40 1.12E-1 -0.26 7.78E-1 -0.34 2.36E-1 0.16 1.00E+0 -0.04 1.00E+0 
CATMA1OA01450F1 AT1G02450 -1.21 5.33E-11 -0.16 9.47E-1 0.96 2.08E-9 0.48 5.67E-2 -0.93 1.46E-8 -0.12 1.00E+0 -1.70 0.00E+0 
CATMA1OC71018F1 AT1G02470 -1.01 9.32E-8 -0.33 2.39E-1 -0.04 1.00E+0 0.19 1.00E+0 -0.36 1.87E-1 0.09 1.00E+0 -0.06 1.00E+0 
CATMA1OA01500R1 AT1G02520 0.28 5.37E-1 0.65 5.72E-4 -0.14 1.00E+0 0.30 5.40E-1 -0.66 2.04E-4 -0.38 9.56E-1 -0.31 4.16E-1 
CATMA1OC71021R1 AT1G02570 -0.14 1.00E+0 -2.61 0.00E+0 0.47 2.64E-2 -0.10 1.00E+0 1.51 0.00E+0 -1.07 1.13E-7 1.00 9.96E-9 
CATMA1ON94895F1 AT1G02610 0.48 5.16E-2 0.80 1.01E-5 -0.33 3.27E-1 0.42 1.32E-1 -0.14 1.00E+0 0.24 1.00E+0 0.61 2.40E-3 
CATMA1OA01590R1 AT1G02640 0.58 8.19E-3 0.87 9.82E-7 -0.95 2.61E-9 -0.01 1.00E+0 -0.50 1.29E-2 -0.19 1.00E+0 0.45 6.13E-2 
CATMA1OA01610F1 AT1G02660 0.34 2.98E-1 0.62 1.19E-3 0.47 2.62E-2 -0.19 1.00E+0 -0.13 1.00E+0 -0.02 1.00E+0 -0.88 9.58E-7 
CATMA1OA01730R1 AT1G02810 -0.57 1.03E-2 -0.80 7.80E-6 0.13 1.00E+0 -0.15 1.00E+0 0.27 5.30E-1 -0.31 1.00E+0 -0.27 6.17E-1 
CATMA1OA01755F1 AT1G02820 0.64 2.56E-3 1.05 1.27E-9 0.67 1.43E-4 0.77 6.75E-5 -0.05 1.00E+0 -0.14 1.00E+0 0.25 7.50E-1 
CATMA1ON101965R1 AT1G02850 -1.26 6.18E-12 0.54 7.90E-3 -0.44 5.13E-2 -0.07 1.00E+0 -0.96 2.93E-9 0.84 1.33E-4 -0.39 1.55E-1 
CATMA1OA01790R1 AT1G02860 0.38 1.87E-1 0.64 7.61E-4 -0.03 1.00E+0 0.24 9.05E-1 -0.17 1.00E+0 0.08 1.00E+0 0.07 1.00E+0 
CATMA1OA01820F1 AT1G02900 -0.89 4.00E-6 -0.87 1.07E-6 0.50 1.30E-2 -0.38 2.22E-1 -0.23 7.62E-1 -0.30 1.00E+0 -1.06 1.03E-9 
CATMA1ON92561F1 AT1G02920 -1.92 0.00E+0 0.55 6.84E-3 0.20 1.00E+0 0.26 7.92E-1 -2.57 0.00E+0 -0.62 2.56E-2 -2.32 0.00E+0 
CATMA1OF00011F1 AT1G02930 -2.79 0.00E+0 0.63 1.12E-3 0.25 7.67E-1 0.18 1.00E+0 -3.66 0.00E+0 -0.49 2.13E-1 -3.42 0.00E+0 
CATMA1OC71024F1 AT1G02950 -0.58 9.07E-3 -0.72 1.07E-4 -0.16 1.00E+0 -0.59 6.26E-3 0.37 1.51E-1 0.20 1.00E+0 -0.05 1.00E+0 
CATMA1OA01870R1 AT1G03010 -0.22 8.14E-1 -0.84 2.90E-6 0.09 1.00E+0 -0.03 1.00E+0 0.56 3.23E-3 -0.12 1.00E+0 0.29 5.35E-1 
CATMA1OA01920R1 AT1G03050 -0.28 5.50E-1 0.62 1.15E-3 -0.96 1.68E-9 0.25 8.53E-1 -1.02 1.88E-10 0.28 1.00E+0 0.55 8.62E-3 
CATMA1OC71026R1 AT1G03070 0.43 9.89E-2 -1.47 0.00E+0 0.16 1.00E+0 -0.50 3.90E-2 1.04 7.48E-11 -0.93 1.03E-5 0.49 3.14E-2 
CATMA1OA01965R1 AT1G03090 0.15 1.00E+0 0.55 5.96E-3 -0.21 1.00E+0 0.61 4.40E-3 -0.16 1.00E+0 0.41 6.49E-1 0.61 2.70E-3 
CATMA1OC71028F1 AT1G03106 1.44 0.00E+0 0.17 9.17E-1 -0.51 1.24E-2 -0.02 1.00E+0 1.24 0.00E+0 0.11 1.00E+0 1.76 0.00E+0 
CATMA1OA02060R1 AT1G03170 -0.92 1.63E-6 -0.19 8.26E-1 -0.23 8.92E-1 -0.15 1.00E+0 -0.65 2.77E-4 0.02 1.00E+0 -0.51 2.25E-2 
CATMA1OD00012R1 AT1G03200 -0.08 1.00E+0 0.32 2.80E-1 -0.37 1.81E-1 0.71 3.70E-4 -0.27 5.43E-1 0.32 1.00E+0 0.73 9.27E-5 
CATMA1OC71032R1 AT1G03220 -0.38 1.97E-1 0.93 1.24E-7 0.05 1.00E+0 0.53 2.15E-2 -1.32 0.00E+0 -0.07 1.00E+0 -0.72 1.28E-4 
CATMA1OD02499R1 AT1G03230 -0.49 4.29E-2 0.07 1.00E+0 0.37 1.78E-1 0.54 1.74E-2 -0.92 2.28E-8 -0.43 5.29E-1 -0.71 1.83E-4 
CATMA1OA02220R1 AT1G03340 0.47 5.70E-2 0.40 9.22E-2 0.37 1.86E-1 0.70 5.19E-4 0.20 9.57E-1 0.20 1.00E+0 0.53 1.30E-2 
CATMA1OA02290F1 AT1G03400 -0.79 7.70E-5 0.27 4.56E-1 0.17 1.00E+0 0.34 3.64E-1 -0.72 3.29E-5 0.17 1.00E+0 -0.49 2.84E-2 
CATMA1OA02295F1 AT1G03410 -0.31 4.15E-1 -0.64 7.53E-4 -0.03 1.00E+0 -0.25 8.35E-1 0.45 3.85E-2 0.13 1.00E+0 0.10 1.00E+0 
CATMA1OA02310R1 AT1G03440 1.16 2.93E-10 0.31 3.20E-1 0.35 2.58E-1 -0.21 1.00E+0 0.59 1.37E-3 -0.11 1.00E+0 0.02 1.00E+0 
CATMA1OA02340F1 AT1G03470 4.53 0.00E+0 4.21 0.00E+0 -0.42 7.44E-2 0.33 4.04E-1 0.05 1.00E+0 0.01 1.00E+0 0.96 4.57E-8 
CATMA1ON98315F1 AT1G03506 0.62 3.78E-3 0.34 2.22E-1 -0.23 8.94E-1 0.00 1.00E+0 0.46 2.93E-2 0.13 1.00E+0 0.68 4.55E-4 
CATMA1OA02400F1 AT1G03520 0.32 3.57E-1 -0.08 1.00E+0 -0.17 1.00E+0 0.09 1.00E+0 0.40 9.87E-2 0.10 1.00E+0 0.65 9.91E-4 
CATMA1ON94897F1 AT1G03620 -0.90 3.06E-6 -0.53 9.72E-3 -0.41 9.82E-2 0.28 6.52E-1 -0.44 4.20E-2 -0.02 1.00E+0 0.15 1.00E+0 
CATMA1OC71037R1 AT1G03700 -0.09 1.00E+0 -0.41 8.15E-2 1.39 0.00E+0 -0.64 2.39E-3 0.05 1.00E+0 0.02 1.00E+0 -1.68 0.00E+0 
CATMA1OA02590F1 AT1G03730 0.42 1.13E-1 0.19 8.15E-1 0.37 1.90E-1 -0.41 1.57E-1 0.18 1.00E+0 0.12 1.00E+0 -0.69 3.50E-4 
CATMA1ON98316F1 AT1G03743 0.64 2.62E-3 0.34 2.15E-1 -0.23 9.07E-1 0.12 1.00E+0 0.09 1.00E+0 -0.15 1.00E+0 0.22 9.21E-1 
CATMA1ON98317F1 AT1G03746 0.91 1.97E-6 0.67 3.44E-4 0.01 1.00E+0 0.20 1.00E+0 -0.01 1.00E+0 -0.16 1.00E+0 0.28 5.98E-1 
CATMA1OA02630F1 AT1G03780 -0.65 1.94E-3 -0.70 1.46E-4 -0.17 1.00E+0 -0.45 9.00E-2 -0.10 1.00E+0 0.04 1.00E+0 -0.26 7.05E-1 
CATMA1OA02660F1 AT1G03800 -0.38 1.94E-1 -0.45 3.93E-2 -0.30 4.34E-1 -0.65 1.80E-3 0.06 1.00E+0 0.00 1.00E+0 -0.24 8.17E-1 
CATMA1OA02680F1 AT1G03820 -0.65 2.01E-3 -0.80 1.01E-5 0.49 1.96E-2 0.28 6.63E-1 -0.01 1.00E+0 -0.10 1.00E+0 -0.22 9.12E-1 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA1OA02700F1 AT1G03840 -0.34 3.19E-1 -0.63 1.01E-3 0.07 1.00E+0 -0.48 5.61E-2 0.21 9.33E-1 -0.14 1.00E+0 -0.32 3.85E-1 
CATMA1OA02710F1 AT1G03850 1.28 2.04E-12 1.54 0.00E+0 0.12 1.00E+0 0.68 8.09E-4 -0.38 1.38E-1 -0.12 1.00E+0 0.26 7.18E-1 
CATMA1OA02720F1 AT1G03870 0.39 1.74E-1 -1.25 1.58E-13 0.59 1.79E-3 -0.18 1.00E+0 1.06 3.66E-11 -0.57 5.71E-2 0.37 2.03E-1 
CATMA1OA02760R1 AT1G03905 -1.10 3.45E-9 -0.55 6.20E-3 -0.05 1.00E+0 -0.28 6.99E-1 -0.69 8.96E-5 -0.13 1.00E+0 -0.86 1.87E-6 
CATMA1ON98318R1 AT1G03935 0.68 1.06E-3 0.38 1.26E-1 -0.20 1.00E+0 0.11 1.00E+0 0.47 2.61E-2 0.18 1.00E+0 0.78 2.21E-5 
CATMA1OA02850F1 AT1G03980 -0.66 1.77E-3 -0.02 1.00E+0 0.11 1.00E+0 0.43 1.25E-1 -0.83 6.83E-7 -0.02 1.00E+0 -0.34 2.95E-1 
CATMA1OA02870R1 AT1G03990 1.11 2.22E-9 1.47 0.00E+0 0.04 1.00E+0 0.09 1.00E+0 0.15 1.00E+0 0.25 1.00E+0 -0.03 1.00E+0 
CATMA1OA02890F1 AT1G04010 -0.16 9.96E-1 -0.73 8.09E-5 -0.03 1.00E+0 0.16 1.00E+0 0.42 6.97E-2 0.03 1.00E+0 0.57 5.48E-3 
CATMA1OA02920F1 AT1G04040 -0.09 1.00E+0 -0.85 1.94E-6 0.20 1.00E+0 -0.12 1.00E+0 0.56 3.02E-3 -0.13 1.00E+0 0.18 1.00E+0 
CATMA1OA02965R1 AT1G04100 -0.80 5.39E-5 -0.33 2.40E-1 0.19 1.00E+0 -0.06 1.00E+0 -0.24 7.11E-1 -0.07 1.00E+0 -0.55 9.06E-3 
CATMA1ON94898R1 AT1G04160 -0.41 1.28E-1 -1.30 1.09E-14 -0.18 1.00E+0 -0.39 2.09E-1 0.25 6.93E-1 -0.56 7.00E-2 0.17 1.00E+0 
CATMA1OC71039R1 AT1G04180 -0.95 5.62E-7 -0.38 1.30E-1 -0.55 4.02E-3 -0.40 1.92E-1 -0.58 1.76E-3 0.13 1.00E+0 -0.55 1.03E-2 
CATMA1OC71040F1 AT1G04220 -1.69 0.00E+0 -1.03 2.63E-9 1.27 0.00E+0 -1.96 0.00E+0 -0.26 6.27E-1 0.40 7.05E-1 -3.25 0.00E+0 
CATMA1OA03107R1 AT1G04250 1.03 4.15E-8 -0.19 8.30E-1 0.29 5.03E-1 -0.25 8.54E-1 0.67 1.72E-4 -0.49 2.26E-1 0.17 1.00E+0 
CATMA1OA03150F1 AT1G04310 -0.80 5.17E-5 -0.51 1.35E-2 -0.51 1.18E-2 -0.51 3.11E-2 -0.38 1.20E-1 0.14 1.00E+0 -0.22 9.01E-1 
CATMA1OA03160F1 AT1G04330 -1.09 4.94E-9 -0.75 3.81E-5 -1.76 0.00E+0 -1.98 0.00E+0 0.44 4.70E-2 0.60 3.57E-2 -0.10 1.00E+0 
CATMA1OA03180R1 AT1G04350 2.06 0.00E+0 1.11 1.07E-10 0.41 9.11E-2 0.14 1.00E+0 1.31 0.00E+0 0.27 1.00E+0 1.01 7.51E-9 
CATMA1OA03190F1 AT1G04360 -1.24 1.13E-11 -0.72 8.90E-5 1.34 0.00E+0 -1.12 3.33E-10 -0.27 5.71E-1 0.03 1.00E+0 -2.71 0.00E+0 
CATMA1OA03210F1 AT1G04380 -0.11 1.00E+0 -0.68 2.78E-4 -0.62 7.51E-4 -0.83 1.40E-5 0.56 3.33E-3 -0.10 1.00E+0 0.58 4.81E-3 
CATMA1OA03330F1 AT1G04490 -0.67 1.32E-3 -0.32 2.60E-1 0.12 1.00E+0 0.51 3.19E-2 -0.31 3.33E-1 -0.10 1.00E+0 -0.18 1.00E+0 
CATMA1OA03410R1 AT1G04560 -0.40 1.43E-1 -0.65 6.63E-4 -0.34 2.66E-1 -0.14 1.00E+0 0.48 1.85E-2 0.20 1.00E+0 0.46 5.42E-2 
CATMA1OA03450R1 AT1G04610 -0.21 8.23E-1 -0.87 1.03E-6 0.19 1.00E+0 -0.39 1.95E-1 0.43 5.84E-2 -0.30 1.00E+0 0.16 1.00E+0 
CATMA1OA03485R1 AT1G04640 1.06 1.42E-8 0.80 9.45E-6 0.23 9.02E-1 0.53 2.39E-2 0.20 9.44E-1 0.15 1.00E+0 0.50 2.52E-2 
CATMA1OA03520F1 AT1G04680 -0.49 4.38E-2 -0.93 1.01E-7 0.06 1.00E+0 0.05 1.00E+0 0.00 1.00E+0 -0.44 4.79E-1 0.19 1.00E+0 
CATMA1OA03530R1 AT1G04700 0.05 1.00E+0 -1.30 1.09E-14 0.35 2.25E-1 -0.02 1.00E+0 1.00 5.85E-10 -0.16 1.00E+0 0.89 5.90E-7 
CATMA1OA03570F1 AT1G04770 0.73 3.10E-4 1.61 0.00E+0 0.05 1.00E+0 0.52 2.60E-2 -0.50 1.37E-2 0.33 1.00E+0 -0.03 1.00E+0 
CATMA1ON101986R1 AT1G04778 -0.25 6.79E-1 -0.61 1.48E-3 0.41 8.49E-2 -0.32 4.59E-1 0.14 1.00E+0 -0.05 1.00E+0 -0.61 2.51E-3 
CATMA1ON101988R1 AT1G04900 0.74 2.51E-4 0.35 1.78E-1 0.36 1.92E-1 0.33 4.01E-1 0.33 2.53E-1 -0.11 1.00E+0 0.30 4.90E-1 
CATMA1OA03830F1 AT1G04990 -0.92 1.38E-6 -0.75 4.13E-5 -0.24 8.25E-1 -0.51 2.96E-2 -0.06 1.00E+0 0.10 1.00E+0 -0.07 1.00E+0 
CATMA1OA03840R1 AT1G05000 -0.61 4.89E-3 0.58 3.33E-3 0.27 6.55E-1 0.63 2.75E-3 -0.79 2.40E-6 0.57 6.08E-2 -0.43 8.60E-2 
CATMA1OB03855F1 AT1G05010 -1.74 0.00E+0 -0.60 1.98E-3 0.02 1.00E+0 0.25 8.48E-1 -1.47 0.00E+0 -0.18 1.00E+0 -1.28 3.19E-14 
CATMA1OA03860F1 AT1G05020 -0.13 1.00E+0 -0.98 2.11E-8 0.10 1.00E+0 0.22 1.00E+0 0.89 7.46E-8 -0.26 1.00E+0 0.82 5.87E-6 
CATMA1OA03900F1 AT1G05060 -0.49 4.39E-2 0.77 2.53E-5 0.18 1.00E+0 0.63 2.97E-3 -0.95 4.41E-9 0.45 3.83E-1 -0.43 8.17E-2 
CATMA1OA03910F1 AT1G05065 -0.92 1.63E-6 -0.04 1.00E+0 -0.17 1.00E+0 -0.28 6.67E-1 -0.67 1.42E-4 0.41 6.65E-1 -0.56 8.24E-3 
CATMA1OA03970R1 AT1G05100 -0.48 4.69E-2 -0.62 1.29E-3 0.08 1.00E+0 -0.44 1.02E-1 0.19 1.00E+0 -0.03 1.00E+0 -0.25 7.22E-1 
CATMA1OA04030F1 AT1G05170 -0.29 4.78E-1 -0.74 5.62E-5 0.07 1.00E+0 0.07 1.00E+0 0.02 1.00E+0 -0.39 8.43E-1 0.09 1.00E+0 
CATMA1OA04045R1 AT1G05200 -0.22 8.01E-1 -0.65 5.60E-4 -0.15 1.00E+0 -0.26 7.81E-1 0.43 5.73E-2 0.24 1.00E+0 0.39 1.63E-1 
CATMA1OA04060R1 AT1G05210 -0.15 1.00E+0 -0.87 8.99E-7 -0.06 1.00E+0 -0.34 3.66E-1 0.41 7.65E-2 -0.53 1.17E-1 0.27 6.19E-1 
CATMA1OA04070R1 AT1G05220 0.65 2.18E-3 -0.23 6.41E-1 -0.40 1.10E-1 -0.66 1.35E-3 0.50 1.42E-2 -0.26 1.00E+0 0.54 1.05E-2 
CATMA1OA04113R1 AT1G05260 0.92 1.60E-6 -0.01 1.00E+0 0.87 8.34E-8 0.46 7.86E-2 0.74 1.37E-5 -0.13 1.00E+0 0.21 9.69E-1 
CATMA1OA04130F1 AT1G05280 -0.55 1.43E-2 -1.41 0.00E+0 -0.10 1.00E+0 -0.32 4.59E-1 0.58 2.11E-3 -0.37 9.77E-1 0.42 9.72E-2 
CATMA1OA04170F1 AT1G05300 -2.61 0.00E+0 -3.64 0.00E+0 -0.36 2.17E-1 -1.30 8.14E-14 1.52 0.00E+0 -0.30 1.00E+0 0.51 1.97E-2 
CATMA1OA04190F1 AT1G05310 1.05 2.45E-8 -0.51 1.47E-2 0.46 3.83E-2 0.55 1.59E-2 0.61 9.55E-4 -0.88 5.01E-5 0.46 5.62E-2 
CATMA1OC71047F1 AT1G05340 -1.27 4.04E-12 0.12 1.00E+0 -0.14 1.00E+0 0.01 1.00E+0 -0.92 1.57E-8 0.63 1.92E-2 -0.67 5.67E-4 
CATMA1OA04290F1 AT1G05385 0.84 1.92E-5 0.64 8.22E-4 -0.24 8.19E-1 -0.08 1.00E+0 0.14 1.00E+0 0.23 1.00E+0 0.37 2.23E-1 
CATMA1OA04360R1 AT1G05450 -0.64 2.24E-3 -0.27 4.47E-1 1.30 0.00E+0 -0.57 9.77E-3 -0.45 3.62E-2 0.05 1.00E+0 -2.05 0.00E+0 
CATMA1ON94901F1 AT1G05470 1.22 2.99E-11 0.62 1.35E-3 0.57 2.54E-3 0.57 9.64E-3 0.20 9.47E-1 -0.11 1.00E+0 0.34 2.94E-1 
CATMA1ON95262F1 AT1G05530 -0.89 3.50E-6 -2.53 0.00E+0 -0.15 1.00E+0 -0.39 2.18E-1 1.31 0.00E+0 -0.58 4.95E-2 1.21 1.03E-12 
CATMA1OC71051F1 AT1G05560 -1.70 0.00E+0 -0.86 1.37E-6 -0.43 6.75E-2 -0.87 2.95E-6 -0.06 1.00E+0 0.03 1.00E+0 -0.40 1.41E-1 
CATMA1OA04500F1 AT1G05570 0.61 4.26E-3 -0.34 2.08E-1 0.13 1.00E+0 0.14 1.00E+0 0.64 4.12E-4 -0.29 1.00E+0 0.64 1.21E-3 
CATMA1OC71052F1 AT1G05575 0.41 1.29E-1 -0.14 9.88E-1 0.80 1.90E-6 -0.25 8.63E-1 0.16 1.00E+0 -0.47 3.06E-1 -0.89 6.21E-7 
CATMA1ON102002R1 AT1G05630 0.35 2.61E-1 -0.48 2.46E-2 0.08 1.00E+0 0.18 1.00E+0 0.02 1.00E+0 -0.74 1.88E-3 0.10 1.00E+0 
CATMA1OA04620F1 AT1G05640 -0.62 3.48E-3 -0.39 1.03E-1 -0.02 1.00E+0 0.27 7.05E-1 -0.25 6.48E-1 -0.04 1.00E+0 -0.12 1.00E+0 
CATMA1ON94903F1 AT1G05650 0.39 1.65E-1 -2.03 0.00E+0 0.76 6.08E-6 0.00 1.00E+0 1.36 0.00E+0 -1.25 1.51E-10 0.40 1.30E-1 
CATMA1ON94904F1 AT1G05660 0.24 6.99E-1 -2.96 0.00E+0 0.86 1.36E-7 -0.71 3.62E-4 1.65 0.00E+0 -1.68 0.00E+0 0.20 1.00E+0 
CATMA1OF00023F1 AT1G05680 3.67 0.00E+0 4.72 0.00E+0 0.17 1.00E+0 0.02 1.00E+0 0.04 1.00E+0 0.94 9.66E-6 -0.30 4.86E-1 
CATMA1OA04690R1 AT1G05690 0.33 3.40E-1 1.13 3.70E-11 -0.12 1.00E+0 0.55 1.38E-2 -0.39 1.15E-1 0.29 1.00E+0 0.54 1.12E-2 
CATMA1ON102005R1 AT1G05700 0.27 5.55E-1 -0.48 2.30E-2 -0.01 1.00E+0 0.57 1.07E-2 0.31 3.39E-1 -0.41 6.77E-1 0.89 6.68E-7 
CATMA1OA04710R1 AT1G05710 -0.83 2.52E-5 -0.33 2.28E-1 -0.24 8.27E-1 0.03 1.00E+0 -0.27 5.36E-1 0.25 1.00E+0 -0.01 1.00E+0 
CATMA1OA04730R1 AT1G05730 0.60 5.87E-3 0.97 2.45E-8 0.54 5.69E-3 0.41 1.66E-1 -0.25 6.74E-1 0.23 1.00E+0 -0.40 1.46E-1 
CATMA1OA04770F1 AT1G05770 -0.39 1.76E-1 -0.74 5.07E-5 -0.18 1.00E+0 -0.56 1.22E-2 0.61 8.69E-4 0.21 1.00E+0 0.24 7.85E-1 
CATMA1OC71057R1 AT1G05780 -0.31 4.03E-1 -0.37 1.47E-1 0.62 6.44E-4 0.62 3.56E-3 0.46 2.72E-2 -0.08 1.00E+0 0.21 9.62E-1 
CATMA1OC71059R1 AT1G05810 0.31 4.05E-1 -0.52 1.26E-2 0.05 1.00E+0 -0.18 1.00E+0 0.60 1.14E-3 -0.10 1.00E+0 0.35 2.81E-1 
CATMA1OA04850R1 AT1G05835 -0.27 5.71E-1 -0.65 6.51E-4 0.19 1.00E+0 -0.46 7.57E-2 0.19 1.00E+0 0.10 1.00E+0 -0.22 8.92E-1 
CATMA1OA04870F1 AT1G05850 -0.52 2.42E-2 -1.14 2.18E-11 -0.15 1.00E+0 -0.71 3.42E-4 0.40 9.96E-2 -0.20 1.00E+0 -0.23 8.75E-1 
CATMA1OA04900R1 AT1G05880 -0.64 2.33E-3 0.98 1.63E-8 1.07 1.12E-11 0.98 8.04E-8 -2.78 0.00E+0 -1.23 3.19E-10 -2.82 0.00E+0 
CATMA1OA04990F1 AT1G05950 -0.78 9.09E-5 -0.40 1.01E-1 0.23 8.71E-1 0.24 8.98E-1 -0.26 5.88E-1 0.07 1.00E+0 -0.23 8.45E-1 
CATMA1OC71061R1 AT1G05990 -0.20 8.58E-1 -0.64 8.50E-4 -0.05 1.00E+0 -0.20 1.00E+0 0.38 1.28E-1 -0.20 1.00E+0 0.15 1.00E+0 
CATMA1OA05030F1 AT1G06000 -1.01 8.32E-8 -1.03 2.68E-9 0.49 1.79E-2 0.19 1.00E+0 -0.15 1.00E+0 -0.06 1.00E+0 -0.29 5.35E-1 
CATMA1OA05065F1 AT1G06040 1.00 1.32E-7 0.66 4.51E-4 -0.25 7.85E-1 -0.71 4.00E-4 0.68 1.11E-4 0.40 7.22E-1 0.13 1.00E+0 
CATMA1OA05095R1 AT1G06080 -1.27 3.75E-12 -0.57 3.80E-3 -0.81 1.01E-6 -0.69 5.82E-4 -0.54 4.89E-3 0.06 1.00E+0 -0.25 7.50E-1 
CATMA1ON92342R1 AT1G06090 0.96 4.87E-7 -1.54 0.00E+0 0.27 6.35E-1 -0.27 7.36E-1 1.33 0.00E+0 -1.19 1.30E-9 0.79 1.52E-5 
CATMA1OF00028R1 AT1G06120 1.55 0.00E+0 -1.97 0.00E+0 0.90 3.17E-8 -0.71 3.57E-4 2.46 0.00E+0 -1.34 2.79E-12 0.82 7.01E-6 
CATMA1OA05150R1 AT1G06135 -2.62 0.00E+0 -0.20 7.77E-1 0.72 3.02E-5 -0.11 1.00E+0 -2.93 0.00E+0 0.01 1.00E+0 -3.79 0.00E+0 
CATMA1OA05160F1 AT1G06137 -3.84 0.00E+0 0.20 7.78E-1 1.03 6.75E-11 0.19 1.00E+0 -3.91 0.00E+0 -0.81 3.69E-4 -4.95 0.00E+0 
CATMA1OA05270R1 AT1G06225 -0.69 8.09E-4 -0.16 9.50E-1 0.27 6.64E-1 0.83 1.35E-5 0.17 1.00E+0 0.87 5.76E-5 0.90 4.95E-7 
CATMA1OC71064R1 AT1G06290 -0.17 9.78E-1 -0.67 3.57E-4 -0.18 1.00E+0 -0.10 1.00E+0 0.07 1.00E+0 -0.42 6.19E-1 0.12 1.00E+0 
CATMA1OA05370F1 AT1G06330 0.35 2.65E-1 -0.28 4.11E-1 0.04 1.00E+0 -0.56 1.33E-2 0.67 1.34E-4 0.08 1.00E+0 0.24 7.87E-1 
CATMA1OC71065F1 AT1G06350 -1.34 1.42E-13 0.92 1.74E-7 -0.37 1.63E-1 0.12 1.00E+0 -0.37 1.57E-1 1.05 2.32E-7 -0.27 6.35E-1 
CATMA1OA05450R1 AT1G06420 -0.61 4.60E-3 -0.35 1.98E-1 -0.34 2.69E-1 -0.60 4.80E-3 -0.07 1.00E+0 -0.11 1.00E+0 -0.05 1.00E+0 
CATMA1OA05510F1 AT1G06475 -0.74 2.73E-4 -0.75 3.70E-5 -0.09 1.00E+0 -0.37 2.75E-1 0.10 1.00E+0 0.01 1.00E+0 -0.19 1.00E+0 
CATMA1OA05550F1 AT1G06520 -0.23 7.45E-1 1.10 1.53E-10 -0.24 8.60E-1 0.98 6.22E-8 0.39 1.06E-1 1.67 0.00E+0 1.45 0.00E+0 
CATMA1OA05590F1 AT1G06550 -0.94 9.13E-7 -0.47 2.77E-2 -0.14 1.00E+0 -0.09 1.00E+0 -0.28 5.12E-1 0.16 1.00E+0 -0.23 8.66E-1 
CATMA1OA05615F1 AT1G06570 -0.22 7.82E-1 0.08 1.00E+0 -0.33 3.27E-1 -0.22 9.94E-1 0.26 6.37E-1 0.61 3.01E-2 0.39 1.54E-1 
CATMA1OA05650R1 AT1G06620 -0.10 1.00E+0 0.16 9.55E-1 -0.53 7.06E-3 0.15 1.00E+0 0.28 4.92E-1 0.64 1.83E-2 0.99 1.38E-8 
CATMA1OC71070R1 AT1G06640 -0.69 8.04E-4 -0.48 2.30E-2 -0.37 1.67E-1 -0.30 5.42E-1 -0.01 1.00E+0 0.18 1.00E+0 0.00 1.00E+0 
CATMA1ON92385R1 AT1G06645 -0.74 2.21E-4 0.44 4.92E-2 -0.38 1.59E-1 0.59 7.03E-3 -0.90 4.50E-8 0.28 1.00E+0 0.16 1.00E+0 
CATMA1OF00032R1 AT1G06650 -0.71 4.87E-4 -0.55 5.90E-3 -0.55 4.64E-3 -0.64 2.30E-3 0.03 1.00E+0 0.18 1.00E+0 -0.04 1.00E+0 
CATMA1OA05720R1 AT1G06680 -0.22 8.06E-1 -0.71 1.38E-4 -0.47 2.76E-2 -0.69 6.77E-4 0.19 1.00E+0 -0.18 1.00E+0 0.04 1.00E+0 
CATMA1OA05730F1 AT1G06690 0.78 9.32E-5 0.20 7.85E-1 0.48 2.47E-2 0.33 4.41E-1 0.80 1.73E-6 0.19 1.00E+0 0.52 1.67E-2 
CATMA1OA05820F1 AT1G06760 -0.70 6.10E-4 -0.85 1.78E-6 -0.39 1.23E-1 -0.50 4.10E-2 -0.03 1.00E+0 -0.08 1.00E+0 -0.17 1.00E+0 
CATMA1OA05880F1 AT1G06800 -0.90 2.97E-6 -0.03 1.00E+0 0.00 1.00E+0 0.07 1.00E+0 -0.61 9.05E-4 0.28 1.00E+0 -0.64 1.26E-3 
CATMA1OC71073R1 AT1G06830 0.14 1.00E+0 -0.82 5.32E-6 0.04 1.00E+0 -0.41 1.49E-1 0.59 1.57E-3 -0.33 1.00E+0 -0.04 1.00E+0 
CATMA1OA05910F1 AT1G06840 -0.90 2.82E-6 0.09 1.00E+0 0.05 1.00E+0 -0.10 1.00E+0 -1.00 6.07E-10 0.06 1.00E+0 -1.08 3.12E-10 
CATMA1OA05990R1 AT1G06923 -0.20 8.75E-1 -1.18 5.06E-12 0.17 1.00E+0 0.19 1.00E+0 0.68 1.03E-4 -0.09 1.00E+0 0.59 3.48E-3 
CATMA1OA06000R1 AT1G06930 0.05 1.00E+0 -1.35 0.00E+0 -0.17 1.00E+0 -0.69 5.94E-4 0.70 5.91E-5 -0.70 4.17E-3 0.28 5.98E-1 
CATMA1OA06040F1 AT1G06980 -0.32 3.89E-1 -1.26 8.11E-14 0.04 1.00E+0 -0.67 1.17E-3 0.83 7.61E-7 -0.03 1.00E+0 0.27 6.36E-1 
CATMA1OA06160F1 AT1G07090 -0.66 1.46E-3 -0.43 5.58E-2 -0.08 1.00E+0 -0.45 8.72E-2 -0.07 1.00E+0 0.15 1.00E+0 -0.10 1.00E+0 
CATMA1OA06170F1 AT1G07120 -0.71 5.08E-4 -0.73 6.61E-5 0.06 1.00E+0 0.09 1.00E+0 0.02 1.00E+0 -0.02 1.00E+0 -0.10 1.00E+0 
CATMA1OA06190F1 AT1G07135 -0.93 1.20E-6 -1.09 2.08E-10 0.47 2.69E-2 -0.47 6.73E-2 0.12 1.00E+0 -0.07 1.00E+0 -0.74 7.30E-5 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA1ON92574R1 AT1G07175 1.94 0.00E+0 -1.74 0.00E+0 0.92 1.28E-8 -0.37 2.52E-1 2.06 0.00E+0 -1.36 1.20E-12 0.82 6.78E-6 
CATMA1OA06270F1 AT1G07220 0.01 1.00E+0 0.12 1.00E+0 0.45 4.48E-2 0.08 1.00E+0 -0.29 4.65E-1 0.13 1.00E+0 -0.59 3.76E-3 
CATMA1OA06330R1 AT1G07280 0.66 1.50E-3 0.34 2.16E-1 -0.05 1.00E+0 -0.33 4.31E-1 0.35 2.09E-1 0.03 1.00E+0 0.11 1.00E+0 
CATMA1OA06450F1 AT1G07380 0.13 1.00E+0 -0.30 3.31E-1 -0.29 4.91E-1 0.01 1.00E+0 0.27 5.62E-1 -0.28 1.00E+0 0.67 5.29E-4 
CATMA1OA06470R1 AT1G07400 -0.64 2.38E-3 -0.38 1.28E-1 -0.20 1.00E+0 -0.42 1.46E-1 -0.29 4.23E-1 -0.18 1.00E+0 -0.40 1.41E-1 
CATMA1OA06480R1 AT1G07410 -0.24 7.19E-1 -0.94 6.96E-8 0.29 5.25E-1 -0.13 1.00E+0 0.60 1.22E-3 -0.28 1.00E+0 0.14 1.00E+0 
CATMA1OA06530R1 AT1G07460 0.07 1.00E+0 -0.65 5.60E-4 0.01 1.00E+0 0.04 1.00E+0 0.38 1.31E-1 -0.38 9.00E-1 0.05 1.00E+0 
CATMA1ON92330F1 AT1G07490 -0.14 1.00E+0 -1.15 1.87E-11 -0.32 3.55E-1 -0.83 1.05E-5 0.77 5.33E-6 -0.23 1.00E+0 0.23 8.25E-1 
CATMA1OA06580F1 AT1G07500 5.21 0.00E+0 4.80 0.00E+0 -0.47 2.81E-2 -0.07 1.00E+0 -0.20 9.84E-1 0.11 1.00E+0 0.25 7.37E-1 
CATMA1OA06640F1 AT1G07550 1.30 1.01E-12 0.08 1.00E+0 -0.46 3.33E-2 -0.01 1.00E+0 1.11 2.80E-12 -0.07 1.00E+0 1.46 0.00E+0 
CATMA1OA06650R1 AT1G07560 1.01 7.26E-8 0.76 3.12E-5 -0.05 1.00E+0 0.58 8.18E-3 0.45 3.35E-2 -0.16 1.00E+0 0.76 4.64E-5 
CATMA1OC71085R1 AT1G07610 0.47 5.67E-2 0.54 8.34E-3 0.69 8.12E-5 1.11 3.95E-10 0.19 1.00E+0 0.29 1.00E+0 0.78 2.36E-5 
CATMA1OA06710F1 AT1G07650 -0.67 1.17E-3 -0.17 9.03E-1 -0.12 1.00E+0 -0.31 5.21E-1 -0.48 2.03E-2 -0.19 1.00E+0 -0.76 4.31E-5 
CATMA1OA06743R1 AT1G07680 0.66 1.78E-3 -2.27 0.00E+0 0.69 6.83E-5 0.29 6.18E-1 1.44 0.00E+0 -1.61 0.00E+0 1.19 3.15E-12 
CATMA1OA06746R1 AT1G07690 1.40 1.10E-14 -0.31 2.89E-1 0.40 1.00E-1 0.50 3.61E-2 0.48 2.01E-2 -1.17 3.10E-9 0.65 9.57E-4 
CATMA1OA06750R1 AT1G07700 1.06 1.45E-8 1.10 1.27E-10 0.02 1.00E+0 0.59 7.04E-3 0.04 1.00E+0 0.21 1.00E+0 0.61 2.31E-3 
CATMA1OA06770F1 AT1G07710 0.38 1.85E-1 -0.15 9.78E-1 0.06 1.00E+0 0.51 3.19E-2 0.24 7.38E-1 -0.30 1.00E+0 0.80 1.45E-5 
CATMA1OA06780F1 AT1G07720 -0.16 9.93E-1 1.63 0.00E+0 0.36 2.12E-1 1.54 0.00E+0 -1.24 0.00E+0 0.70 5.10E-3 -0.03 1.00E+0 
CATMA1OA06820F1 AT1G07750 0.36 2.43E-1 -0.58 3.29E-3 0.24 8.15E-1 0.03 1.00E+0 0.72 3.13E-5 -0.33 1.00E+0 0.44 6.98E-2 
CATMA1OA06842R1 AT1G07795 -0.37 2.17E-1 -1.92 0.00E+0 0.23 8.78E-1 -0.32 4.85E-1 0.85 3.07E-7 -0.87 7.07E-5 0.06 1.00E+0 
CATMA1OA06872F1 AT1G07880 -0.93 1.01E-6 -0.35 1.76E-1 -0.74 1.33E-5 -0.30 5.86E-1 -0.17 1.00E+0 0.14 1.00E+0 0.00 1.00E+0 
CATMA1OA06874R1 AT1G07890 -2.06 0.00E+0 -1.63 0.00E+0 0.16 1.00E+0 -0.26 8.04E-1 -0.67 1.70E-4 0.02 1.00E+0 -1.08 4.48E-10 
CATMA1ON95260R1 AT1G07900 -1.44 0.00E+0 -0.64 8.49E-4 0.24 8.12E-1 0.02 1.00E+0 -0.72 2.74E-5 0.31 1.00E+0 -1.04 1.98E-9 
CATMA1OA06950R1 AT1G07985 0.71 4.90E-4 0.56 5.15E-3 0.06 1.00E+0 0.29 6.39E-1 0.12 1.00E+0 -0.10 1.00E+0 0.36 2.32E-1 
CATMA1OA07030F1 AT1G08050 -1.43 0.00E+0 -0.79 1.19E-5 0.34 2.93E-1 0.31 5.10E-1 -0.95 6.34E-9 -0.28 1.00E+0 -0.99 1.60E-8 
CATMA1OC71095F1 AT1G08080 -1.12 1.64E-9 0.22 6.92E-1 -0.44 5.09E-2 -0.09 1.00E+0 -0.17 1.00E+0 1.06 1.88E-7 0.06 1.00E+0 
CATMA1OA07063R1 AT1G08090 0.17 9.72E-1 0.72 9.90E-5 0.90 2.49E-8 1.41 0.00E+0 -0.16 1.00E+0 0.37 1.00E+0 0.47 4.73E-2 
CATMA1OA07066F1 AT1G08100 -2.20 0.00E+0 -0.86 1.15E-6 0.31 3.88E-1 0.70 5.24E-4 -1.36 0.00E+0 0.26 1.00E+0 -0.80 1.16E-5 
CATMA1OA07130F1 AT1G08150 0.58 7.97E-3 1.16 1.00E-11 -0.30 4.70E-1 0.14 1.00E+0 0.22 8.42E-1 -0.01 1.00E+0 0.40 1.32E-1 
CATMA1OA07140F1 AT1G08160 -0.21 8.46E-1 -0.71 1.43E-4 0.13 1.00E+0 -0.50 3.66E-2 0.42 6.01E-2 0.11 1.00E+0 -0.22 8.82E-1 
CATMA1OA07150F1 AT1G08165 -0.62 3.78E-3 -0.17 9.09E-1 0.10 1.00E+0 0.26 8.04E-1 -0.26 5.96E-1 -0.12 1.00E+0 0.06 1.00E+0 
CATMA1OA07190F1 AT1G08200 -0.66 1.58E-3 -1.02 3.64E-9 -0.08 1.00E+0 -0.53 2.37E-2 0.34 2.28E-1 -0.22 1.00E+0 -0.07 1.00E+0 
CATMA1OA07230F1 AT1G08230 -0.63 3.05E-3 -0.11 1.00E+0 -0.37 1.80E-1 -0.14 1.00E+0 -0.08 1.00E+0 0.46 3.37E-1 -0.02 1.00E+0 
CATMA1OA07240F1 AT1G08250 -0.96 4.83E-7 -0.51 1.49E-2 0.54 5.53E-3 -0.23 9.24E-1 -0.21 9.04E-1 0.14 1.00E+0 -1.12 7.51E-11 
CATMA1OA07280F1 AT1G08290 -1.27 4.39E-12 -0.78 1.53E-5 -0.14 1.00E+0 0.30 5.48E-1 -0.50 1.14E-2 0.35 1.00E+0 -0.44 7.44E-2 
CATMA1OA07300R1 AT1G08310 0.14 1.00E+0 -0.66 4.75E-4 0.63 4.40E-4 -0.06 1.00E+0 0.61 7.69E-4 -0.28 1.00E+0 -0.12 1.00E+0 
CATMA1OA07330R1 AT1G08340 0.21 8.17E-1 -1.08 3.11E-10 0.19 1.00E+0 0.13 1.00E+0 0.88 1.09E-7 -0.49 2.25E-1 0.67 5.06E-4 
CATMA1OA07360F1 AT1G08380 0.25 6.82E-1 -0.65 6.63E-4 -0.23 9.32E-1 -1.01 2.43E-8 0.42 6.63E-2 -0.45 4.00E-1 -0.07 1.00E+0 
CATMA1OA07465R1 AT1G08500 -0.09 1.00E+0 -1.66 0.00E+0 0.24 8.60E-1 -0.75 1.41E-4 1.07 2.06E-11 -0.83 2.07E-4 0.19 1.00E+0 
CATMA1OA07510R1 AT1G08590 0.80 5.24E-5 -0.22 6.78E-1 0.33 3.15E-1 -0.10 1.00E+0 0.72 2.94E-5 -0.22 1.00E+0 0.35 2.70E-1 
CATMA1OA07550F1 AT1G08630 -1.10 3.61E-9 1.38 0.00E+0 0.57 2.74E-3 0.74 1.54E-4 0.33 2.65E-1 2.62 0.00E+0 0.23 8.48E-1 
CATMA1OC71103F1 AT1G08670 1.08 6.10E-9 0.93 1.02E-7 1.08 4.47E-12 0.91 8.45E-7 0.54 4.54E-3 0.20 1.00E+0 0.26 7.13E-1 
CATMA1OA07760R1 AT1G08860 -0.26 6.11E-1 0.05 1.00E+0 0.45 3.91E-2 -0.05 1.00E+0 -0.40 9.10E-2 -0.02 1.00E+0 -0.74 7.16E-5 
CATMA1OC71107R1 AT1G08900 -0.39 1.61E-1 0.14 1.00E+0 -0.62 5.92E-4 -0.36 3.16E-1 -0.32 2.96E-1 0.22 1.00E+0 0.12 1.00E+0 
CATMA1OA07796R1 AT1G08930 -0.58 7.72E-3 0.15 9.68E-1 0.31 4.10E-1 0.03 1.00E+0 -0.96 3.70E-9 -0.18 1.00E+0 -1.27 4.74E-14 
CATMA1OA07800R1 AT1G08940 -0.77 1.16E-4 0.22 7.04E-1 -0.08 1.00E+0 -0.04 1.00E+0 -0.67 1.43E-4 0.16 1.00E+0 -0.62 1.92E-3 
CATMA1OA07820R1 AT1G08980 -0.72 4.29E-4 -0.88 7.67E-7 -0.51 1.11E-2 -0.70 4.50E-4 0.16 1.00E+0 0.22 1.00E+0 0.09 1.00E+0 
CATMA1OA07830R1 AT1G08990 -0.16 9.95E-1 -0.42 6.77E-2 -0.26 6.78E-1 0.52 2.44E-2 0.16 1.00E+0 0.02 1.00E+0 0.86 2.15E-6 
CATMA1OA07860F1 AT1G09030 0.64 2.37E-3 0.41 7.81E-2 1.54 0.00E+0 1.13 1.45E-10 -0.02 1.00E+0 -0.19 1.00E+0 -0.28 6.03E-1 
CATMA1OA07895R1 AT1G09070 -0.60 6.07E-3 -0.60 2.00E-3 -0.05 1.00E+0 -0.25 8.55E-1 0.15 1.00E+0 0.19 1.00E+0 -0.16 1.00E+0 
CATMA1OA07900F1 AT1G09080 -1.26 6.78E-12 -0.25 5.32E-1 0.22 9.51E-1 0.19 1.00E+0 -0.82 9.65E-7 -0.32 1.00E+0 -0.77 3.23E-5 
CATMA1OA07910R1 AT1G09090 0.90 2.80E-6 -0.50 1.85E-2 0.16 1.00E+0 0.46 7.79E-2 1.25 0.00E+0 -0.08 1.00E+0 1.39 0.00E+0 
CATMA1OA07960F1 AT1G09155 -0.40 1.55E-1 -1.90 0.00E+0 -0.29 5.01E-1 -0.90 1.03E-6 1.06 3.84E-11 -0.51 1.56E-1 0.52 1.72E-2 
CATMA1OA08000R1 AT1G09176 -3.14 0.00E+0 -2.38 0.00E+0 -0.43 6.47E-2 -0.84 9.98E-6 -1.58 0.00E+0 -0.37 1.00E+0 -1.82 0.00E+0 
CATMA1OC71111R1 AT1G09180 -1.39 2.14E-14 -0.28 4.07E-1 -0.60 1.36E-3 -0.49 4.69E-2 -0.83 5.64E-7 0.27 1.00E+0 -0.65 9.76E-4 
CATMA1ON94914F1 AT1G09195 -0.10 1.00E+0 0.19 8.15E-1 0.15 1.00E+0 0.61 4.59E-3 -0.15 1.00E+0 0.17 1.00E+0 0.29 5.35E-1 
CATMA1OC71116R1 AT1G09300 0.45 8.13E-2 0.60 2.28E-3 0.07 1.00E+0 0.28 6.98E-1 -0.12 1.00E+0 0.00 1.00E+0 -0.05 1.00E+0 
CATMA1OC71117R1 AT1G09310 -0.77 1.32E-4 0.13 1.00E+0 -0.12 1.00E+0 0.07 1.00E+0 -0.20 9.68E-1 0.22 1.00E+0 -0.19 1.00E+0 
CATMA1OA08170F1 AT1G09320 0.84 1.91E-5 0.72 8.85E-5 -0.13 1.00E+0 0.12 1.00E+0 0.12 1.00E+0 0.06 1.00E+0 0.40 1.39E-1 
CATMA1OA08200R1 AT1G09370 -0.67 1.28E-3 -0.18 8.81E-1 0.57 2.48E-3 -0.12 1.00E+0 -0.50 1.18E-2 0.09 1.00E+0 -1.39 0.00E+0 
CATMA1OA08210F1 AT1G09380 -0.04 1.00E+0 -0.79 1.07E-5 0.20 1.00E+0 -0.10 1.00E+0 0.18 1.00E+0 -0.07 1.00E+0 0.00 1.00E+0 
CATMA1ON92609R1 AT1G09390 0.77 1.20E-4 1.20 1.42E-12 -0.11 1.00E+0 0.25 8.28E-1 -0.32 3.09E-1 0.23 1.00E+0 0.02 1.00E+0 
CATMA1OA08250F1 AT1G09415 -1.54 0.00E+0 -0.02 1.00E+0 0.04 1.00E+0 0.71 4.15E-4 -1.35 0.00E+0 0.39 8.43E-1 -0.51 2.21E-2 
CATMA1OA08260F1 AT1G09420 -0.96 4.20E-7 -0.15 9.59E-1 -0.95 2.91E-9 -0.53 2.21E-2 -0.42 5.99E-2 0.07 1.00E+0 0.08 1.00E+0 
CATMA1OA08395R1 AT1G09530 -0.64 2.53E-3 -0.58 2.98E-3 -0.02 1.00E+0 -0.04 1.00E+0 -0.10 1.00E+0 -0.07 1.00E+0 -0.40 1.31E-1 
CATMA1OA08400R1 AT1G09540 -0.51 2.85E-2 -2.14 0.00E+0 -0.21 1.00E+0 -1.08 1.42E-9 1.24 0.00E+0 -0.38 8.85E-1 0.48 3.64E-2 
CATMA1OA08413R1 AT1G09560 -1.37 4.18E-14 -2.00 0.00E+0 0.19 1.00E+0 0.61 4.17E-3 1.05 4.44E-11 0.23 1.00E+0 1.39 0.00E+0 
CATMA1OA08416F1 AT1G09570 0.59 6.89E-3 0.22 7.12E-1 -0.26 7.10E-1 0.04 1.00E+0 0.26 6.10E-1 -0.19 1.00E+0 0.57 5.88E-3 
CATMA1OA08420F1 AT1G09575 0.69 8.75E-4 -0.56 5.07E-3 0.15 1.00E+0 0.54 1.86E-2 1.36 0.00E+0 -0.08 1.00E+0 1.66 0.00E+0 
CATMA1OA08430R1 AT1G09580 -0.07 1.00E+0 -0.72 9.05E-5 -0.02 1.00E+0 -0.39 2.14E-1 0.54 5.03E-3 -0.26 1.00E+0 0.14 1.00E+0 
CATMA1OA08560F1 AT1G09700 0.52 2.60E-2 0.68 2.56E-4 0.33 3.05E-1 0.07 1.00E+0 -0.08 1.00E+0 -0.05 1.00E+0 -0.33 3.54E-1 
CATMA1OA08610R1 AT1G09750 -1.53 0.00E+0 -4.20 0.00E+0 0.88 6.08E-8 -0.93 4.40E-7 2.21 0.00E+0 -0.60 3.87E-2 0.42 1.03E-1 
CATMA1OA08630F1 AT1G09790 -0.06 1.00E+0 -0.78 1.56E-5 -0.05 1.00E+0 0.78 5.91E-5 0.74 1.52E-5 -0.12 1.00E+0 1.49 0.00E+0 
CATMA1OA08660R1 AT1G09812 -0.61 4.24E-3 -0.68 2.56E-4 -0.13 1.00E+0 -0.67 1.17E-3 0.19 1.00E+0 0.05 1.00E+0 -0.25 7.49E-1 
CATMA1OA08710F1 AT1G09860 0.41 1.38E-1 -0.81 6.17E-6 0.35 2.39E-1 -0.14 1.00E+0 0.85 2.68E-7 -0.44 4.40E-1 0.11 1.00E+0 
CATMA1OA08800F1 AT1G09930 -0.55 1.38E-2 -0.16 9.38E-1 0.58 1.96E-3 -0.14 1.00E+0 -0.44 4.21E-2 0.00 1.00E+0 -1.37 0.00E+0 
CATMA1OC71132F1 AT1G09932 -0.45 7.85E-2 1.42 0.00E+0 0.91 2.22E-8 0.92 6.85E-7 -1.81 0.00E+0 -0.05 1.00E+0 -1.70 0.00E+0 
CATMA1OA08835R1 AT1G09960 -0.80 4.68E-5 -0.87 9.97E-7 -0.18 1.00E+0 -0.37 2.79E-1 0.04 1.00E+0 0.02 1.00E+0 -0.10 1.00E+0 
CATMA1ON102058R1 AT1G09970 -0.42 1.15E-1 0.00 1.00E+0 0.43 6.15E-2 0.20 1.00E+0 -0.47 2.39E-2 -0.02 1.00E+0 -0.59 3.60E-3 
CATMA1ON94917R1 AT1G10030 -0.08 1.00E+0 -0.85 2.09E-6 0.10 1.00E+0 -0.43 1.26E-1 0.60 1.23E-3 -0.24 1.00E+0 0.13 1.00E+0 
CATMA1OA08913R1 AT1G10060 -0.61 4.39E-3 -0.17 9.01E-1 0.79 2.38E-6 0.26 7.95E-1 -0.32 3.01E-1 0.33 1.00E+0 -0.98 2.31E-8 
CATMA1OC71135R1 AT1G10070 -1.14 7.11E-10 1.42 0.00E+0 0.54 5.28E-3 0.90 1.28E-6 -0.11 1.00E+0 2.38 0.00E+0 0.26 6.74E-1 
CATMA1OA08930F1 AT1G10090 -0.53 2.22E-2 -0.72 8.90E-5 -0.07 1.00E+0 -0.06 1.00E+0 0.13 1.00E+0 -0.10 1.00E+0 0.16 1.00E+0 
CATMA1OA08980R1 AT1G10110 -1.23 2.05E-11 -0.66 4.29E-4 -0.31 3.99E-1 -0.28 6.85E-1 -0.27 5.49E-1 0.25 1.00E+0 -0.22 9.25E-1 
CATMA1OA08990F1 AT1G10120 -0.31 4.09E-1 -0.90 3.86E-7 -0.04 1.00E+0 -0.15 1.00E+0 0.33 2.81E-1 -0.20 1.00E+0 0.21 9.69E-1 
CATMA1OA09020F1 AT1G10155 0.36 2.32E-1 0.45 4.04E-2 -0.46 3.57E-2 -0.60 5.23E-3 0.18 1.00E+0 0.56 8.07E-2 0.07 1.00E+0 
CATMA1OA09070F1 AT1G10200 -0.26 6.17E-1 -0.61 1.68E-3 -0.05 1.00E+0 -0.23 9.21E-1 0.23 7.97E-1 -0.17 1.00E+0 0.20 1.00E+0 
CATMA1OA09080R1 AT1G10220 -1.30 1.15E-12 0.12 1.00E+0 0.05 1.00E+0 0.13 1.00E+0 -0.56 3.31E-3 0.26 1.00E+0 -0.84 3.71E-6 
CATMA1OC71141F1 AT1G10370 -0.45 7.82E-2 -1.73 0.00E+0 0.14 1.00E+0 -1.51 0.00E+0 1.14 5.34E-13 -0.10 1.00E+0 -0.69 3.25E-4 
CATMA1OA09260F1 AT1G10400 -0.60 5.59E-3 -0.27 4.49E-1 -0.42 8.02E-2 0.07 1.00E+0 -0.42 6.60E-2 -0.22 1.00E+0 -0.01 1.00E+0 
CATMA1OA09327R1 AT1G10480 -1.34 1.32E-13 -0.26 4.89E-1 0.13 1.00E+0 0.10 1.00E+0 -1.16 1.76E-13 -0.03 1.00E+0 -1.22 6.42E-13 
CATMA1OA09340R1 AT1G10510 0.59 6.56E-3 0.47 3.13E-2 -0.04 1.00E+0 0.28 6.52E-1 -0.03 1.00E+0 -0.05 1.00E+0 0.31 4.29E-1 
CATMA1OA09370F1 AT1G10530 0.42 1.12E-1 -0.60 2.21E-3 0.48 2.10E-2 0.27 7.11E-1 0.58 1.78E-3 -0.46 3.68E-1 0.46 5.02E-2 
CATMA1OA09410F1 AT1G10550 0.37 2.22E-1 -1.30 1.09E-14 0.40 1.10E-1 -0.46 7.12E-2 1.38 0.00E+0 -0.17 1.00E+0 0.64 1.25E-3 
CATMA1OA09420R1 AT1G10560 0.09 1.00E+0 -0.75 4.62E-5 -0.17 1.00E+0 -0.48 5.19E-2 0.73 2.33E-5 -0.46 3.29E-1 0.35 2.90E-1 
CATMA1OA09480R1 AT1G10610 0.25 6.74E-1 0.26 5.04E-1 -0.27 6.27E-1 0.36 3.16E-1 -0.02 1.00E+0 0.10 1.00E+0 0.70 2.29E-4 
CATMA1OA09520F1 AT1G10650 -0.77 1.11E-4 -0.49 2.19E-2 0.13 1.00E+0 0.05 1.00E+0 -0.19 9.94E-1 0.05 1.00E+0 -0.17 1.00E+0 
CATMA1OA09570F1 AT1G10690 -0.46 6.88E-2 -0.40 1.01E-1 -0.54 6.07E-3 -1.16 4.88E-11 -0.02 1.00E+0 -0.01 1.00E+0 -0.58 5.08E-3 
CATMA1OA09580R1 AT1G10700 -0.38 2.04E-1 0.67 3.80E-4 -0.03 1.00E+0 0.42 1.42E-1 -0.91 3.31E-8 0.04 1.00E+0 -0.67 4.79E-4 
CATMA1OA09650F1 AT1G10770 -0.45 7.23E-2 -0.42 6.69E-2 -0.57 2.55E-3 0.05 1.00E+0 -0.18 1.00E+0 0.03 1.00E+0 0.61 2.66E-3 
Appendix 
 
141 
 
Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA1OA09670R1 AT1G10790 -0.30 4.67E-1 0.17 9.01E-1 1.12 7.66E-13 -0.25 8.13E-1 -0.06 1.00E+0 0.36 1.00E+0 -1.22 5.15E-13 
CATMA1OA09680F1 AT1G10800 0.64 2.33E-3 -0.49 1.95E-2 0.55 4.55E-3 0.43 1.21E-1 0.37 1.51E-1 -0.68 6.99E-3 0.39 1.61E-1 
CATMA1OA09690R1 AT1G10810 0.37 2.26E-1 -1.30 1.09E-14 0.41 9.53E-2 -0.25 8.19E-1 0.96 3.54E-9 -0.81 3.66E-4 0.39 1.67E-1 
CATMA1OC72271R1 AT1G10850 -0.22 7.77E-1 -0.70 1.81E-4 -0.08 1.00E+0 -0.38 2.27E-1 0.24 7.21E-1 -0.26 1.00E+0 -0.03 1.00E+0 
CATMA1OA09760F1 AT1G10880 1.91 0.00E+0 2.09 0.00E+0 0.00 1.00E+0 0.16 1.00E+0 0.01 1.00E+0 0.08 1.00E+0 0.04 1.00E+0 
CATMA1OA09810R1 AT1G10910 0.70 6.38E-4 0.55 6.73E-3 -0.15 1.00E+0 0.27 7.05E-1 0.28 5.17E-1 0.02 1.00E+0 0.48 3.95E-2 
CATMA1OA09860F1 AT1G10970 -0.44 8.71E-2 -1.19 3.17E-12 0.17 1.00E+0 -0.07 1.00E+0 0.78 4.56E-6 0.11 1.00E+0 0.42 1.06E-1 
CATMA1OA09880F1 AT1G10990 -1.48 0.00E+0 -0.82 5.37E-6 -0.60 1.12E-3 -0.74 1.51E-4 -0.68 1.13E-4 -0.15 1.00E+0 -0.80 1.34E-5 
CATMA1OA09890F1 AT1G11000 -0.01 1.00E+0 -0.74 5.21E-5 -0.20 1.00E+0 -0.20 1.00E+0 0.02 1.00E+0 -0.63 2.19E-2 0.05 1.00E+0 
CATMA1OA09920R1 AT1G11050 -0.67 1.31E-3 -0.08 1.00E+0 0.29 5.03E-1 0.20 1.00E+0 -0.61 8.01E-4 0.02 1.00E+0 -0.68 4.59E-4 
CATMA1OA09940F1 AT1G11070 0.03 1.00E+0 0.92 1.70E-7 1.00 3.17E-10 0.92 6.27E-7 -0.55 3.96E-3 0.17 1.00E+0 -0.61 2.68E-3 
CATMA1OA09950F1 AT1G11080 0.21 8.42E-1 1.29 2.12E-14 1.02 9.59E-11 1.16 4.33E-11 -0.84 5.02E-7 0.20 1.00E+0 -0.63 1.47E-3 
CATMA1OA10020R1 AT1G11120 -1.56 0.00E+0 -1.36 0.00E+0 -0.55 4.57E-3 -0.92 6.40E-7 -0.07 1.00E+0 0.02 1.00E+0 -0.38 1.88E-1 
CATMA1OA10030R1 AT1G11130 -1.38 2.14E-14 -0.50 1.82E-2 -0.24 8.47E-1 -0.70 4.49E-4 -0.90 4.64E-8 0.16 1.00E+0 -1.23 5.01E-13 
CATMA1OA10060R1 AT1G11160 -0.31 3.92E-1 -0.78 1.81E-5 -0.01 1.00E+0 -0.24 8.72E-1 0.07 1.00E+0 -0.31 1.00E+0 -0.02 1.00E+0 
CATMA1OA10070R1 AT1G11170 -0.78 9.91E-5 -0.84 2.45E-6 -0.25 7.69E-1 -0.23 9.23E-1 0.09 1.00E+0 -0.01 1.00E+0 0.07 1.00E+0 
CATMA1OA10090R1 AT1G11180 -0.07 1.00E+0 -0.24 5.86E-1 0.15 1.00E+0 0.50 3.79E-2 0.38 1.30E-1 0.40 7.70E-1 0.94 1.21E-7 
CATMA1OA10130F1 AT1G11210 0.66 1.47E-3 0.03 1.00E+0 0.26 7.19E-1 -0.03 1.00E+0 0.35 2.10E-1 -0.31 1.00E+0 0.16 1.00E+0 
CATMA1OA10140F1 AT1G11220 -0.54 1.71E-2 -0.75 3.94E-5 -0.33 3.03E-1 -0.52 2.45E-2 -0.07 1.00E+0 0.01 1.00E+0 -0.33 3.29E-1 
CATMA1OA10150F1 AT1G11230 -0.04 1.00E+0 1.79 0.00E+0 -0.13 1.00E+0 -0.10 1.00E+0 -0.32 2.94E-1 0.04 1.00E+0 0.14 1.00E+0 
CATMA1OA10260R1 AT1G11330 -0.47 5.93E-2 0.72 1.07E-4 0.07 1.00E+0 0.45 9.10E-2 -1.08 1.43E-11 0.19 1.00E+0 -0.72 1.30E-4 
CATMA1OA10320R1 AT1G11380 0.73 3.46E-4 0.10 1.00E+0 0.03 1.00E+0 -0.06 1.00E+0 0.50 1.31E-2 0.02 1.00E+0 0.55 1.00E-2 
CATMA1OC71150R1 AT1G11410 -1.36 5.19E-14 -0.18 8.65E-1 -1.34 0.00E+0 -0.57 1.05E-2 -0.83 6.92E-7 0.29 1.00E+0 -0.12 1.00E+0 
CATMA1OA10380R1 AT1G11440 0.88 5.51E-6 0.86 1.39E-6 0.04 1.00E+0 0.24 9.07E-1 0.14 1.00E+0 0.26 1.00E+0 0.46 5.15E-2 
CATMA1OA10390R1 AT1G11450 1.44 0.00E+0 1.72 0.00E+0 0.03 1.00E+0 -0.12 1.00E+0 -0.11 1.00E+0 0.23 1.00E+0 -0.20 1.00E+0 
CATMA1OF02512R1 AT1G11460 -0.48 5.10E-2 0.08 1.00E+0 -0.33 3.09E-1 -1.02 1.33E-8 0.08 1.00E+0 0.52 1.42E-1 -0.64 1.03E-3 
CATMA1OA10470R1 AT1G11500 -0.20 8.79E-1 -0.63 9.22E-4 0.02 1.00E+0 -0.62 3.36E-3 0.52 8.95E-3 0.33 1.00E+0 -0.12 1.00E+0 
CATMA1OA10495R1 AT1G11530 1.06 1.44E-8 0.73 6.96E-5 -0.02 1.00E+0 0.41 1.59E-1 0.44 4.60E-2 0.13 1.00E+0 0.74 8.41E-5 
CATMA1OA10500F1 AT1G11540 0.95 5.91E-7 0.58 3.42E-3 0.13 1.00E+0 0.50 3.83E-2 0.25 6.90E-1 -0.04 1.00E+0 0.62 1.95E-3 
CATMA1OA10510F1 AT1G11545 0.14 1.00E+0 -1.80 0.00E+0 0.33 3.06E-1 -0.65 1.91E-3 1.25 0.00E+0 -0.49 2.41E-1 0.31 4.38E-1 
CATMA1OA10590R1 AT1G11600 -0.97 3.04E-7 0.15 9.85E-1 -0.26 6.80E-1 -0.17 1.00E+0 -0.89 6.28E-8 0.39 8.53E-1 -0.62 2.06E-3 
CATMA1OC71155F1 AT1G11610 -1.44 0.00E+0 0.27 4.53E-1 0.00 1.00E+0 -0.06 1.00E+0 -2.78 0.00E+0 0.01 1.00E+0 -2.59 0.00E+0 
CATMA1OA10630F1 AT1G11630 0.53 2.03E-2 0.60 2.20E-3 0.12 1.00E+0 0.20 1.00E+0 0.04 1.00E+0 -0.01 1.00E+0 0.07 1.00E+0 
CATMA1OA10650R1 AT1G11655 0.31 3.98E-1 -0.72 1.03E-4 1.35 0.00E+0 1.25 6.78E-13 1.12 1.47E-12 -0.02 1.00E+0 0.84 3.10E-6 
CATMA1OA10700R1 AT1G11700 -0.85 1.50E-5 -0.80 8.34E-6 -0.60 1.12E-3 -1.13 1.74E-10 0.34 2.41E-1 0.28 1.00E+0 -0.42 1.10E-1 
CATMA1OA10760F1 AT1G11755 0.63 3.07E-3 0.63 9.65E-4 0.28 5.53E-1 0.42 1.45E-1 0.16 1.00E+0 0.06 1.00E+0 0.11 1.00E+0 
CATMA1OA10810R1 AT1G11790 -1.12 1.85E-9 -0.67 3.67E-4 0.28 5.70E-1 -0.58 7.59E-3 -0.07 1.00E+0 0.05 1.00E+0 -1.13 3.83E-11 
CATMA1OA10850R1 AT1G11840 -0.79 7.79E-5 -0.22 6.67E-1 -0.23 8.79E-1 -0.10 1.00E+0 -0.34 2.22E-1 0.17 1.00E+0 -0.13 1.00E+0 
CATMA1OC71160R1 AT1G11870 0.63 3.10E-3 0.79 1.07E-5 -0.09 1.00E+0 -0.01 1.00E+0 0.03 1.00E+0 0.12 1.00E+0 0.21 9.44E-1 
CATMA1OC71162F1 AT1G11925 -0.31 4.22E-1 1.38 0.00E+0 0.35 2.56E-1 0.69 6.06E-4 0.41 7.82E-2 1.86 0.00E+0 0.45 6.05E-2 
CATMA1OC71163R1 AT1G11980 4.71 0.00E+0 3.99 0.00E+0 -0.05 1.00E+0 0.06 1.00E+0 0.02 1.00E+0 -0.65 1.41E-2 0.17 1.00E+0 
CATMA1ON93407R1 AT1G12013 0.76 1.67E-4 0.34 2.06E-1 0.51 1.22E-2 0.23 9.66E-1 0.32 3.17E-1 -0.04 1.00E+0 -0.02 1.00E+0 
CATMA1OA11080F1 AT1G12030 4.78 0.00E+0 4.72 0.00E+0 -0.51 1.22E-2 0.93 4.40E-7 -0.63 5.17E-4 0.24 1.00E+0 0.90 4.59E-7 
CATMA1OA11090R1 AT1G12040 0.31 4.19E-1 -2.38 0.00E+0 0.54 5.90E-3 0.17 1.00E+0 1.52 0.00E+0 -1.37 6.83E-13 1.42 0.00E+0 
CATMA1OA11110R1 AT1G12060 -0.59 7.11E-3 -0.49 2.01E-2 -0.10 1.00E+0 -0.61 4.53E-3 0.10 1.00E+0 0.07 1.00E+0 -0.24 8.17E-1 
CATMA1ON94924R2 AT1G12080 0.23 7.68E-1 -1.33 0.00E+0 0.50 1.52E-2 -0.17 1.00E+0 1.21 1.57E-14 -0.65 1.46E-2 0.59 4.25E-3 
CATMA1OA11135F1 AT1G12090 0.61 4.29E-3 -2.39 0.00E+0 0.74 1.60E-5 -0.26 7.70E-1 1.96 0.00E+0 -1.19 1.47E-9 0.86 1.97E-6 
CATMA1OA11145R1 AT1G12110 1.72 0.00E+0 1.19 2.32E-12 1.54 0.00E+0 1.90 0.00E+0 0.70 6.82E-5 0.11 1.00E+0 1.20 1.74E-12 
CATMA1OA11170R1 AT1G12140 0.06 1.00E+0 0.12 1.00E+0 0.07 1.00E+0 0.59 6.45E-3 -0.11 1.00E+0 0.05 1.00E+0 0.44 7.33E-2 
CATMA1OC71165R1 AT1G12200 -1.52 0.00E+0 0.10 1.00E+0 0.08 1.00E+0 0.07 1.00E+0 -1.29 0.00E+0 0.57 6.38E-2 -1.19 2.59E-12 
CATMA1OA11240R1 AT1G12220 0.85 1.37E-5 1.20 1.42E-12 -0.31 4.03E-1 0.36 3.00E-1 -0.29 4.60E-1 0.05 1.00E+0 0.34 2.94E-1 
CATMA1OA11260R1 AT1G12240 -0.95 5.31E-7 -0.90 3.18E-7 -0.11 1.00E+0 -0.28 6.72E-1 0.24 7.14E-1 0.48 2.76E-1 0.30 4.58E-1 
CATMA1OA11340F1 AT1G12310 0.11 1.00E+0 -0.21 7.13E-1 -0.15 1.00E+0 -0.60 5.75E-3 0.39 1.04E-1 0.00 1.00E+0 -0.07 1.00E+0 
CATMA1OA11360R1 AT1G12330 0.59 6.66E-3 0.43 6.32E-2 -0.02 1.00E+0 0.35 3.20E-1 0.05 1.00E+0 -0.11 1.00E+0 0.45 5.91E-2 
CATMA1OA11430F1 AT1G12420 -1.57 0.00E+0 -1.42 0.00E+0 -0.01 1.00E+0 0.04 1.00E+0 -0.56 3.19E-3 -0.41 6.66E-1 -0.48 3.64E-2 
CATMA1OA11550R1 AT1G12560 -0.04 1.00E+0 -2.56 0.00E+0 0.25 7.67E-1 0.05 1.00E+0 1.66 0.00E+0 -0.94 7.60E-6 1.45 0.00E+0 
CATMA1OA11580F1 AT1G12600 -0.79 6.10E-5 -0.45 4.12E-2 -0.01 1.00E+0 -0.18 1.00E+0 -0.81 1.37E-6 -0.34 1.00E+0 -0.79 1.69E-5 
CATMA1OA11590F1 AT1G12610 0.00 1.00E+0 -0.46 3.40E-2 0.01 1.00E+0 -0.02 1.00E+0 0.71 3.69E-5 -0.27 1.00E+0 0.53 1.49E-2 
CATMA1OA11620F1 AT1G12640 -0.34 3.14E-1 -0.61 1.55E-3 -0.10 1.00E+0 -0.40 1.76E-1 0.20 9.64E-1 -0.15 1.00E+0 -0.13 1.00E+0 
CATMA1ON92680R1 AT1G12660 -0.03 1.00E+0 -0.30 3.33E-1 -0.25 7.92E-1 -0.64 2.06E-3 0.27 5.71E-1 -0.12 1.00E+0 0.11 1.00E+0 
CATMA1OA11720R1 AT1G12740 0.59 7.05E-3 -0.66 4.19E-4 0.28 6.02E-1 -0.17 1.00E+0 1.15 4.81E-13 -0.41 6.30E-1 0.33 3.56E-1 
CATMA1OA11765F1 AT1G12780 0.41 1.37E-1 0.40 1.00E-1 -0.32 3.80E-1 0.44 1.09E-1 0.07 1.00E+0 0.13 1.00E+0 0.79 1.73E-5 
CATMA1OA11770F1 AT1G12790 0.75 1.80E-4 0.87 1.06E-6 -0.05 1.00E+0 0.45 9.42E-2 0.23 7.99E-1 0.12 1.00E+0 0.67 4.79E-4 
CATMA1OA11800R1 AT1G12805 -3.52 0.00E+0 -3.22 0.00E+0 -1.33 0.00E+0 -2.43 0.00E+0 0.62 6.15E-4 0.69 5.92E-3 -0.53 1.41E-2 
CATMA1OA11840F1 AT1G12845 -0.51 2.80E-2 -1.49 0.00E+0 0.31 4.23E-1 -0.63 2.48E-3 0.91 2.67E-8 -0.15 1.00E+0 0.00 1.00E+0 
CATMA1OA11930R1 AT1G12940 -4.42 0.00E+0 -4.03 0.00E+0 -1.62 0.00E+0 -3.32 0.00E+0 0.97 2.56E-9 -0.26 1.00E+0 -2.33 0.00E+0 
CATMA1OA11960R1 AT1G12970 0.26 5.98E-1 0.18 8.83E-1 -0.95 2.63E-9 -1.02 1.42E-8 0.07 1.00E+0 0.03 1.00E+0 0.08 1.00E+0 
CATMA1OF00063R1 AT1G13080 3.80 0.00E+0 2.07 0.00E+0 0.35 2.30E-1 0.81 1.98E-5 1.44 0.00E+0 -0.02 1.00E+0 1.79 0.00E+0 
CATMA1OC71181R1 AT1G13110 -0.31 4.18E-1 1.17 5.98E-12 -0.14 1.00E+0 0.55 1.59E-2 -1.54 0.00E+0 -0.16 1.00E+0 -0.97 3.82E-8 
CATMA1OA12220F1 AT1G13210 -0.65 2.15E-3 0.00 1.00E+0 0.05 1.00E+0 0.01 1.00E+0 -0.63 4.80E-4 0.05 1.00E+0 -0.63 1.39E-3 
CATMA1ON92393R1 AT1G13220 -0.61 5.00E-3 -0.67 3.27E-4 -0.26 7.10E-1 -0.43 1.12E-1 -0.08 1.00E+0 0.00 1.00E+0 -0.13 1.00E+0 
CATMA1OC71184F1 AT1G13245 0.60 6.14E-3 0.83 3.23E-6 0.04 1.00E+0 0.38 2.29E-1 0.09 1.00E+0 0.34 1.00E+0 0.40 1.42E-1 
CATMA1OA12260F1 AT1G13250 -1.23 1.70E-11 -1.11 7.76E-11 -0.65 2.71E-4 -0.86 5.31E-6 -0.14 1.00E+0 0.08 1.00E+0 -0.37 2.10E-1 
CATMA1OA12265R1 AT1G13260 0.96 4.09E-7 0.77 2.30E-5 -0.09 1.00E+0 0.73 2.42E-4 0.41 8.07E-2 0.20 1.00E+0 1.17 7.85E-12 
CATMA1OA12270R1 AT1G13270 0.52 2.60E-2 0.71 1.26E-4 0.21 1.00E+0 0.23 9.42E-1 -0.22 8.57E-1 -0.05 1.00E+0 0.09 1.00E+0 
CATMA1OA12300R1 AT1G13300 2.13 0.00E+0 2.21 0.00E+0 0.58 2.26E-3 1.30 8.14E-14 -0.16 1.00E+0 -0.10 1.00E+0 0.54 1.14E-2 
CATMA1OA12310F1 AT1G13310 -1.00 1.07E-7 0.26 4.81E-1 1.04 3.99E-11 0.91 8.99E-7 -2.33 0.00E+0 -1.40 1.47E-13 -2.64 0.00E+0 
CATMA1OA12330R1 AT1G13330 0.22 7.79E-1 0.67 3.23E-4 0.04 1.00E+0 0.46 7.64E-2 -0.33 2.87E-1 0.22 1.00E+0 -0.16 1.00E+0 
CATMA1ON92429F1 AT1G13340 -2.51 0.00E+0 -0.38 1.22E-1 -0.51 1.13E-2 0.22 9.80E-1 -1.59 0.00E+0 0.85 1.21E-4 -0.87 1.46E-6 
CATMA1OA12420R1 AT1G13420 -1.09 5.15E-9 -2.04 0.00E+0 0.47 2.65E-2 0.01 1.00E+0 1.01 3.34E-10 0.01 1.00E+0 0.60 3.03E-3 
CATMA1OA12430R1 AT1G13430 -0.31 4.09E-1 -1.50 0.00E+0 0.36 2.05E-1 0.64 2.00E-3 0.65 2.96E-4 -0.72 2.91E-3 1.13 5.33E-11 
CATMA1OA12480F1 AT1G13480 -0.09 1.00E+0 0.76 3.11E-5 0.54 6.10E-3 0.36 3.13E-1 -1.66 0.00E+0 -0.83 1.91E-4 -1.85 0.00E+0 
CATMA1ON92067F1 AT1G13490 -0.74 2.59E-4 -0.36 1.66E-1 0.12 1.00E+0 -0.09 1.00E+0 -0.79 2.53E-6 -0.38 9.05E-1 -0.92 1.99E-7 
CATMA1ON92513F1 AT1G13500 -1.51 0.00E+0 -1.63 0.00E+0 0.03 1.00E+0 -0.99 4.34E-8 -0.14 1.00E+0 -0.34 1.00E+0 -1.08 3.12E-10 
CATMA1OC71187F1 AT1G13510 -0.96 5.27E-7 -0.86 1.49E-6 -0.05 1.00E+0 -0.59 6.90E-3 -0.11 1.00E+0 -0.10 1.00E+0 -0.36 2.30E-1 
CATMA1OC71188F1 AT1G13520 -3.11 0.00E+0 0.10 1.00E+0 0.55 3.93E-3 -0.23 9.60E-1 -3.30 0.00E+0 0.01 1.00E+0 -4.05 0.00E+0 
CATMA1ON94929F1 AT1G13530 -0.40 1.51E-1 0.05 1.00E+0 0.45 4.49E-2 -0.07 1.00E+0 -0.65 2.42E-4 -0.38 9.23E-1 -1.27 6.25E-14 
CATMA1OF00067F1 AT1G13540 0.03 1.00E+0 -0.39 1.13E-1 0.22 9.84E-1 0.43 1.21E-1 -0.47 2.34E-2 -0.79 5.08E-4 -0.36 2.30E-1 
CATMA1OA12580F1 AT1G13600 1.14 7.51E-10 1.24 2.81E-13 0.09 1.00E+0 -0.03 1.00E+0 0.57 2.38E-3 0.42 5.75E-1 0.38 1.84E-1 
CATMA1OD05007R1 AT1G13608 0.69 8.08E-4 1.13 3.43E-11 -0.44 5.44E-2 0.47 6.64E-2 0.13 1.00E+0 0.05 1.00E+0 0.89 6.04E-7 
CATMA1OD05008R1 AT1G13609 1.75 0.00E+0 1.68 0.00E+0 0.11 1.00E+0 0.09 1.00E+0 -0.06 1.00E+0 0.17 1.00E+0 -0.08 1.00E+0 
CATMA1OA12590F1 AT1G13610 0.13 1.00E+0 0.64 7.78E-4 -0.33 3.21E-1 -0.07 1.00E+0 -0.01 1.00E+0 0.31 1.00E+0 0.10 1.00E+0 
CATMA1OA12650R1 AT1G13670 0.53 2.06E-2 -1.49 0.00E+0 0.38 1.40E-1 -1.01 2.04E-8 1.49 0.00E+0 -0.57 6.36E-2 0.15 1.00E+0 
CATMA1OA12680F1 AT1G13700 0.35 2.69E-1 0.60 1.86E-3 -0.56 3.27E-3 -0.03 1.00E+0 -0.20 9.89E-1 0.19 1.00E+0 0.34 3.25E-1 
CATMA1OA12720F1 AT1G13750 -0.37 2.13E-1 -0.67 4.10E-4 -0.12 1.00E+0 -0.06 1.00E+0 -0.38 1.25E-1 -0.56 7.80E-2 -0.25 7.29E-1 
CATMA1OA12780R1 AT1G13810 0.77 1.09E-4 0.44 5.09E-2 0.06 1.00E+0 0.10 1.00E+0 0.14 1.00E+0 -0.03 1.00E+0 0.00 1.00E+0 
CATMA1OC71192R1 AT1G13820 1.00 1.30E-7 0.57 3.76E-3 -0.40 1.06E-1 -0.33 4.26E-1 0.28 4.88E-1 0.04 1.00E+0 0.40 1.46E-1 
CATMA1OA12870R1 AT1G13910 -1.07 9.31E-9 0.08 1.00E+0 -0.08 1.00E+0 -0.02 1.00E+0 -0.64 3.18E-4 0.51 1.70E-1 -0.44 7.25E-2 
CATMA1OA12890R1 AT1G13930 -1.26 4.51E-12 -0.96 4.62E-8 -0.67 1.39E-4 -1.11 4.54E-10 -0.08 1.00E+0 0.24 1.00E+0 -0.50 2.80E-2 
CATMA1OA12930F1 AT1G13970 -0.67 1.34E-3 -0.95 4.65E-8 0.50 1.43E-2 -0.13 1.00E+0 0.12 1.00E+0 -0.19 1.00E+0 -0.54 1.23E-2 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA1ON94932R1 AT1G14070 -0.71 5.09E-4 -0.66 4.87E-4 -0.35 2.52E-1 -0.43 1.15E-1 -0.24 7.31E-1 -0.06 1.00E+0 -0.30 5.03E-1 
CATMA1OC71195R1 AT1G14080 -0.23 7.56E-1 -0.70 1.55E-4 0.12 1.00E+0 -0.14 1.00E+0 0.22 8.25E-1 -0.38 9.13E-1 0.10 1.00E+0 
CATMA1OA13090F1 AT1G14120 -2.62 0.00E+0 -1.16 9.53E-12 -1.61 0.00E+0 0.07 1.00E+0 -0.53 6.31E-3 1.12 1.97E-8 1.03 3.44E-9 
CATMA1OA13130F1 AT1G14160 0.55 1.51E-2 0.46 3.68E-2 1.21 0.00E+0 0.22 9.96E-1 0.22 8.60E-1 0.10 1.00E+0 -0.86 2.09E-6 
CATMA1OA13150F1 AT1G14170 0.43 9.43E-2 -0.02 1.00E+0 0.06 1.00E+0 0.50 3.76E-2 0.21 9.33E-1 -0.38 9.53E-1 0.59 3.71E-3 
CATMA1ON92590F1 AT1G14182 -0.34 3.19E-1 -0.92 1.88E-7 0.04 1.00E+0 1.10 5.60E-10 0.63 4.54E-4 0.04 1.00E+0 1.84 0.00E+0 
CATMA1OA13170R1 AT1G14185 -1.24 1.30E-11 -3.09 0.00E+0 0.28 5.74E-1 0.48 5.42E-2 2.13 0.00E+0 0.08 1.00E+0 2.39 0.00E+0 
CATMA1OA13190F1 AT1G14200 0.91 2.37E-6 0.67 3.68E-4 0.20 1.00E+0 0.52 2.42E-2 0.39 1.07E-1 0.11 1.00E+0 0.62 1.72E-3 
CATMA1OC71199R1 AT1G14205 0.92 1.75E-6 0.78 1.74E-5 0.24 8.19E-1 0.40 1.90E-1 0.04 1.00E+0 -0.13 1.00E+0 0.25 7.31E-1 
CATMA1OA13210F1 AT1G14210 0.68 1.01E-3 0.49 1.99E-2 0.43 6.65E-2 0.21 1.00E+0 0.25 6.55E-1 0.13 1.00E+0 0.05 1.00E+0 
CATMA1OA13220F1 AT1G14220 -0.67 1.33E-3 -1.55 0.00E+0 -0.28 5.85E-1 -0.10 1.00E+0 -0.35 2.03E-1 -1.31 1.07E-11 -0.30 4.60E-1 
CATMA1ON92489F1 AT1G14225 0.11 1.00E+0 -0.38 1.27E-1 -0.42 7.49E-2 -0.83 1.28E-5 0.60 1.24E-3 -0.12 1.00E+0 0.19 1.00E+0 
CATMA1OC71200R1 AT1G14240 -0.43 1.03E-1 -1.03 2.87E-9 -0.54 5.89E-3 0.02 1.00E+0 0.15 1.00E+0 -0.48 2.64E-1 0.73 9.46E-5 
CATMA1OA13270R1 AT1G14260 -0.36 2.51E-1 0.33 2.39E-1 0.44 5.08E-2 0.49 4.30E-2 -1.01 2.95E-10 -0.27 1.00E+0 -1.12 8.23E-11 
CATMA1OA13300F1 AT1G14290 -0.30 4.64E-1 -1.44 0.00E+0 -0.15 1.00E+0 -0.63 2.68E-3 0.80 1.90E-6 -0.48 2.55E-1 0.32 3.77E-1 
CATMA1OA13340R1 AT1G14340 -0.09 1.00E+0 0.15 9.81E-1 0.16 1.00E+0 0.73 2.30E-4 -0.05 1.00E+0 0.23 1.00E+0 0.44 7.13E-2 
CATMA1OA13360R1 AT1G14350 -1.18 1.37E-10 -0.84 2.86E-6 -0.03 1.00E+0 -0.25 8.57E-1 0.03 1.00E+0 0.45 3.71E-1 -0.09 1.00E+0 
CATMA1OA13460F1 AT1G14455 -1.34 1.81E-13 -0.11 1.00E+0 0.37 1.74E-1 -0.04 1.00E+0 -1.58 0.00E+0 0.03 1.00E+0 -1.93 0.00E+0 
CATMA1OA13490R1 AT1G14480 -0.58 7.76E-3 -0.26 5.22E-1 0.72 3.12E-5 0.23 9.20E-1 -0.31 3.41E-1 0.06 1.00E+0 -0.73 1.17E-4 
CATMA1OA13540F1 AT1G14530 -0.56 1.13E-2 -0.80 1.06E-5 0.00 1.00E+0 0.19 1.00E+0 0.05 1.00E+0 -0.13 1.00E+0 0.13 1.00E+0 
CATMA1OA13550F1 AT1G14540 -3.44 0.00E+0 1.07 4.62E-10 -0.07 1.00E+0 0.40 1.77E-1 -4.29 0.00E+0 0.17 1.00E+0 -3.86 0.00E+0 
CATMA1OA13560R1 AT1G14550 -1.36 5.19E-14 0.08 1.00E+0 -0.32 3.59E-1 0.16 1.00E+0 -1.49 0.00E+0 -0.08 1.00E+0 -1.09 2.09E-10 
CATMA1OA13600R1 AT1G14580 0.81 4.41E-5 0.11 1.00E+0 0.31 3.89E-1 -0.26 7.87E-1 0.59 1.30E-3 -0.08 1.00E+0 0.08 1.00E+0 
CATMA1OA13620F1 AT1G14600 -0.74 2.65E-4 -0.54 8.38E-3 -0.54 6.28E-3 -0.36 2.99E-1 0.01 1.00E+0 0.18 1.00E+0 0.08 1.00E+0 
CATMA1OA13630R1 AT1G14630 -0.88 5.49E-6 -0.56 5.07E-3 -0.26 6.96E-1 0.18 1.00E+0 -0.34 2.26E-1 0.04 1.00E+0 0.09 1.00E+0 
CATMA1OA13690R1 AT1G14680 -0.02 1.00E+0 0.28 4.13E-1 0.25 7.42E-1 0.74 1.62E-4 -0.24 7.47E-1 0.21 1.00E+0 0.42 1.09E-1 
CATMA1OC71207R1 AT1G14780 -0.97 3.14E-7 0.09 1.00E+0 -0.04 1.00E+0 -0.29 6.28E-1 -1.35 0.00E+0 -0.28 1.00E+0 -1.56 0.00E+0 
CATMA1OA13890R1 AT1G14860 -1.39 2.14E-14 -1.20 1.40E-12 -0.56 3.37E-3 0.97 1.03E-7 0.05 1.00E+0 0.31 1.00E+0 1.58 0.00E+0 
CATMA1OC71209F1 AT1G14870 -0.65 2.17E-3 0.03 1.00E+0 0.54 6.07E-3 0.07 1.00E+0 -1.02 2.22E-10 -0.27 1.00E+0 -1.34 0.00E+0 
CATMA1OA13920R1 AT1G14890 0.79 7.71E-5 0.79 1.15E-5 -0.01 1.00E+0 0.27 7.42E-1 0.20 9.65E-1 0.30 1.00E+0 0.52 1.61E-2 
CATMA1OA13925F1 AT1G14900 0.12 1.00E+0 -0.23 6.37E-1 -0.25 7.89E-1 -0.59 7.13E-3 0.26 6.22E-1 -0.02 1.00E+0 -0.11 1.00E+0 
CATMA1OB13933R1 AT1G14920 -0.08 1.00E+0 -0.62 1.14E-3 -0.24 8.42E-1 -0.67 9.53E-4 0.44 4.75E-2 -0.24 1.00E+0 0.07 1.00E+0 
CATMA1OC71211F1 AT1G14950 -0.92 1.85E-6 -0.58 3.22E-3 -1.09 2.99E-12 -0.73 2.35E-4 -0.52 7.94E-3 0.20 1.00E+0 -0.20 9.97E-1 
CATMA1OC71212F1 AT1G14960 -0.81 4.46E-5 -1.98 0.00E+0 0.10 1.00E+0 -1.30 8.14E-14 1.54 0.00E+0 0.80 3.99E-4 0.35 2.68E-1 
CATMA1OA14030F1 AT1G15040 0.45 7.19E-2 1.14 2.82E-11 0.40 1.08E-1 1.36 0.00E+0 0.80 2.10E-6 1.79 0.00E+0 1.56 0.00E+0 
CATMA1OA14110R1 AT1G15125 -0.98 2.42E-7 -0.54 7.20E-3 -0.29 5.45E-1 -0.11 1.00E+0 -0.03 1.00E+0 0.40 7.01E-1 0.19 1.00E+0 
CATMA1OC71216R1 AT1G15170 -0.71 5.05E-4 0.20 7.83E-1 -0.04 1.00E+0 -0.07 1.00E+0 -0.93 1.13E-8 0.00 1.00E+0 -1.02 5.43E-9 
CATMA1OC71217R1 AT1G15180 0.32 3.60E-1 -0.49 2.23E-2 0.01 1.00E+0 -0.29 6.33E-1 0.79 2.66E-6 -0.02 1.00E+0 0.55 9.70E-3 
CATMA1OA14290F1 AT1G15290 1.38 3.16E-14 1.59 0.00E+0 0.13 1.00E+0 0.28 6.88E-1 -0.17 1.00E+0 0.19 1.00E+0 0.02 1.00E+0 
CATMA1OA14330F1 AT1G15310 -1.11 2.13E-9 -0.47 2.81E-2 0.22 9.77E-1 0.10 1.00E+0 -0.42 6.34E-2 -0.17 1.00E+0 -0.52 1.88E-2 
CATMA1OA14350R1 AT1G15330 1.25 9.80E-12 -0.62 1.44E-3 0.26 7.18E-1 -0.47 6.73E-2 1.20 1.57E-14 -0.62 2.55E-2 0.33 3.52E-1 
CATMA1OA14400R1 AT1G15380 0.79 6.48E-5 0.94 7.75E-8 0.19 1.00E+0 0.50 3.88E-2 -0.08 1.00E+0 0.04 1.00E+0 0.25 7.51E-1 
CATMA1OA14410F1 AT1G15385 0.17 9.58E-1 0.66 5.16E-4 -0.01 1.00E+0 0.46 7.23E-2 -0.09 1.00E+0 0.34 1.00E+0 0.20 1.00E+0 
CATMA1OC71221F1 AT1G15460 -1.90 0.00E+0 -1.08 3.39E-10 -0.59 1.71E-3 -1.04 7.73E-9 -0.77 6.10E-6 -0.01 1.00E+0 -1.11 9.49E-11 
CATMA1OA14510R1 AT1G15480 0.71 5.76E-4 0.59 2.75E-3 0.14 1.00E+0 -0.05 1.00E+0 -0.01 1.00E+0 -0.13 1.00E+0 -0.05 1.00E+0 
CATMA1ON102130F1 AT1G15490 0.61 4.87E-3 -0.10 1.00E+0 0.12 1.00E+0 -0.08 1.00E+0 0.66 1.83E-4 -0.06 1.00E+0 0.48 3.84E-2 
CATMA1OA14560R1 AT1G15540 -3.16 0.00E+0 -2.99 0.00E+0 1.52 0.00E+0 -0.79 3.66E-5 0.12 1.00E+0 0.13 1.00E+0 -2.18 0.00E+0 
CATMA1OA14565F1 AT1G15550 1.53 0.00E+0 1.18 4.03E-12 0.46 3.60E-2 0.43 1.11E-1 0.41 7.46E-2 0.16 1.00E+0 0.40 1.30E-1 
CATMA1OC71222R1 AT1G15610 -1.52 0.00E+0 0.06 1.00E+0 0.09 1.00E+0 2.28 0.00E+0 -2.78 0.00E+0 -1.42 1.47E-13 -0.87 1.50E-6 
CATMA1ON92526R1 AT1G15620 -0.96 4.75E-7 -0.39 1.04E-1 0.07 1.00E+0 0.76 1.09E-4 -0.98 1.56E-9 -0.27 1.00E+0 -0.32 3.82E-1 
CATMA1OD02515R1 AT1G15630 -1.52 0.00E+0 -0.96 3.81E-8 0.07 1.00E+0 1.12 2.58E-10 -0.92 2.20E-8 -0.33 1.00E+0 0.19 1.00E+0 
CATMA1OC71223R1 AT1G15640 -0.79 6.99E-5 -1.12 5.10E-11 0.04 1.00E+0 0.61 4.09E-3 -0.16 1.00E+0 -0.44 4.55E-1 0.68 4.62E-4 
CATMA1OA14680R1 AT1G15670 0.98 2.06E-7 0.15 9.78E-1 -0.14 1.00E+0 0.34 3.81E-1 0.94 7.61E-9 -0.03 1.00E+0 1.27 4.74E-14 
CATMA1OC71227F1 AT1G15772 -0.07 1.00E+0 0.60 2.12E-3 0.17 1.00E+0 0.32 4.69E-1 -0.26 6.17E-1 0.09 1.00E+0 0.07 1.00E+0 
CATMA1OA14860F1 AT1G15820 -0.11 1.00E+0 -1.19 2.56E-12 -0.35 2.26E-1 -0.91 8.99E-7 0.52 8.55E-3 -0.65 1.36E-2 0.03 1.00E+0 
CATMA1OA14880R1 AT1G15830 0.05 1.00E+0 0.62 1.34E-3 -0.07 1.00E+0 -0.04 1.00E+0 -0.24 7.33E-1 0.04 1.00E+0 -0.14 1.00E+0 
CATMA1ON92423R1 AT1G15885 0.73 2.84E-4 0.54 7.79E-3 -0.25 8.00E-1 -0.07 1.00E+0 0.32 3.24E-1 0.21 1.00E+0 0.51 2.27E-2 
CATMA1OA14950R1 AT1G15890 1.23 1.63E-11 1.10 1.17E-10 0.04 1.00E+0 0.37 2.62E-1 -0.08 1.00E+0 -0.07 1.00E+0 0.22 9.23E-1 
CATMA1OA14998R1 AT1G15950 -1.10 4.06E-9 -0.62 1.19E-3 -0.14 1.00E+0 -0.52 2.75E-2 -0.35 2.11E-1 0.26 1.00E+0 -0.59 3.83E-3 
CATMA1OA15006F1 AT1G15970 0.59 6.68E-3 0.94 7.02E-8 -0.13 1.00E+0 -0.17 1.00E+0 0.10 1.00E+0 0.01 1.00E+0 0.18 1.00E+0 
CATMA1ON92674F2 AT1G16022 -0.21 8.21E-1 -0.51 1.33E-2 0.12 1.00E+0 -0.62 3.07E-3 0.71 4.44E-5 0.11 1.00E+0 -0.13 1.00E+0 
CATMA1OA15073R1 AT1G16060 0.82 2.96E-5 0.39 1.11E-1 0.64 4.34E-4 -0.66 1.43E-3 0.57 2.35E-3 0.04 1.00E+0 -0.74 6.92E-5 
CATMA1OA15076F1 AT1G16070 -0.62 3.72E-3 -0.27 4.79E-1 -0.37 1.65E-1 -0.10 1.00E+0 -0.22 8.47E-1 0.19 1.00E+0 -0.06 1.00E+0 
CATMA1ON102138R1 AT1G16110 1.36 6.18E-14 1.06 6.54E-10 0.04 1.00E+0 0.33 4.13E-1 0.05 1.00E+0 -0.30 1.00E+0 0.47 4.56E-2 
CATMA1ON94939R1 AT1G16120 -0.65 2.19E-3 -0.46 3.24E-2 -0.41 8.75E-2 -0.08 1.00E+0 -0.27 5.60E-1 0.08 1.00E+0 -0.04 1.00E+0 
CATMA1ON94940R1 AT1G16140 -0.69 8.09E-4 -0.17 8.96E-1 -0.42 7.62E-2 0.12 1.00E+0 -0.68 1.27E-4 0.05 1.00E+0 -0.07 1.00E+0 
CATMA1ON94941R1 AT1G16150 0.89 4.08E-6 0.38 1.32E-1 -0.31 3.99E-1 0.71 3.95E-4 -0.01 1.00E+0 -0.55 8.99E-2 0.83 4.39E-6 
CATMA1ON94942R1 AT1G16160 0.05 1.00E+0 -0.60 1.97E-3 0.12 1.00E+0 0.22 9.96E-1 -0.14 1.00E+0 -1.00 1.48E-6 -0.12 1.00E+0 
CATMA1OC71237F1 AT1G16170 2.41 0.00E+0 2.41 0.00E+0 0.56 3.31E-3 0.98 7.51E-8 0.11 1.00E+0 0.09 1.00E+0 0.51 2.31E-2 
CATMA1OA15200R1 AT1G16220 -0.81 3.69E-5 -0.64 7.80E-4 0.39 1.24E-1 0.15 1.00E+0 -0.30 3.74E-1 -0.16 1.00E+0 -0.42 1.01E-1 
CATMA1ON94943F1 AT1G16225 1.46 0.00E+0 0.55 6.32E-3 0.63 5.72E-4 0.58 8.30E-3 0.63 4.19E-4 -0.16 1.00E+0 0.77 3.38E-5 
CATMA1OA15240R1 AT1G16250 0.61 4.53E-3 0.35 1.77E-1 -0.35 2.27E-1 -0.04 1.00E+0 0.13 1.00E+0 -0.02 1.00E+0 0.44 7.70E-2 
CATMA1OA15250F1 AT1G16260 -1.83 0.00E+0 -0.34 2.11E-1 0.40 1.14E-1 0.70 4.77E-4 -2.02 0.00E+0 -0.69 5.54E-3 -1.91 0.00E+0 
CATMA1OA15360R1 AT1G16370 -0.62 3.98E-3 -0.71 1.39E-4 -0.43 6.84E-2 -0.41 1.49E-1 0.51 9.77E-3 0.25 1.00E+0 0.62 1.90E-3 
CATMA1OA15380R1 AT1G16390 1.17 2.00E-10 -1.72 0.00E+0 0.53 8.13E-3 0.18 1.00E+0 1.95 0.00E+0 -1.19 1.70E-9 1.36 0.00E+0 
CATMA1OA15390R1 AT1G16400 1.06 1.42E-8 1.86 0.00E+0 0.59 1.38E-3 0.56 1.31E-2 -0.44 4.45E-2 0.36 1.00E+0 -0.50 2.73E-2 
CATMA1OC71244R1 AT1G16440 0.17 9.58E-1 -2.61 0.00E+0 0.34 2.96E-1 0.03 1.00E+0 1.65 0.00E+0 -0.61 3.23E-2 1.44 0.00E+0 
CATMA1OA15460F1 AT1G16490 -1.60 0.00E+0 -1.71 0.00E+0 -0.37 1.72E-1 -0.86 4.64E-6 0.08 1.00E+0 -0.05 1.00E+0 -0.38 1.75E-1 
CATMA1OA15470R1 AT1G16500 -1.50 0.00E+0 -1.45 0.00E+0 0.08 1.00E+0 -0.77 7.36E-5 0.04 1.00E+0 0.33 1.00E+0 -0.67 5.46E-4 
CATMA1OA15480F1 AT1G16510 -0.63 2.83E-3 -1.06 7.58E-10 0.01 1.00E+0 -1.29 1.20E-13 0.46 3.04E-2 0.14 1.00E+0 -0.52 1.75E-2 
CATMA1OC71245F1 AT1G16515 -0.49 4.30E-2 -1.33 0.00E+0 0.52 8.98E-3 -0.85 6.88E-6 0.74 1.37E-5 -0.16 1.00E+0 -0.76 4.95E-5 
CATMA1OA15490R1 AT1G16520 -0.57 9.47E-3 -0.75 4.53E-5 0.09 1.00E+0 -0.41 1.66E-1 0.03 1.00E+0 0.06 1.00E+0 -0.38 1.94E-1 
CATMA1OA15530R1 AT1G16550 -0.63 3.04E-3 -0.66 4.31E-4 -0.03 1.00E+0 -0.13 1.00E+0 -0.22 8.49E-1 0.06 1.00E+0 -0.07 1.00E+0 
CATMA1OA15610R1 AT1G16650 -0.22 7.78E-1 0.42 7.27E-2 0.26 6.82E-1 0.70 5.25E-4 -0.35 2.16E-1 0.35 1.00E+0 0.12 1.00E+0 
CATMA1OA15690R1 AT1G16720 -0.82 2.92E-5 -0.44 5.09E-2 -0.64 4.06E-4 -0.05 1.00E+0 -0.20 9.72E-1 0.24 1.00E+0 0.45 5.90E-2 
CATMA1OA15820R1 AT1G16830 0.55 1.36E-2 0.60 2.02E-3 0.25 7.77E-1 0.52 2.70E-2 -0.17 1.00E+0 -0.07 1.00E+0 0.07 1.00E+0 
CATMA1OA15840F1 AT1G16850 -0.33 3.25E-1 -0.90 2.96E-7 -0.70 5.18E-5 -0.93 4.66E-7 0.19 1.00E+0 -0.27 1.00E+0 0.08 1.00E+0 
CATMA1OA15900F1 AT1G16905 1.14 8.23E-10 -2.24 0.00E+0 0.52 8.92E-3 -0.43 1.23E-1 1.62 0.00E+0 -1.89 0.00E+0 0.78 2.56E-5 
CATMA1OA15930R1 AT1G16930 0.73 2.87E-4 0.13 1.00E+0 0.12 1.00E+0 0.00 1.00E+0 0.59 1.54E-3 0.01 1.00E+0 0.51 2.12E-2 
CATMA1ON102147R1 AT1G17020 -1.71 0.00E+0 -0.30 3.42E-1 -0.91 1.73E-8 0.30 5.69E-1 -0.85 3.45E-7 0.21 1.00E+0 0.28 5.83E-1 
CATMA1OA16060F1 AT1G17060 0.85 1.34E-5 -0.53 1.01E-2 0.45 4.09E-2 0.44 9.81E-2 0.78 4.31E-6 -0.25 1.00E+0 1.10 1.92E-10 
CATMA1OA16150F1 AT1G17147 -1.90 0.00E+0 -0.75 3.95E-5 0.55 4.85E-3 0.03 1.00E+0 -1.13 8.17E-13 -0.12 1.00E+0 -1.54 0.00E+0 
CATMA1OC71257R1 AT1G17170 -1.77 0.00E+0 -0.51 1.52E-2 -0.14 1.00E+0 -1.14 1.23E-10 -0.44 4.08E-2 1.03 4.53E-7 -1.27 4.74E-14 
CATMA1OC71258R1 AT1G17180 0.47 5.75E-2 2.35 0.00E+0 0.01 1.00E+0 -0.68 8.37E-4 -0.97 2.46E-9 0.97 2.90E-6 -1.86 0.00E+0 
CATMA1OA16200R1 AT1G17190 0.73 3.45E-4 -1.06 6.18E-10 0.61 8.17E-4 -0.27 7.40E-1 1.71 0.00E+0 -0.20 1.00E+0 0.90 5.27E-7 
CATMA1OA16210R1 AT1G17200 -0.53 2.09E-2 0.95 5.34E-8 -0.66 1.98E-4 -0.18 1.00E+0 -0.71 4.59E-5 0.78 7.75E-4 -0.05 1.00E+0 
CATMA1OA16220F1 AT1G17210 0.59 7.13E-3 0.28 4.13E-1 -0.44 5.43E-2 -0.34 3.68E-1 0.31 3.62E-1 -0.02 1.00E+0 0.40 1.40E-1 
CATMA1OA16240R1 AT1G17230 0.51 2.98E-2 0.83 4.08E-6 -0.06 1.00E+0 0.58 7.41E-3 0.06 1.00E+0 0.28 1.00E+0 0.60 2.88E-3 
CATMA1OC71259R1 AT1G17285 0.24 6.99E-1 -0.91 2.09E-7 0.11 1.00E+0 -0.35 3.19E-1 0.50 1.37E-2 -0.74 1.85E-3 -0.13 1.00E+0 
CATMA1OA16330R1 AT1G17300 0.14 1.00E+0 -1.23 3.92E-13 0.15 1.00E+0 -0.02 1.00E+0 0.48 1.85E-2 -0.98 2.55E-6 0.26 6.97E-1 
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fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA1OA16340F1 AT1G17310 -1.84 0.00E+0 -0.47 3.05E-2 -0.37 1.84E-1 0.01 1.00E+0 -1.44 0.00E+0 -0.23 1.00E+0 -1.29 1.62E-14 
CATMA1OA16390R1 AT1G17360 -0.54 1.68E-2 -0.93 1.02E-7 -0.06 1.00E+0 -0.22 9.92E-1 0.36 1.89E-1 -0.07 1.00E+0 -0.06 1.00E+0 
CATMA1OC71260F1 AT1G17380 -0.51 3.04E-2 0.20 7.79E-1 0.47 3.01E-2 0.77 8.06E-5 0.14 1.00E+0 0.85 1.03E-4 0.53 1.48E-2 
CATMA1OA16465R1 AT1G17420 -1.19 1.10E-10 0.13 1.00E+0 0.73 1.84E-5 0.58 8.80E-3 -1.20 3.06E-14 0.40 7.00E-1 -1.35 0.00E+0 
CATMA1OC71263R1 AT1G17430 0.05 1.00E+0 -1.14 2.07E-11 0.16 1.00E+0 0.13 1.00E+0 0.96 2.95E-9 -0.17 1.00E+0 1.04 2.43E-9 
CATMA1OA16520F1 AT1G17480 -0.74 2.47E-4 -0.28 3.98E-1 -0.15 1.00E+0 0.01 1.00E+0 -0.19 1.00E+0 0.19 1.00E+0 -0.08 1.00E+0 
CATMA1ON102158F1 AT1G17590 -1.04 2.60E-8 -0.76 3.06E-5 -0.42 8.15E-2 -0.41 1.63E-1 0.04 1.00E+0 0.51 1.79E-1 -0.18 1.00E+0 
CATMA1OA16650R1 AT1G17615 -1.14 8.28E-10 -0.17 8.98E-1 0.51 1.23E-2 -0.11 1.00E+0 -0.83 7.53E-7 0.15 1.00E+0 -1.39 0.00E+0 
CATMA1OA16660R1 AT1G17620 -0.72 3.68E-4 -0.88 7.73E-7 -0.07 1.00E+0 -0.41 1.63E-1 0.11 1.00E+0 -0.13 1.00E+0 -0.37 2.00E-1 
CATMA1OA16730F1 AT1G17690 -0.06 1.00E+0 0.13 1.00E+0 0.06 1.00E+0 0.68 8.54E-4 -0.16 1.00E+0 -0.14 1.00E+0 0.32 3.66E-1 
CATMA1ON92171R1 AT1G17745 -0.86 8.94E-6 -0.76 2.69E-5 -0.24 8.31E-1 -0.71 3.76E-4 -0.10 1.00E+0 0.14 1.00E+0 -0.55 9.37E-3 
CATMA1OA16770R1 AT1G17750 -0.08 1.00E+0 0.28 4.15E-1 0.43 5.86E-2 0.59 7.17E-3 -0.07 1.00E+0 0.23 1.00E+0 0.00 1.00E+0 
CATMA1ON92091R1 AT1G17840 -1.62 0.00E+0 1.03 2.21E-9 -1.24 0.00E+0 -0.33 4.41E-1 -1.53 0.00E+0 1.12 2.18E-8 -0.46 5.04E-2 
CATMA1OA16880R1 AT1G17860 0.58 8.25E-3 0.64 6.95E-4 0.18 1.00E+0 0.42 1.46E-1 0.15 1.00E+0 0.32 1.00E+0 0.29 5.52E-1 
CATMA1OA16955R1 AT1G17950 -1.84 0.00E+0 -0.18 8.79E-1 0.40 1.05E-1 -0.89 1.56E-6 -1.07 1.84E-11 0.82 2.40E-4 -2.40 0.00E+0 
CATMA1OA16960F1 AT1G17960 0.21 8.37E-1 -0.15 9.75E-1 -0.02 1.00E+0 -0.12 1.00E+0 0.66 1.80E-4 0.35 1.00E+0 0.52 1.89E-2 
CATMA1OA16970R1 AT1G17970 0.07 1.00E+0 -0.88 7.06E-7 0.06 1.00E+0 -0.46 6.92E-2 0.82 8.16E-7 -0.21 1.00E+0 0.19 1.00E+0 
CATMA1OM00640R1 AT1G18075 -0.78 8.19E-5 -1.41 0.00E+0 -0.38 1.49E-1 -1.13 1.45E-10 0.67 1.30E-4 -0.03 1.00E+0 0.06 1.00E+0 
CATMA1OA17120F1 AT1G18140 -0.88 4.77E-6 -0.38 1.33E-1 0.53 7.79E-3 -0.20 1.00E+0 -0.30 3.92E-1 -0.01 1.00E+0 -1.26 9.28E-14 
CATMA1OA17150R1 AT1G18170 -0.06 1.00E+0 -0.85 2.01E-6 0.13 1.00E+0 -0.41 1.60E-1 0.36 1.81E-1 -0.30 1.00E+0 -0.02 1.00E+0 
CATMA1ON94950R2 AT1G18180 -0.55 1.56E-2 -1.19 2.14E-12 -0.16 1.00E+0 -0.12 1.00E+0 0.60 1.24E-3 -0.13 1.00E+0 0.51 2.25E-2 
CATMA1ON92402F1 AT1G18200 -1.51 0.00E+0 -0.59 2.65E-3 -0.11 1.00E+0 0.18 1.00E+0 -0.51 9.18E-3 0.37 1.00E+0 -0.06 1.00E+0 
CATMA1OA17200F1 AT1G18210 -0.65 1.87E-3 -0.62 1.19E-3 -0.02 1.00E+0 -0.24 8.67E-1 -0.02 1.00E+0 0.07 1.00E+0 -0.23 8.48E-1 
CATMA1OA17240F1 AT1G18250 -1.32 4.01E-13 -0.58 3.21E-3 -0.41 8.95E-2 -0.35 3.42E-1 -0.53 6.67E-3 0.30 1.00E+0 -0.48 3.70E-2 
CATMA1OA17290R1 AT1G18280 0.00 1.00E+0 0.31 3.13E-1 0.19 1.00E+0 0.48 5.25E-2 0.24 7.52E-1 0.29 1.00E+0 0.62 2.10E-3 
CATMA1OA17300R1 AT1G18290 0.87 7.39E-6 0.40 9.23E-2 0.60 1.07E-3 0.74 1.65E-4 0.73 2.05E-5 0.18 1.00E+0 0.89 6.51E-7 
CATMA1OA17310R1 AT1G18300 -0.41 1.25E-1 -0.96 4.12E-8 0.03 1.00E+0 -0.22 1.00E+0 0.66 1.74E-4 -0.02 1.00E+0 0.39 1.62E-1 
CATMA1OA17390F1 AT1G18370 -1.05 1.78E-8 -0.53 8.82E-3 -0.39 1.31E-1 -0.17 1.00E+0 -0.51 9.56E-3 -0.12 1.00E+0 -0.35 2.64E-1 
CATMA1ON99093R1 AT1G18380 -0.25 6.68E-1 0.47 2.75E-2 0.03 1.00E+0 -0.16 1.00E+0 -0.93 1.25E-8 -0.18 1.00E+0 -0.94 1.11E-7 
CATMA1OA17430F1 AT1G18410 -1.06 1.54E-8 -0.58 3.36E-3 0.06 1.00E+0 0.35 3.29E-1 -0.71 4.69E-5 -0.34 1.00E+0 -0.62 2.00E-3 
CATMA1OA17450R1 AT1G18420 0.21 8.34E-1 -1.36 0.00E+0 0.32 3.44E-1 -0.31 5.04E-1 1.13 8.17E-13 -0.05 1.00E+0 0.72 1.38E-4 
CATMA1OA17615R1 AT1G18570 -1.01 7.45E-8 0.56 4.85E-3 0.31 3.91E-1 0.31 5.31E-1 -1.87 0.00E+0 -0.13 1.00E+0 -1.85 0.00E+0 
CATMA1OA17630R1 AT1G18590 -0.15 1.00E+0 1.31 1.09E-14 0.13 1.00E+0 0.27 7.26E-1 -1.32 0.00E+0 0.27 1.00E+0 -1.01 5.97E-9 
CATMA1OA17720R1 AT1G18690 0.66 1.51E-3 0.10 1.00E+0 0.08 1.00E+0 0.04 1.00E+0 0.45 3.64E-2 -0.07 1.00E+0 0.38 1.82E-1 
CATMA1OC72289R1 AT1G18773 0.73 2.98E-4 0.39 1.11E-1 -0.18 1.00E+0 -0.61 4.68E-3 0.45 3.67E-2 0.26 1.00E+0 0.12 1.00E+0 
CATMA1OA17945F1 AT1G18890 -0.79 6.59E-5 0.09 1.00E+0 -0.01 1.00E+0 0.32 4.62E-1 -0.85 2.79E-7 0.04 1.00E+0 -0.45 5.99E-2 
CATMA1OA17950R1 AT1G18900 -0.20 8.57E-1 0.12 1.00E+0 0.07 1.00E+0 0.40 1.93E-1 -0.60 1.14E-3 -0.03 1.00E+0 -0.32 3.97E-1 
CATMA1OC71282F1 AT1G18910 0.31 3.95E-1 -0.70 1.66E-4 0.14 1.00E+0 0.58 8.77E-3 0.74 1.64E-5 -0.16 1.00E+0 1.12 7.47E-11 
CATMA1OA17970R1 AT1G18940 0.07 1.00E+0 -0.32 2.84E-1 -0.04 1.00E+0 0.46 7.43E-2 0.47 2.26E-2 0.05 1.00E+0 0.98 2.21E-8 
CATMA1OF02520F1 AT1G18970 -2.29 0.00E+0 0.63 1.07E-3 0.60 1.17E-3 0.64 2.40E-3 -2.94 0.00E+0 -0.32 1.00E+0 -2.60 0.00E+0 
CATMA1OA18010F1 AT1G18980 -1.90 0.00E+0 -0.05 1.00E+0 0.04 1.00E+0 -0.36 3.14E-1 -2.10 0.00E+0 -0.16 1.00E+0 -2.15 0.00E+0 
CATMA1OA18050R1 AT1G19020 -2.24 0.00E+0 -0.89 4.53E-7 0.56 3.21E-3 -0.88 2.38E-6 -1.40 0.00E+0 0.14 1.00E+0 -2.66 0.00E+0 
CATMA1OA18060R1 AT1G19025 0.07 1.00E+0 0.03 1.00E+0 0.51 1.25E-2 -0.23 9.29E-1 -0.07 1.00E+0 -0.03 1.00E+0 -0.72 1.54E-4 
CATMA1OA18090F1 AT1G19050 0.21 8.20E-1 0.07 1.00E+0 1.29 0.00E+0 0.83 1.15E-5 -0.11 1.00E+0 -0.25 1.00E+0 -0.61 2.47E-3 
CATMA1OA18220R1 AT1G19180 -0.84 1.88E-5 0.13 1.00E+0 0.24 8.23E-1 0.60 5.33E-3 -0.60 1.07E-3 0.52 1.53E-1 -0.10 1.00E+0 
CATMA1OA18230R1 AT1G19190 -0.79 6.73E-5 -0.07 1.00E+0 0.01 1.00E+0 -0.13 1.00E+0 -0.53 6.69E-3 0.22 1.00E+0 -0.61 2.31E-3 
CATMA1OA18240F1 AT1G19200 -0.82 3.07E-5 -0.23 6.29E-1 -0.06 1.00E+0 -0.08 1.00E+0 -0.34 2.34E-1 0.23 1.00E+0 -0.22 9.04E-1 
CATMA1OA18260F1 AT1G19220 -0.22 7.80E-1 -0.70 1.61E-4 -0.18 1.00E+0 -0.49 4.60E-2 0.28 4.84E-1 -0.09 1.00E+0 -0.03 1.00E+0 
CATMA1OA18270R1 AT1G19230 -0.81 4.12E-5 -0.49 2.23E-2 -0.05 1.00E+0 -0.78 6.11E-5 0.12 1.00E+0 -0.06 1.00E+0 -0.55 8.71E-3 
CATMA1OA18290F1 AT1G19250 -3.18 0.00E+0 -1.76 0.00E+0 1.10 2.27E-12 0.16 1.00E+0 -2.74 0.00E+0 -0.88 4.58E-5 -3.21 0.00E+0 
CATMA1OA18330F1 AT1G19300 -0.60 6.00E-3 -1.03 2.89E-9 0.22 9.51E-1 -0.09 1.00E+0 0.26 6.33E-1 -0.30 1.00E+0 -0.01 1.00E+0 
CATMA1OC71287R1 AT1G19320 -1.20 6.34E-11 0.11 1.00E+0 -1.24 0.00E+0 -0.16 1.00E+0 -2.71 0.00E+0 -0.04 1.00E+0 -1.39 0.00E+0 
CATMA1OA18360F1 AT1G19330 -1.68 0.00E+0 -1.13 3.29E-11 -0.88 6.19E-8 -0.76 1.12E-4 -0.46 3.20E-2 0.16 1.00E+0 -0.28 5.68E-1 
CATMA1OA18400R1 AT1G19380 -0.68 1.07E-3 0.16 9.30E-1 0.26 6.88E-1 0.04 1.00E+0 -0.48 1.99E-2 0.40 7.29E-1 -0.78 2.72E-5 
CATMA1OA18410F1 AT1G19390 1.54 0.00E+0 0.80 9.22E-6 0.43 6.64E-2 0.41 1.50E-1 0.63 4.21E-4 -0.24 1.00E+0 0.46 5.59E-2 
CATMA1OA18420F1 AT1G19400 0.72 4.26E-4 0.53 8.69E-3 -0.10 1.00E+0 0.27 7.05E-1 0.22 8.65E-1 0.15 1.00E+0 0.73 1.02E-4 
CATMA1OA18560R1 AT1G19530 -1.15 4.41E-10 -0.37 1.46E-1 -0.46 3.66E-2 0.51 3.36E-2 -0.43 4.99E-2 0.63 1.87E-2 0.69 2.89E-4 
CATMA1OA18570R1 AT1G19540 -1.08 7.86E-9 -0.70 1.84E-4 -0.76 7.15E-6 -0.54 1.71E-2 0.05 1.00E+0 0.47 2.99E-1 0.30 4.75E-1 
CATMA1OF02523F1 AT1G19550 -0.68 1.09E-3 -0.35 1.82E-1 -0.39 1.24E-1 0.04 1.00E+0 -0.07 1.00E+0 0.25 1.00E+0 0.15 1.00E+0 
CATMA1OC71290F1 AT1G19570 -0.97 2.90E-7 -0.32 2.68E-1 -0.41 9.45E-2 -0.03 1.00E+0 -0.32 3.09E-1 0.36 1.00E+0 0.08 1.00E+0 
CATMA1OA18630F1 AT1G19610 -0.25 6.68E-1 1.73 0.00E+0 0.28 6.09E-1 1.03 1.26E-8 -0.25 6.91E-1 1.60 0.00E+0 0.56 8.09E-3 
CATMA1OC71291F1 AT1G19650 -0.89 4.69E-6 -1.20 1.89E-12 0.19 1.00E+0 0.15 1.00E+0 0.46 2.80E-2 0.15 1.00E+0 0.36 2.53E-1 
CATMA1OA18690F1 AT1G19660 -0.45 7.13E-2 -0.32 2.82E-1 -0.61 8.01E-4 -0.03 1.00E+0 0.02 1.00E+0 0.25 1.00E+0 0.67 4.91E-4 
CATMA1OA18740F1 AT1G19715 -1.50 0.00E+0 -1.02 3.64E-9 0.05 1.00E+0 0.55 1.61E-2 -0.17 1.00E+0 0.34 1.00E+0 0.29 5.52E-1 
CATMA1OA18800F1 AT1G19790 -0.64 2.24E-3 0.44 5.06E-2 -0.31 4.33E-1 -0.28 6.51E-1 -0.33 2.71E-1 0.55 9.33E-2 -0.17 1.00E+0 
CATMA1ON94957F1 AT1G19840 0.05 1.00E+0 -1.18 4.57E-12 -0.17 1.00E+0 -0.42 1.47E-1 0.66 2.19E-4 -0.82 2.75E-4 0.25 7.59E-1 
CATMA1OA18910F1 AT1G19900 0.69 8.30E-4 -2.66 0.00E+0 1.37 0.00E+0 -0.55 1.43E-2 3.00 0.00E+0 -0.46 3.50E-1 1.15 1.57E-11 
CATMA1OA18940R1 AT1G19950 -0.70 6.49E-4 -0.63 1.02E-3 -0.07 1.00E+0 -0.01 1.00E+0 -0.19 1.00E+0 0.14 1.00E+0 -0.12 1.00E+0 
CATMA1OA18950R1 AT1G19960 -2.67 0.00E+0 -1.50 0.00E+0 -0.11 1.00E+0 0.91 1.02E-6 -2.64 0.00E+0 -1.38 5.51E-13 -1.70 0.00E+0 
CATMA1OA18970F1 AT1G19970 -0.97 2.85E-7 -0.45 4.05E-2 0.29 5.43E-1 -0.64 2.29E-3 -0.66 1.83E-4 -0.39 8.32E-1 -1.47 0.00E+0 
CATMA1OA19010F1 AT1G20010 -0.33 3.54E-1 -1.08 2.79E-10 -0.43 6.00E-2 -0.44 1.05E-1 0.23 7.78E-1 -0.58 5.14E-2 0.21 9.41E-1 
CATMA1OA19040R1 AT1G20030 -0.68 1.05E-3 -0.65 6.76E-4 0.08 1.00E+0 -0.58 8.07E-3 0.00 1.00E+0 0.03 1.00E+0 -0.88 9.11E-7 
CATMA1OA19170F1 AT1G20160 0.57 1.02E-2 0.79 1.30E-5 0.16 1.00E+0 0.91 8.99E-7 -0.19 1.00E+0 0.07 1.00E+0 0.60 3.12E-3 
CATMA1OA19180R1 AT1G20180 -1.22 3.32E-11 0.76 2.86E-5 -0.54 5.17E-3 0.40 1.71E-1 -1.03 1.55E-10 1.25 1.41E-10 -0.01 1.00E+0 
CATMA1OA19190F1 AT1G20190 0.28 5.16E-1 -1.29 2.12E-14 0.33 3.26E-1 -0.31 5.13E-1 1.10 5.28E-12 -0.45 4.01E-1 0.48 3.63E-2 
CATMA1OC71297F1 AT1G20290 -1.01 7.90E-8 0.62 1.28E-3 -0.20 1.00E+0 -0.11 1.00E+0 -1.05 4.50E-11 0.09 1.00E+0 -0.82 6.57E-6 
CATMA1OB19326F1 AT1G20330 -0.12 1.00E+0 -0.87 8.41E-7 0.12 1.00E+0 -0.44 1.07E-1 0.51 1.02E-2 -0.24 1.00E+0 -0.08 1.00E+0 
CATMA1OA19340R1 AT1G20350 -0.59 6.65E-3 0.05 1.00E+0 -0.03 1.00E+0 0.05 1.00E+0 -0.64 3.22E-4 0.17 1.00E+0 -0.48 3.44E-2 
CATMA1OA19450F1 AT1G20440 0.32 3.81E-1 -0.93 1.23E-7 0.18 1.00E+0 -0.18 1.00E+0 1.07 2.35E-11 -0.12 1.00E+0 0.62 1.85E-3 
CATMA1ON102202F1 AT1G20450 -0.77 1.09E-4 -1.41 0.00E+0 -0.16 1.00E+0 -0.45 8.78E-2 0.52 8.54E-3 -0.13 1.00E+0 0.25 7.70E-1 
CATMA1OC71301F1 AT1G20490 0.28 5.18E-1 0.45 3.99E-2 -0.67 1.41E-4 0.28 6.79E-1 -0.36 1.77E-1 -0.17 1.00E+0 0.60 3.03E-3 
CATMA1OA19510F1 AT1G20510 -0.60 5.31E-3 -0.20 7.93E-1 -0.04 1.00E+0 -0.12 1.00E+0 -0.31 3.45E-1 0.14 1.00E+0 -0.29 5.48E-1 
CATMA1OA19560F1 AT1G20560 1.01 7.13E-8 0.22 6.93E-1 -0.31 4.21E-1 -0.35 3.52E-1 0.56 3.17E-3 -0.30 1.00E+0 0.44 7.47E-2 
CATMA1OC71306F1 AT1G20610 -0.56 1.20E-2 -1.02 4.35E-9 -0.11 1.00E+0 -0.32 4.44E-1 0.15 1.00E+0 -0.25 1.00E+0 -0.01 1.00E+0 
CATMA1OA19640R1 AT1G20620 -1.25 8.14E-12 -0.74 6.26E-5 -0.58 1.79E-3 -0.07 1.00E+0 -0.26 5.91E-1 0.40 7.19E-1 0.25 7.22E-1 
CATMA1OA19645R1 AT1G20630 -0.56 1.33E-2 -0.01 1.00E+0 0.04 1.00E+0 0.12 1.00E+0 -0.10 1.00E+0 0.59 4.67E-2 -0.11 1.00E+0 
CATMA1OA19650R1 AT1G20640 -0.86 9.59E-6 -1.36 0.00E+0 -0.32 3.50E-1 -1.10 5.95E-10 0.37 1.39E-1 -0.12 1.00E+0 -0.45 6.66E-2 
CATMA1OA19660F1 AT1G20650 -0.15 1.00E+0 -0.35 1.91E-1 -0.64 4.31E-4 -0.48 5.46E-2 0.26 5.90E-1 0.15 1.00E+0 0.47 4.09E-2 
CATMA1OA19880F1 AT1G20801 0.07 1.00E+0 0.64 7.60E-4 -0.27 6.31E-1 0.07 1.00E+0 -0.18 1.00E+0 0.14 1.00E+0 -0.09 1.00E+0 
CATMA1OA19916R1 AT1G20850 0.17 9.66E-1 -0.51 1.38E-2 0.76 7.26E-6 0.61 3.89E-3 0.27 5.28E-1 -0.41 6.92E-1 0.28 5.82E-1 
CATMA1OA19920F1 AT1G20860 1.10 3.45E-9 0.58 3.27E-3 0.23 9.03E-1 -0.35 3.28E-1 0.47 2.24E-2 0.09 1.00E+0 -0.25 7.37E-1 
CATMA1OA20020F1 AT1G20960 0.88 4.83E-6 0.28 4.13E-1 -0.11 1.00E+0 -0.04 1.00E+0 0.09 1.00E+0 -0.40 7.77E-1 0.18 1.00E+0 
CATMA1OA20030R1 AT1G20970 -0.21 8.46E-1 -0.67 3.70E-4 -0.42 7.44E-2 -0.38 2.28E-1 0.16 1.00E+0 -0.26 1.00E+0 0.27 6.40E-1 
CATMA1OA20040R1 AT1G20980 0.05 1.00E+0 -0.09 1.00E+0 0.33 3.18E-1 -0.09 1.00E+0 0.02 1.00E+0 -0.08 1.00E+0 -0.63 1.39E-3 
CATMA1OA20060F1 AT1G20990 -2.13 0.00E+0 -1.84 0.00E+0 -0.60 1.06E-3 -1.55 0.00E+0 -0.15 1.00E+0 0.15 1.00E+0 -1.21 1.17E-12 
CATMA1OC71316R1 AT1G21000 0.38 1.99E-1 0.34 2.10E-1 -0.56 3.58E-3 -0.01 1.00E+0 0.21 8.96E-1 0.22 1.00E+0 0.66 7.44E-4 
CATMA1OA20080R1 AT1G21010 -0.68 1.00E-3 -0.52 1.09E-2 -0.60 1.16E-3 -0.71 4.13E-4 -0.16 1.00E+0 -0.02 1.00E+0 -0.37 2.03E-1 
CATMA1OA20090R1 AT1G21050 1.03 4.88E-8 0.82 5.15E-6 0.29 4.90E-1 0.36 3.01E-1 0.39 1.12E-1 0.30 1.00E+0 0.48 3.82E-2 
CATMA1ON102213F1 AT1G21070 -0.15 1.00E+0 -0.75 4.70E-5 -0.13 1.00E+0 -0.28 6.90E-1 0.39 1.03E-1 -0.27 1.00E+0 0.20 1.00E+0 
CATMA1ON92705F1 AT1G21100 -1.12 1.53E-9 0.44 5.14E-2 0.00 1.00E+0 -0.21 1.00E+0 -1.81 0.00E+0 -0.10 1.00E+0 -1.73 0.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA1ON92460F1 AT1G21110 -1.14 7.86E-10 0.42 6.62E-2 0.02 1.00E+0 -0.19 1.00E+0 -1.84 0.00E+0 -0.21 1.00E+0 -1.84 0.00E+0 
CATMA1ON92153F1 AT1G21120 -1.66 0.00E+0 -0.01 1.00E+0 0.14 1.00E+0 -0.12 1.00E+0 -2.54 0.00E+0 -1.02 7.91E-7 -2.63 0.00E+0 
CATMA1ON92537F1 AT1G21130 -1.45 0.00E+0 0.42 7.23E-2 -0.02 1.00E+0 -0.12 1.00E+0 -2.24 0.00E+0 -0.26 1.00E+0 -2.11 0.00E+0 
CATMA1OC71317R1 AT1G21140 -3.32 0.00E+0 -2.99 0.00E+0 -0.06 1.00E+0 -0.08 1.00E+0 0.34 2.46E-1 0.04 1.00E+0 0.29 5.18E-1 
CATMA1OA20200F1 AT1G21150 -1.34 2.00E-13 -1.54 0.00E+0 -0.17 1.00E+0 -0.31 5.08E-1 0.15 1.00E+0 0.00 1.00E+0 0.00 1.00E+0 
CATMA1OA20280R1 AT1G21230 -0.24 7.02E-1 0.31 2.95E-1 0.74 1.27E-5 0.39 1.94E-1 -1.07 2.70E-11 -0.62 2.63E-2 -1.44 0.00E+0 
CATMA1OB20325R1 AT1G21270 -0.42 1.24E-1 -0.15 9.79E-1 0.12 1.00E+0 0.15 1.00E+0 -0.84 5.28E-7 -0.50 2.10E-1 -0.46 5.24E-2 
CATMA1OC71319F1 AT1G21310 -0.11 1.00E+0 -0.10 1.00E+0 0.02 1.00E+0 0.28 6.80E-1 -0.68 9.65E-5 -0.39 8.11E-1 -0.43 8.37E-2 
CATMA1OA20370F1 AT1G21320 -0.71 4.80E-4 0.22 6.73E-1 -0.45 4.24E-2 0.09 1.00E+0 -0.91 2.30E-8 0.07 1.00E+0 -0.27 6.24E-1 
CATMA1OF02529F1 AT1G21326 -0.50 3.44E-2 0.10 1.00E+0 0.30 4.43E-1 -0.16 1.00E+0 -0.49 1.75E-2 0.00 1.00E+0 -0.87 1.34E-6 
CATMA1ON102219R1 AT1G21360 0.16 1.00E+0 -1.14 2.10E-11 -0.69 7.82E-5 -0.16 1.00E+0 1.93 0.00E+0 0.86 8.62E-5 2.38 0.00E+0 
CATMA1OA20470R1 AT1G21400 -0.50 3.24E-2 1.85 0.00E+0 0.26 6.97E-1 1.19 1.17E-11 -0.20 9.81E-1 2.25 0.00E+0 1.00 9.51E-9 
CATMA1OC71324R1 AT1G21410 -0.07 1.00E+0 0.22 6.66E-1 -0.61 9.89E-4 -0.03 1.00E+0 -0.05 1.00E+0 0.39 8.02E-1 0.56 7.27E-3 
CATMA1OC71325F1 AT1G21440 0.86 1.05E-5 1.39 0.00E+0 0.54 6.07E-3 0.56 1.13E-2 -0.19 1.00E+0 0.39 8.23E-1 -0.19 1.00E+0 
CATMA1ON94964F1 AT1G21520 -1.84 0.00E+0 0.38 1.31E-1 0.77 5.89E-6 1.48 0.00E+0 -1.69 0.00E+0 0.79 5.76E-4 -0.95 6.97E-8 
CATMA1OA20580F1 AT1G21525 -3.84 0.00E+0 -0.91 2.39E-7 0.71 3.52E-5 1.03 1.26E-8 -2.24 0.00E+0 1.08 8.95E-8 -1.80 0.00E+0 
CATMA1OA20590F1 AT1G21528 -0.28 5.16E-1 0.89 4.99E-7 0.08 1.00E+0 1.29 1.20E-13 0.13 1.00E+0 1.50 0.00E+0 1.45 0.00E+0 
CATMA1OA20620F1 AT1G21550 -0.88 5.46E-6 0.06 1.00E+0 -0.33 3.27E-1 -0.22 1.00E+0 -0.99 8.30E-10 0.11 1.00E+0 -0.57 5.64E-3 
CATMA1OA20660F1 AT1G21590 -0.78 9.55E-5 0.13 1.00E+0 -0.07 1.00E+0 0.45 8.64E-2 -1.04 7.62E-11 -0.11 1.00E+0 -0.65 9.69E-4 
CATMA1OA20770R1 AT1G21680 -0.30 4.37E-1 0.01 1.00E+0 -0.61 9.72E-4 0.02 1.00E+0 0.07 1.00E+0 0.41 6.62E-1 0.79 1.61E-5 
CATMA1OA20990F1 AT1G21890 -4.32 0.00E+0 -4.56 0.00E+0 -1.08 4.53E-12 -4.48 0.00E+0 0.11 1.00E+0 0.05 1.00E+0 -3.61 0.00E+0 
CATMA1OA21010R1 AT1G21910 0.87 7.17E-6 0.73 6.87E-5 0.19 1.00E+0 0.05 1.00E+0 0.57 2.67E-3 0.63 2.00E-2 0.44 7.82E-2 
CATMA1ON102225F1 AT1G21920 0.59 6.75E-3 0.81 7.37E-6 -0.30 4.67E-1 0.62 3.16E-3 0.12 1.00E+0 0.25 1.00E+0 0.98 2.16E-8 
CATMA1OA21210R1 AT1G22065 -0.79 6.53E-5 -0.41 8.54E-2 -0.21 1.00E+0 -0.52 2.85E-2 -0.22 8.44E-1 0.24 1.00E+0 -0.59 4.06E-3 
CATMA1OA21215R1 AT1G22070 -0.55 1.57E-2 -0.77 2.26E-5 -0.17 1.00E+0 -0.42 1.36E-1 0.14 1.00E+0 -0.04 1.00E+0 -0.15 1.00E+0 
CATMA1OA21280R1 AT1G22150 -0.69 7.86E-4 0.05 1.00E+0 -0.64 3.67E-4 -0.20 1.00E+0 -0.59 1.60E-3 0.16 1.00E+0 -0.27 6.57E-1 
CATMA1OA21290R1 AT1G22160 -1.39 2.14E-14 -2.07 0.00E+0 -0.84 3.66E-7 -2.22 0.00E+0 1.00 6.17E-10 0.01 1.00E+0 -0.73 9.23E-5 
CATMA1OA21300R1 AT1G22170 -0.22 7.79E-1 -0.09 1.00E+0 0.55 4.37E-3 0.75 1.26E-4 -0.20 9.52E-1 0.24 1.00E+0 0.06 1.00E+0 
CATMA1OC71331R1 AT1G22190 0.99 1.92E-7 0.78 1.49E-5 -0.45 4.52E-2 0.02 1.00E+0 0.47 2.49E-2 0.34 1.00E+0 0.94 1.14E-7 
CATMA1OA21340R1 AT1G22220 -0.42 1.18E-1 -0.92 1.68E-7 -0.09 1.00E+0 -0.47 6.11E-2 0.48 1.98E-2 -0.14 1.00E+0 0.15 1.00E+0 
CATMA1ON94970R1 AT1G22275 1.12 1.65E-9 1.27 6.15E-14 0.17 1.00E+0 0.70 5.32E-4 -0.15 1.00E+0 0.16 1.00E+0 0.26 7.00E-1 
CATMA1OA21460R1 AT1G22330 0.85 1.41E-5 -1.06 6.61E-10 0.71 3.45E-5 -0.07 1.00E+0 1.15 3.86E-13 -0.44 4.43E-1 0.75 6.80E-5 
CATMA1OA21470F1 AT1G22340 0.36 2.40E-1 0.65 6.44E-4 0.01 1.00E+0 -0.02 1.00E+0 0.02 1.00E+0 -0.01 1.00E+0 0.08 1.00E+0 
CATMA1OC72301F1 AT1G22350 -0.74 2.64E-4 -0.39 1.05E-1 -0.74 1.67E-5 -0.37 2.80E-1 -0.15 1.00E+0 0.01 1.00E+0 0.32 4.06E-1 
CATMA1OC71338F1 AT1G22360 0.55 1.60E-2 0.86 1.19E-6 -0.22 9.44E-1 0.37 2.53E-1 -0.08 1.00E+0 0.19 1.00E+0 0.43 8.12E-2 
CATMA1OC71339F1 AT1G22400 0.70 7.26E-4 0.17 8.94E-1 -0.09 1.00E+0 -0.09 1.00E+0 0.40 8.87E-2 -0.29 1.00E+0 0.41 1.27E-1 
CATMA1OA21540R1 AT1G22410 -0.98 2.39E-7 -0.78 1.84E-5 0.35 2.48E-1 -0.08 1.00E+0 -0.42 5.99E-2 -0.14 1.00E+0 -0.87 1.09E-6 
CATMA1OA21560R1 AT1G22430 0.28 5.27E-1 0.61 1.71E-3 -0.01 1.00E+0 0.22 1.00E+0 -0.21 9.27E-1 0.24 1.00E+0 0.05 1.00E+0 
CATMA1OC71341R1 AT1G22440 -0.76 1.58E-4 -1.33 0.00E+0 -0.43 6.09E-2 -0.50 3.62E-2 0.21 8.85E-1 -0.28 1.00E+0 0.22 8.99E-1 
CATMA1OA21590F1 AT1G22470 0.15 1.00E+0 -0.98 1.65E-8 0.87 8.84E-8 -0.58 8.01E-3 1.03 1.46E-10 -0.03 1.00E+0 -0.34 3.18E-1 
CATMA1OC71343R1 AT1G22500 3.22 0.00E+0 2.31 0.00E+0 1.12 6.57E-13 1.28 1.58E-13 1.10 4.28E-12 0.15 1.00E+0 1.38 0.00E+0 
CATMA1OA21650F1 AT1G22530 0.23 7.51E-1 -1.29 2.12E-14 0.34 2.77E-1 -0.21 1.00E+0 1.18 8.98E-14 -0.20 1.00E+0 0.61 2.16E-3 
CATMA1OA21660R1 AT1G22540 -0.09 1.00E+0 -0.48 2.45E-2 -0.34 2.89E-1 -0.21 1.00E+0 0.36 1.67E-1 -0.15 1.00E+0 0.61 2.54E-3 
CATMA1OC71346F1 AT1G22550 0.47 5.65E-2 -0.84 2.40E-6 -0.29 5.05E-1 -0.74 1.73E-4 1.49 0.00E+0 0.19 1.00E+0 1.02 3.87E-9 
CATMA1OA21680F1 AT1G22570 0.45 7.50E-2 -1.30 1.09E-14 -0.27 6.62E-1 0.22 9.89E-1 1.14 5.61E-13 -0.72 2.91E-3 1.71 0.00E+0 
CATMA1OA21710R1 AT1G22610 -0.75 1.86E-4 -0.45 3.93E-2 0.10 1.00E+0 -0.22 9.68E-1 -0.14 1.00E+0 0.26 1.00E+0 -0.25 7.30E-1 
CATMA1OA21725R1 AT1G22640 -1.08 7.56E-9 -0.37 1.46E-1 -0.25 7.43E-1 -0.08 1.00E+0 -0.53 6.48E-3 0.21 1.00E+0 -0.21 9.61E-1 
CATMA1OA21795R1 AT1G22740 0.56 1.17E-2 -0.89 4.53E-7 -0.28 5.51E-1 -0.42 1.37E-1 1.26 0.00E+0 -0.05 1.00E+0 1.10 1.92E-10 
CATMA1OA21800R1 AT1G22750 -0.81 3.71E-5 -0.57 4.21E-3 -1.30 0.00E+0 -1.10 6.06E-10 -0.04 1.00E+0 0.08 1.00E+0 -0.02 1.00E+0 
CATMA1OA21823R1 AT1G22770 0.14 1.00E+0 -0.45 4.18E-2 -0.61 9.36E-4 -0.52 2.71E-2 0.23 8.18E-1 -0.36 1.00E+0 0.33 3.43E-1 
CATMA1OA21830R1 AT1G22790 -0.49 4.33E-2 -0.63 1.11E-3 -0.24 8.61E-1 -0.51 3.12E-2 -0.18 1.00E+0 -0.17 1.00E+0 -0.04 1.00E+0 
CATMA1OA21920R1 AT1G22880 0.19 9.03E-1 -1.22 7.00E-13 -0.01 1.00E+0 -0.52 2.63E-2 0.90 4.87E-8 -0.54 1.03E-1 0.08 1.00E+0 
CATMA1OC71358R1 AT1G22885 -0.69 9.21E-4 0.04 1.00E+0 0.65 2.83E-4 0.03 1.00E+0 -0.52 7.57E-3 0.19 1.00E+0 -1.09 2.15E-10 
CATMA1OC71359R1 AT1G22890 -1.63 0.00E+0 1.93 0.00E+0 0.40 1.16E-1 0.74 1.50E-4 -2.71 0.00E+0 1.09 5.69E-8 -2.30 0.00E+0 
CATMA1OA21980R1 AT1G22930 -0.42 1.16E-1 -0.60 2.21E-3 -0.15 1.00E+0 0.24 8.86E-1 0.20 9.61E-1 0.05 1.00E+0 0.74 8.43E-5 
CATMA1OA22030F1 AT1G22980 -0.06 1.00E+0 0.66 4.38E-4 -0.49 1.77E-2 0.20 1.00E+0 -0.95 5.44E-9 0.12 1.00E+0 -0.23 8.42E-1 
CATMA1OA22050R1 AT1G22990 1.17 2.09E-10 1.10 1.17E-10 -0.08 1.00E+0 -0.07 1.00E+0 0.21 8.95E-1 -0.08 1.00E+0 0.12 1.00E+0 
CATMA1OA22060R1 AT1G23000 0.13 1.00E+0 -0.38 1.18E-1 -0.31 3.93E-1 -0.60 5.39E-3 0.12 1.00E+0 -0.15 1.00E+0 -0.01 1.00E+0 
CATMA1OA22070R1 AT1G23010 -0.94 9.07E-7 -0.56 4.96E-3 0.12 1.00E+0 -0.12 1.00E+0 0.13 1.00E+0 0.11 1.00E+0 -0.02 1.00E+0 
CATMA1OC71361F1 AT1G23020 2.17 0.00E+0 1.56 0.00E+0 -0.36 2.14E-1 0.39 2.00E-1 0.98 1.44E-9 0.08 1.00E+0 1.64 0.00E+0 
CATMA1OB22090R1 AT1G23030 0.23 7.64E-1 -0.78 1.55E-5 0.08 1.00E+0 -0.24 8.80E-1 0.78 4.32E-6 -0.38 9.56E-1 0.46 5.76E-2 
CATMA1OA22110R1 AT1G23040 -0.38 1.87E-1 -1.07 4.13E-10 0.17 1.00E+0 -0.07 1.00E+0 0.63 5.46E-4 0.01 1.00E+0 0.31 4.39E-1 
CATMA1OA22120R1 AT1G23050 -0.02 1.00E+0 -0.72 9.12E-5 -0.06 1.00E+0 -0.60 5.61E-3 0.70 5.56E-5 -0.19 1.00E+0 0.21 9.47E-1 
CATMA1OA22130F1 AT1G23060 -0.63 2.83E-3 -1.90 0.00E+0 0.01 1.00E+0 -0.54 1.74E-2 0.56 2.90E-3 -0.70 4.86E-3 0.21 9.57E-1 
CATMA1OA22153F1 AT1G23090 0.29 4.83E-1 -0.29 3.88E-1 1.45 0.00E+0 1.34 0.00E+0 0.37 1.45E-1 0.18 1.00E+0 0.49 2.93E-2 
CATMA1OA22180R1 AT1G23120 0.47 5.40E-2 1.15 1.73E-11 -0.31 4.21E-1 0.56 1.24E-2 -0.35 2.02E-1 0.36 1.00E+0 0.54 1.14E-2 
CATMA1OC71363F1 AT1G23140 0.89 3.92E-6 1.20 1.83E-12 0.40 1.03E-1 0.78 6.20E-5 -0.06 1.00E+0 0.24 1.00E+0 0.33 3.61E-1 
CATMA1OA22230R1 AT1G23160 1.73 0.00E+0 2.25 0.00E+0 0.22 9.46E-1 1.18 1.60E-11 -0.34 2.27E-1 0.25 1.00E+0 0.79 1.59E-5 
CATMA1OA22270R1 AT1G23200 -1.79 0.00E+0 -0.29 3.81E-1 -0.63 5.50E-4 -0.31 4.91E-1 -1.09 6.65E-12 0.08 1.00E+0 -0.84 3.63E-6 
CATMA1OA22290F1 AT1G23205 1.88 0.00E+0 0.32 2.68E-1 1.03 6.88E-11 0.46 7.20E-2 1.37 0.00E+0 -0.08 1.00E+0 0.94 9.28E-8 
CATMA1OA22410F1 AT1G23330 -0.72 4.25E-4 -0.39 1.10E-1 0.57 2.55E-3 -0.40 1.82E-1 -0.25 6.87E-1 0.06 1.00E+0 -1.20 2.06E-12 
CATMA1OA22460F1 AT1G23390 0.25 6.66E-1 0.72 1.01E-4 0.00 1.00E+0 0.26 7.80E-1 -0.47 2.58E-2 -0.07 1.00E+0 -0.23 8.66E-1 
CATMA1OC71368R1 AT1G23460 0.36 2.43E-1 -0.27 4.73E-1 0.14 1.00E+0 0.73 2.37E-4 0.01 1.00E+0 -0.51 1.60E-1 0.48 3.90E-2 
CATMA1ON94973R1 AT1G23470 0.23 7.59E-1 0.09 1.00E+0 0.30 4.34E-1 0.60 5.59E-3 -0.05 1.00E+0 0.00 1.00E+0 0.37 2.04E-1 
CATMA1OC71369R1 AT1G23480 0.86 1.01E-5 0.20 8.00E-1 0.22 9.83E-1 0.45 9.35E-2 0.53 6.94E-3 -0.12 1.00E+0 0.85 2.85E-6 
CATMA1ON94974F1 AT1G23510 2.61 0.00E+0 1.97 0.00E+0 0.82 8.66E-7 0.58 8.39E-3 0.85 3.44E-7 0.06 1.00E+0 0.57 5.46E-3 
CATMA1ON102244F1 AT1G23540 -0.12 1.00E+0 -0.69 1.99E-4 0.13 1.00E+0 0.14 1.00E+0 0.28 5.19E-1 -0.15 1.00E+0 0.70 2.35E-4 
CATMA1OA22530R1 AT1G23550 -0.61 4.36E-3 0.24 5.86E-1 0.06 1.00E+0 0.37 2.70E-1 -0.39 1.09E-1 0.57 6.03E-2 -0.07 1.00E+0 
CATMA1OA22534F1 AT1G23560 0.69 8.02E-4 1.17 5.98E-12 -0.05 1.00E+0 0.99 5.66E-8 -0.39 1.11E-1 0.09 1.00E+0 0.52 1.62E-2 
CATMA1ON95257F1 AT1G23650 0.66 1.73E-3 0.30 3.39E-1 0.02 1.00E+0 -0.11 1.00E+0 0.19 1.00E+0 -0.12 1.00E+0 0.03 1.00E+0 
CATMA1OA22610R1 AT1G23720 0.65 1.88E-3 -0.68 2.88E-4 0.40 1.15E-1 0.24 9.10E-1 0.85 2.67E-7 -0.75 1.53E-3 0.68 3.96E-4 
CATMA1ON92044R1 AT1G23730 -0.89 4.27E-6 0.08 1.00E+0 -0.65 2.41E-4 0.72 2.80E-4 -0.96 4.19E-9 0.11 1.00E+0 0.51 1.98E-2 
CATMA1OA22640R1 AT1G23750 -0.09 1.00E+0 -1.72 0.00E+0 -0.05 1.00E+0 -0.34 3.63E-1 1.00 5.36E-10 -0.66 9.95E-3 0.66 6.21E-4 
CATMA1OA22680F1 AT1G23800 0.63 3.10E-3 0.22 7.13E-1 0.35 2.56E-1 0.03 1.00E+0 0.28 5.15E-1 -0.16 1.00E+0 0.01 1.00E+0 
CATMA1OA22700F1 AT1G23830 0.50 3.74E-2 0.99 1.26E-8 0.18 1.00E+0 0.05 1.00E+0 -0.23 8.16E-1 0.20 1.00E+0 -0.35 2.69E-1 
CATMA1OA22710F1 AT1G23840 0.01 1.00E+0 1.10 1.16E-10 0.27 6.74E-1 0.56 1.34E-2 -1.09 8.06E-12 0.35 1.00E+0 -0.81 8.98E-6 
CATMA1OA22720F1 AT1G23850 0.54 1.81E-2 0.95 4.86E-8 -0.08 1.00E+0 0.46 7.03E-2 -0.07 1.00E+0 0.31 1.00E+0 0.49 3.26E-2 
CATMA1OA22730R1 AT1G23870 1.36 5.19E-14 1.66 0.00E+0 0.17 1.00E+0 1.24 1.10E-12 -0.25 6.93E-1 0.01 1.00E+0 0.84 3.22E-6 
CATMA1OA22830F1 AT1G23980 0.20 8.55E-1 -0.10 1.00E+0 0.16 1.00E+0 0.30 5.41E-1 0.44 4.64E-2 0.09 1.00E+0 0.82 6.91E-6 
CATMA1OA22950R1 AT1G24090 0.07 1.00E+0 0.60 2.00E-3 0.41 8.33E-2 0.20 1.00E+0 -0.48 1.92E-2 0.17 1.00E+0 -0.61 2.59E-3 
CATMA1OA22960F1 AT1G24100 -0.13 1.00E+0 0.56 4.85E-3 0.04 1.00E+0 0.42 1.41E-1 -0.61 9.34E-4 0.30 1.00E+0 -0.22 9.19E-1 
CATMA1OA23000F1 AT1G24140 -0.64 2.68E-3 -0.02 1.00E+0 0.45 4.35E-2 -0.21 1.00E+0 -0.89 6.23E-8 0.18 1.00E+0 -1.57 0.00E+0 
CATMA1OA23010R1 AT1G24145 -0.24 7.18E-1 0.31 3.10E-1 0.88 5.81E-8 -0.03 1.00E+0 -0.98 1.37E-9 -0.64 1.79E-2 -1.79 0.00E+0 
CATMA1OA23060F1 AT1G24170 -0.61 4.83E-3 -1.56 0.00E+0 0.00 1.00E+0 -0.62 3.49E-3 0.52 8.69E-3 -0.52 1.41E-1 -0.05 1.00E+0 
CATMA1ON102250F1 AT1G24210 0.08 1.00E+0 -0.23 6.49E-1 1.10 2.52E-12 0.89 1.45E-6 0.11 1.00E+0 -0.25 1.00E+0 -0.16 1.00E+0 
CATMA1OA23165F1 AT1G24260 0.02 1.00E+0 -0.93 1.04E-7 -0.80 1.85E-6 -1.34 0.00E+0 0.73 2.03E-5 -0.15 1.00E+0 0.53 1.53E-2 
CATMA1OC71388R1 AT1G24280 0.66 1.51E-3 1.34 0.00E+0 1.37 0.00E+0 1.81 0.00E+0 -0.25 6.78E-1 0.27 1.00E+0 0.04 1.00E+0 
CATMA1OC71389F1 AT1G24320 0.50 3.47E-2 -0.09 1.00E+0 0.08 1.00E+0 0.71 3.77E-4 0.45 3.29E-2 -0.15 1.00E+0 1.07 7.19E-10 
CATMA1OA23270R1 AT1G24340 0.60 6.13E-3 0.28 4.05E-1 -0.27 6.11E-1 0.01 1.00E+0 0.16 1.00E+0 0.00 1.00E+0 0.50 2.71E-2 
CATMA1ON92719R1 AT1G24405 -0.76 1.52E-4 -0.13 1.00E+0 0.92 1.03E-8 -0.57 9.94E-3 -0.46 2.75E-2 0.22 1.00E+0 -1.85 0.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA1OA23360R1 AT1G24420 -1.89 0.00E+0 -1.80 0.00E+0 0.77 5.48E-6 -0.74 1.57E-4 -0.22 8.32E-1 -0.11 1.00E+0 -1.61 0.00E+0 
CATMA1OA23370F1 AT1G24430 -1.86 0.00E+0 0.18 8.84E-1 0.18 1.00E+0 0.24 8.80E-1 -1.35 0.00E+0 0.49 2.23E-1 -1.24 2.25E-13 
CATMA1OA23420F1 AT1G24480 0.63 3.40E-3 -0.28 4.11E-1 0.35 2.57E-1 0.04 1.00E+0 0.56 3.15E-3 -0.26 1.00E+0 0.35 2.74E-1 
CATMA1OA23430R1 AT1G24485 -0.08 1.00E+0 -1.45 0.00E+0 0.21 1.00E+0 0.12 1.00E+0 0.75 1.27E-5 -0.79 5.65E-4 0.78 2.45E-5 
CATMA1OA23460R1 AT1G24520 -0.58 8.99E-3 -0.75 4.36E-5 -0.17 1.00E+0 -0.04 1.00E+0 0.39 1.10E-1 0.04 1.00E+0 0.48 3.57E-2 
CATMA1OA23470R1 AT1G24530 0.99 1.76E-7 0.55 5.88E-3 -0.20 1.00E+0 -0.40 1.89E-1 0.43 5.83E-2 0.08 1.00E+0 0.20 1.00E+0 
CATMA1OA23520F1 AT1G24575 -3.07 0.00E+0 -2.34 0.00E+0 -0.41 9.13E-2 -0.77 6.54E-5 -0.05 1.00E+0 0.74 2.01E-3 -0.33 3.32E-1 
CATMA1ON92378R1 AT1G24600 -0.12 1.00E+0 -0.32 2.61E-1 0.92 1.09E-8 0.21 1.00E+0 0.26 6.31E-1 -0.17 1.00E+0 -0.75 5.55E-5 
CATMA1OA23570F1 AT1G24620 1.87 0.00E+0 0.23 6.56E-1 0.29 4.99E-1 0.70 5.58E-4 1.12 1.81E-12 -0.51 1.59E-1 1.29 1.62E-14 
CATMA1ON92049R1 AT1G24733 -0.78 9.61E-5 -1.33 0.00E+0 -0.38 1.47E-1 -0.71 3.99E-4 0.13 1.00E+0 -0.02 1.00E+0 -0.17 1.00E+0 
CATMA1OC71391R1 AT1G24735 -2.20 0.00E+0 -2.29 0.00E+0 -0.65 2.72E-4 -1.08 1.60E-9 0.23 7.83E-1 0.22 1.00E+0 -0.23 8.64E-1 
CATMA1ON92570R2 AT1G25209 0.60 5.45E-3 0.76 2.66E-5 -0.31 3.88E-1 0.59 6.62E-3 -0.09 1.00E+0 -0.12 1.00E+0 0.42 1.05E-1 
CATMA1ON92548F1 AT1G25220 -1.85 0.00E+0 0.33 2.35E-1 0.05 1.00E+0 0.02 1.00E+0 -2.13 0.00E+0 -0.01 1.00E+0 -2.08 0.00E+0 
CATMA1OA23880F1 AT1G25230 1.13 9.73E-10 0.71 1.24E-4 0.02 1.00E+0 0.37 2.81E-1 0.27 5.71E-1 -0.06 1.00E+0 0.45 6.08E-2 
CATMA1OA23890R1 AT1G25240 -0.10 1.00E+0 -1.00 8.94E-9 0.01 1.00E+0 -0.07 1.00E+0 0.90 3.62E-8 0.07 1.00E+0 0.84 3.47E-6 
CATMA1OA23900R1 AT1G25250 -0.06 1.00E+0 -0.68 3.19E-4 -0.04 1.00E+0 -0.70 5.55E-4 0.60 1.01E-3 -0.20 1.00E+0 -0.06 1.00E+0 
CATMA1OC71392R1 AT1G25275 -0.22 7.98E-1 0.88 7.21E-7 -0.22 9.80E-1 0.14 1.00E+0 -1.21 1.57E-14 0.01 1.00E+0 -0.67 5.69E-4 
CATMA1OA23980R1 AT1G25320 -0.54 1.67E-2 -1.12 6.56E-11 -0.22 9.51E-1 -0.17 1.00E+0 0.15 1.00E+0 -0.20 1.00E+0 0.17 1.00E+0 
CATMA1OA24050F1 AT1G25390 -0.59 7.43E-3 -0.08 1.00E+0 0.05 1.00E+0 0.03 1.00E+0 -0.50 1.21E-2 0.01 1.00E+0 -0.52 1.68E-2 
CATMA1OA24060F1 AT1G25400 -1.86 0.00E+0 0.58 2.97E-3 0.12 1.00E+0 0.12 1.00E+0 -1.89 0.00E+0 1.04 3.32E-7 -1.75 0.00E+0 
CATMA1OC71393F1 AT1G25450 -0.21 8.30E-1 -1.09 2.54E-10 0.00 1.00E+0 -0.37 2.76E-1 0.90 4.77E-8 -0.01 1.00E+0 0.52 1.68E-2 
CATMA1OA24170R1 AT1G25480 -0.18 9.28E-1 -1.09 2.51E-10 0.04 1.00E+0 0.18 1.00E+0 0.68 1.06E-4 0.05 1.00E+0 0.94 1.08E-7 
CATMA1OA24200F1 AT1G25510 -0.79 7.27E-5 -0.59 2.64E-3 -0.23 8.71E-1 -0.48 5.35E-2 -0.16 1.00E+0 0.22 1.00E+0 -0.39 1.67E-1 
CATMA1OC71394R1 AT1G25520 0.68 9.83E-4 0.44 4.68E-2 0.02 1.00E+0 0.21 1.00E+0 0.34 2.25E-1 0.20 1.00E+0 0.49 2.96E-2 
CATMA1OA24220F1 AT1G25530 0.13 1.00E+0 0.82 4.47E-6 0.03 1.00E+0 0.19 1.00E+0 -0.48 1.77E-2 0.32 1.00E+0 -0.28 6.03E-1 
CATMA1OA24250R1 AT1G25550 1.90 0.00E+0 2.47 0.00E+0 0.84 3.70E-7 1.97 0.00E+0 -0.57 2.71E-3 -0.03 1.00E+0 0.57 6.56E-3 
CATMA1OA24260F1 AT1G25560 1.49 0.00E+0 1.06 8.70E-10 0.17 1.00E+0 0.15 1.00E+0 0.50 1.24E-2 -0.11 1.00E+0 0.31 4.24E-1 
CATMA1OC71397F1 AT1G26100 -0.49 4.14E-2 -0.73 7.11E-5 -0.17 1.00E+0 -0.57 9.37E-3 0.10 1.00E+0 -0.08 1.00E+0 -0.23 8.58E-1 
CATMA1OA24420F1 AT1G26200 -0.32 3.72E-1 -0.61 1.60E-3 0.22 9.76E-1 -0.54 1.88E-2 0.33 2.55E-1 0.17 1.00E+0 -0.29 5.25E-1 
CATMA1OA24430R1 AT1G26210 0.97 3.66E-7 -0.46 3.51E-2 0.29 4.95E-1 -0.48 5.02E-2 1.22 1.57E-14 -0.10 1.00E+0 0.38 1.79E-1 
CATMA1ON92218F1 AT1G26240 -2.00 0.00E+0 -0.24 5.80E-1 0.13 1.00E+0 -0.32 4.79E-1 -2.03 0.00E+0 -0.22 1.00E+0 -2.19 0.00E+0 
CATMA1OA24480R1 AT1G26250 -0.15 1.00E+0 0.52 1.21E-2 0.06 1.00E+0 0.26 7.68E-1 -0.99 8.89E-10 -0.24 1.00E+0 -0.75 6.02E-5 
CATMA1OA24490R1 AT1G26260 -1.04 2.74E-8 -0.66 4.44E-4 -0.16 1.00E+0 0.15 1.00E+0 -0.20 9.84E-1 -0.05 1.00E+0 0.03 1.00E+0 
CATMA1ON92616R1 AT1G26290 -1.94 0.00E+0 -0.99 1.47E-8 0.16 1.00E+0 -0.74 1.87E-4 -0.79 2.91E-6 0.13 1.00E+0 -1.68 0.00E+0 
CATMA1OA24600F1 AT1G26360 0.00 1.00E+0 -0.67 3.45E-4 0.12 1.00E+0 0.00 1.00E+0 0.46 3.02E-2 0.01 1.00E+0 0.48 3.77E-2 
CATMA1OC71401F1 AT1G26380 -3.30 0.00E+0 1.36 0.00E+0 0.00 1.00E+0 -0.15 1.00E+0 -3.69 0.00E+0 0.10 1.00E+0 -3.52 0.00E+0 
CATMA1ON92133F1 AT1G26390 -5.47 0.00E+0 1.34 0.00E+0 -1.43 0.00E+0 -0.22 9.97E-1 -6.03 0.00E+0 1.36 1.08E-12 -5.56 0.00E+0 
CATMA1OF00148F1 AT1G26400 -4.01 0.00E+0 1.22 5.64E-13 -0.17 1.00E+0 0.00 1.00E+0 -5.28 0.00E+0 0.09 1.00E+0 -5.04 0.00E+0 
CATMA1OA24650F1 AT1G26410 -3.63 0.00E+0 2.10 0.00E+0 -0.60 1.09E-3 0.17 1.00E+0 -4.41 0.00E+0 0.18 1.00E+0 -4.05 0.00E+0 
CATMA1ON92357F1 AT1G26420 -4.20 0.00E+0 1.40 0.00E+0 -0.66 1.92E-4 0.07 1.00E+0 -5.37 0.00E+0 0.53 1.29E-1 -4.86 0.00E+0 
CATMA1OA24670F1 AT1G26440 0.22 7.92E-1 -0.15 9.75E-1 -0.35 2.46E-1 -0.04 1.00E+0 0.32 3.03E-1 -0.11 1.00E+0 0.60 3.40E-3 
CATMA1OA24790R1 AT1G26560 -0.65 2.01E-3 0.53 8.85E-3 0.17 1.00E+0 0.62 3.26E-3 -1.21 1.57E-14 0.23 1.00E+0 -0.77 2.95E-5 
CATMA1OA24820R1 AT1G26590 -0.87 7.49E-6 -0.97 2.35E-8 0.50 1.62E-2 -0.37 2.59E-1 0.02 1.00E+0 -0.05 1.00E+0 -0.81 8.49E-6 
CATMA1OA24930R1 AT1G26700 -0.05 1.00E+0 -1.96 0.00E+0 0.11 1.00E+0 -0.62 3.79E-3 0.94 8.25E-9 -0.87 6.79E-5 0.30 4.67E-1 
CATMA1OA24980F1 AT1G26760 -0.63 2.92E-3 -0.68 2.98E-4 -0.48 2.27E-2 -0.18 1.00E+0 -0.14 1.00E+0 -0.10 1.00E+0 0.20 1.00E+0 
CATMA1OA25000R1 AT1G26780 -0.52 2.67E-2 -1.46 0.00E+0 0.19 1.00E+0 -0.38 2.46E-1 0.57 2.64E-3 0.05 1.00E+0 -0.28 5.64E-1 
CATMA1OA25040F1 AT1G26820 0.55 1.57E-2 -0.92 1.44E-7 0.13 1.00E+0 -0.22 1.00E+0 0.82 9.40E-7 -0.77 8.12E-4 0.49 3.11E-2 
CATMA1OA25060R1 AT1G26840 -0.46 6.91E-2 -0.78 1.81E-5 0.12 1.00E+0 0.03 1.00E+0 -0.19 1.00E+0 -0.34 1.00E+0 0.03 1.00E+0 
CATMA1ON94984R1 AT1G26916 -0.86 9.26E-6 -1.41 0.00E+0 0.02 1.00E+0 0.04 1.00E+0 0.43 5.74E-2 0.06 1.00E+0 0.00 1.00E+0 
CATMA1OA25130R1 AT1G26920 -0.24 7.19E-1 -0.76 2.99E-5 -0.14 1.00E+0 -0.55 1.38E-2 0.20 9.64E-1 -0.19 1.00E+0 -0.16 1.00E+0 
CATMA1OA25140F1 AT1G26930 -0.79 7.77E-5 0.16 9.44E-1 -0.67 1.56E-4 -0.06 1.00E+0 -0.33 2.84E-1 0.53 1.32E-1 0.02 1.00E+0 
CATMA1ON102272R1 AT1G26960 0.07 1.00E+0 -0.79 1.12E-5 0.36 2.12E-1 0.33 4.33E-1 0.40 8.53E-2 -0.41 6.48E-1 0.37 2.06E-1 
CATMA1OC71411R1 AT1G27030 -0.61 4.32E-3 -0.27 4.52E-1 -0.67 1.75E-4 -0.36 3.15E-1 -0.25 6.48E-1 0.07 1.00E+0 0.02 1.00E+0 
CATMA1OA25330F1 AT1G27100 -1.32 3.54E-13 -0.60 2.07E-3 -0.14 1.00E+0 -0.15 1.00E+0 -0.80 2.39E-6 -0.04 1.00E+0 -0.88 7.76E-7 
CATMA1OC71412F1 AT1G27110 0.59 6.37E-3 -0.50 1.64E-2 -0.01 1.00E+0 -0.09 1.00E+0 0.46 2.81E-2 -0.64 1.68E-2 0.54 1.07E-2 
CATMA1OA25370R1 AT1G27140 -0.36 2.39E-1 -2.91 0.00E+0 0.37 1.65E-1 -1.09 9.75E-10 2.18 0.00E+0 -0.54 1.01E-1 0.91 3.41E-7 
CATMA1OA25410R1 AT1G27170 0.94 9.73E-7 0.84 2.56E-6 0.06 1.00E+0 0.38 2.37E-1 0.10 1.00E+0 0.17 1.00E+0 0.46 5.21E-2 
CATMA1OA25450F1 AT1G27200 -0.61 4.60E-3 -0.24 5.97E-1 -0.30 4.80E-1 -0.34 3.75E-1 -0.02 1.00E+0 0.18 1.00E+0 -0.03 1.00E+0 
CATMA1OA25460F1 AT1G27210 0.66 1.76E-3 0.20 7.94E-1 -0.06 1.00E+0 -0.23 9.20E-1 0.33 2.70E-1 -0.09 1.00E+0 0.24 7.74E-1 
CATMA1OA25576F1 AT1G27370 -0.62 3.89E-3 -0.67 4.09E-4 -0.06 1.00E+0 0.12 1.00E+0 0.05 1.00E+0 -0.12 1.00E+0 0.16 1.00E+0 
CATMA1OA25640R1 AT1G27420 0.40 1.48E-1 -0.63 1.09E-3 -0.38 1.45E-1 -0.34 3.92E-1 0.56 3.42E-3 -0.30 1.00E+0 0.70 2.26E-4 
CATMA1OA25690R1 AT1G27460 0.13 1.00E+0 -0.85 2.07E-6 -0.07 1.00E+0 -0.12 1.00E+0 0.44 4.50E-2 -0.30 1.00E+0 0.23 8.57E-1 
CATMA1OC71421F1 AT1G27540 0.72 4.38E-4 0.69 1.96E-4 0.05 1.00E+0 0.32 4.60E-1 -0.04 1.00E+0 0.11 1.00E+0 0.21 9.58E-1 
CATMA1OF02549F1 AT1G27560 0.64 2.67E-3 0.58 3.12E-3 -0.02 1.00E+0 0.07 1.00E+0 0.04 1.00E+0 0.02 1.00E+0 0.13 1.00E+0 
CATMA1ON94991F1 AT1G27580 0.60 5.51E-3 0.53 9.21E-3 0.02 1.00E+0 0.27 7.20E-1 0.07 1.00E+0 0.04 1.00E+0 0.38 1.82E-1 
CATMA1OA25900F1 AT1G27670 -0.64 2.31E-3 -0.61 1.77E-3 -0.30 4.75E-1 -0.28 6.96E-1 -0.20 9.77E-1 -0.29 1.00E+0 -0.19 1.00E+0 
CATMA1ON92519F1 AT1G27720 -0.87 8.16E-6 0.03 1.00E+0 0.26 7.31E-1 -0.10 1.00E+0 -1.28 0.00E+0 -0.24 1.00E+0 -1.39 0.00E+0 
CATMA1OA25965F1 AT1G27730 -0.85 1.48E-5 -1.25 1.20E-13 0.88 6.71E-8 -0.64 2.12E-3 0.18 1.00E+0 -0.40 7.81E-1 -1.29 1.62E-14 
CATMA1OA25970R1 AT1G27740 -0.67 1.33E-3 -3.70 0.00E+0 0.22 9.75E-1 -0.10 1.00E+0 3.39 0.00E+0 0.18 1.00E+0 3.05 0.00E+0 
CATMA1OA26130R1 AT1G27950 -1.45 0.00E+0 0.81 6.41E-6 -1.00 3.75E-10 -0.51 3.03E-2 -1.32 0.00E+0 1.09 6.74E-8 -0.80 1.24E-5 
CATMA1OA26160R1 AT1G27980 -0.60 5.65E-3 -0.22 6.74E-1 0.02 1.00E+0 0.25 8.49E-1 -0.21 9.35E-1 0.24 1.00E+0 0.12 1.00E+0 
CATMA1OA26190R1 AT1G28010 -0.94 7.52E-7 0.86 1.22E-6 -0.93 8.98E-9 0.11 1.00E+0 -1.35 0.00E+0 0.56 8.13E-2 -0.12 1.00E+0 
CATMA1OA26230F1 AT1G28040 0.10 1.00E+0 0.44 5.10E-2 0.46 3.24E-2 0.54 1.70E-2 -0.59 1.40E-3 -0.28 1.00E+0 -0.49 3.08E-2 
CATMA1OC71431R1 AT1G28070 0.70 7.12E-4 0.37 1.46E-1 0.00 1.00E+0 0.13 1.00E+0 0.20 9.59E-1 -0.06 1.00E+0 0.46 5.53E-2 
CATMA1OC71432R1 AT1G28100 -0.37 2.27E-1 -0.56 5.55E-3 -0.60 1.16E-3 -0.54 1.79E-2 0.12 1.00E+0 -0.09 1.00E+0 0.22 9.07E-1 
CATMA1OA26370R1 AT1G28170 -0.28 5.45E-1 -0.61 1.82E-3 -0.17 1.00E+0 -0.10 1.00E+0 0.26 5.83E-1 -0.16 1.00E+0 -0.01 1.00E+0 
CATMA1OA26390F1 AT1G28190 -0.56 1.14E-2 0.28 4.03E-1 0.30 4.40E-1 0.00 1.00E+0 -0.54 4.50E-3 0.50 1.83E-1 -0.85 2.53E-6 
CATMA1OA26430F1 AT1G28260 -1.51 0.00E+0 -0.30 3.27E-1 -0.44 5.67E-2 0.01 1.00E+0 -1.13 1.04E-12 0.16 1.00E+0 -0.74 7.96E-5 
CATMA1OA26450F1 AT1G28280 -0.39 1.73E-1 0.06 1.00E+0 0.32 3.64E-1 0.04 1.00E+0 -0.41 7.67E-2 0.08 1.00E+0 -0.71 1.90E-4 
CATMA1OA26540R1 AT1G28360 -0.78 8.60E-5 -0.55 6.14E-3 -0.39 1.38E-1 -0.47 5.94E-2 -0.18 1.00E+0 0.13 1.00E+0 -0.14 1.00E+0 
CATMA1OA26550F1 AT1G28370 1.99 0.00E+0 1.82 0.00E+0 -0.28 5.75E-1 -0.58 8.22E-3 0.01 1.00E+0 -0.08 1.00E+0 -0.31 4.27E-1 
CATMA1OA26570R1 AT1G28380 -0.39 1.65E-1 0.17 8.93E-1 0.00 1.00E+0 -0.13 1.00E+0 -0.50 1.33E-2 0.17 1.00E+0 -0.64 1.27E-3 
CATMA1OA26580F1 AT1G28390 -0.44 9.38E-2 -0.61 1.68E-3 -0.26 7.02E-1 -0.35 3.47E-1 0.00 1.00E+0 -0.27 1.00E+0 -0.05 1.00E+0 
CATMA1OA26600F1 AT1G28400 -0.71 5.58E-4 -0.28 4.34E-1 0.31 4.05E-1 -0.05 1.00E+0 -0.39 1.01E-1 0.00 1.00E+0 -0.75 5.76E-5 
CATMA1ON92107R1 AT1G28460 0.15 1.00E+0 0.61 1.45E-3 -0.16 1.00E+0 0.11 1.00E+0 -0.18 1.00E+0 -0.04 1.00E+0 0.11 1.00E+0 
CATMA1OA26680R1 AT1G28470 -1.36 6.18E-14 -0.28 4.29E-1 -0.43 6.32E-2 -0.38 2.37E-1 -0.57 2.16E-3 0.31 1.00E+0 -0.49 3.38E-2 
CATMA1OA26690F1 AT1G28480 -2.53 0.00E+0 -1.04 2.01E-9 -0.04 1.00E+0 -0.10 1.00E+0 -1.08 1.32E-11 0.63 1.95E-2 -1.16 1.18E-11 
CATMA1OC71438F1 AT1G28570 -0.76 1.38E-4 -0.28 4.37E-1 -0.51 1.14E-2 -0.55 1.47E-2 -0.08 1.00E+0 0.33 1.00E+0 -0.17 1.00E+0 
CATMA1OA26800F1 AT1G28590 -0.86 9.29E-6 -0.37 1.51E-1 -0.07 1.00E+0 -0.17 1.00E+0 -0.39 1.09E-1 0.11 1.00E+0 -0.42 9.77E-2 
CATMA1OC71439F1 AT1G28600 -1.84 0.00E+0 -0.32 2.76E-1 0.34 2.90E-1 0.31 5.03E-1 -1.15 4.13E-13 0.77 8.09E-4 -1.26 1.08E-13 
CATMA1ON94998F1 AT1G28620 1.07 8.92E-9 0.66 5.22E-4 0.19 1.00E+0 0.30 5.78E-1 0.56 3.47E-3 0.04 1.00E+0 0.59 3.86E-3 
CATMA1ON92446F1 AT1G28660 -1.22 3.47E-11 -2.85 0.00E+0 0.29 5.34E-1 -2.17 0.00E+0 1.66 0.00E+0 0.17 1.00E+0 -0.47 4.25E-2 
CATMA1OF00169F1 AT1G28670 -0.87 6.62E-6 -1.55 0.00E+0 -0.32 3.69E-1 -1.53 0.00E+0 0.66 1.83E-4 0.02 1.00E+0 -0.45 6.47E-2 
CATMA1OC71442R1 AT1G28680 -1.17 1.98E-10 -1.40 0.00E+0 0.08 1.00E+0 -0.42 1.29E-1 0.09 1.00E+0 0.00 1.00E+0 -0.39 1.56E-1 
CATMA1OA26930R1 AT1G28760 -0.46 6.33E-2 0.12 1.00E+0 -0.25 7.82E-1 0.01 1.00E+0 -0.69 8.06E-5 -0.01 1.00E+0 -0.43 8.35E-2 
CATMA1OA26920R1 AT1G28815 0.40 1.59E-1 -0.56 5.26E-3 0.64 3.42E-4 -0.36 3.15E-1 0.77 5.10E-6 -0.34 1.00E+0 -0.29 5.30E-1 
CATMA1OA26950R1 AT1G29000 -0.80 5.88E-5 -0.25 5.26E-1 1.12 7.66E-13 -0.93 3.85E-7 -0.38 1.37E-1 0.35 1.00E+0 -2.29 0.00E+0 
CATMA1ON102295F1 AT1G29020 0.85 1.37E-5 -0.83 3.25E-6 0.62 7.02E-4 0.31 5.04E-1 1.27 0.00E+0 -0.34 1.00E+0 0.90 4.96E-7 
CATMA1OA27020F1 AT1G29050 -0.50 3.25E-2 -1.09 2.42E-10 -0.13 1.00E+0 -1.00 3.95E-8 0.70 5.96E-5 0.05 1.00E+0 -0.21 9.77E-1 
CATMA1ON98324F1 AT1G29071 0.75 1.77E-4 -0.26 5.05E-1 0.27 6.68E-1 -0.18 1.00E+0 0.12 1.00E+0 -0.51 1.70E-1 -0.11 1.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA1OA27080R1 AT1G29100 -2.90 0.00E+0 -1.31 1.09E-14 0.14 1.00E+0 -0.70 5.32E-4 -2.15 0.00E+0 -0.38 9.39E-1 -2.80 0.00E+0 
CATMA1OD00196R1 AT1G29179 2.02 0.00E+0 1.03 2.98E-9 -0.20 1.00E+0 0.21 1.00E+0 1.11 2.81E-12 0.02 1.00E+0 1.43 0.00E+0 
CATMA1ON95002R1 AT1G29180 2.32 0.00E+0 1.03 2.36E-9 -0.03 1.00E+0 0.21 1.00E+0 1.12 1.90E-12 0.00 1.00E+0 1.35 0.00E+0 
CATMA1OA27180R1 AT1G29200 -0.05 1.00E+0 -0.69 2.37E-4 0.11 1.00E+0 0.00 1.00E+0 0.19 1.00E+0 -0.03 1.00E+0 0.14 1.00E+0 
CATMA1OA27210R1 AT1G29230 -0.76 1.42E-4 -1.75 0.00E+0 -0.34 2.91E-1 -0.36 3.00E-1 0.62 5.82E-4 -0.49 2.38E-1 0.49 3.20E-2 
CATMA1OA27220F1 AT1G29240 -0.25 6.56E-1 -0.70 1.51E-4 -0.23 8.76E-1 -0.38 2.42E-1 0.64 3.43E-4 0.06 1.00E+0 0.51 2.09E-2 
CATMA1OA27250R1 AT1G29270 -1.32 3.35E-13 -0.47 2.82E-2 -1.17 4.61E-14 -0.33 3.99E-1 -0.71 3.98E-5 0.16 1.00E+0 0.26 7.14E-1 
CATMA1OA27260R1 AT1G29280 1.00 1.15E-7 0.70 1.80E-4 -0.24 8.08E-1 0.04 1.00E+0 0.34 2.31E-1 -0.02 1.00E+0 0.57 5.63E-3 
CATMA1OA27270R1 AT1G29290 -1.02 5.17E-8 0.87 8.35E-7 -0.11 1.00E+0 -0.13 1.00E+0 -1.87 0.00E+0 0.10 1.00E+0 -2.03 0.00E+0 
CATMA1OA27350R1 AT1G29380 -0.47 5.86E-2 -0.54 7.07E-3 -0.25 7.37E-1 -0.71 4.05E-4 0.38 1.37E-1 0.28 1.00E+0 -0.23 8.35E-1 
CATMA1OC71451F1 AT1G29390 -1.11 1.94E-9 -0.94 8.54E-8 -0.29 5.20E-1 -0.36 3.13E-1 0.00 1.00E+0 0.15 1.00E+0 -0.12 1.00E+0 
CATMA1ON102303F1 AT1G29395 -0.78 8.67E-5 -0.85 1.60E-6 -0.49 1.69E-2 -1.14 1.10E-10 0.32 3.23E-1 0.45 4.23E-1 -0.46 4.90E-2 
CATMA1ON92113F1 AT1G29460 0.31 4.17E-1 1.16 1.19E-11 -0.35 2.50E-1 -0.01 1.00E+0 -0.21 9.27E-1 0.67 9.09E-3 -0.06 1.00E+0 
CATMA1OC72314R1 AT1G29465 0.44 8.20E-2 0.64 7.44E-4 -0.02 1.00E+0 0.58 8.05E-3 0.07 1.00E+0 0.19 1.00E+0 0.65 9.54E-4 
CATMA1OA27480R1 AT1G29520 -0.27 5.58E-1 -0.76 2.81E-5 0.20 1.00E+0 -0.62 3.80E-3 0.57 2.43E-3 0.09 1.00E+0 -0.27 6.31E-1 
CATMA1ON95003R2 AT1G29540 -0.08 1.00E+0 -0.59 2.63E-3 0.06 1.00E+0 0.30 5.52E-1 0.50 1.37E-2 -0.17 1.00E+0 0.57 6.09E-3 
CATMA1ON102308R1 AT1G29560 0.04 1.00E+0 -0.01 1.00E+0 -0.60 1.21E-3 -0.33 4.28E-1 -0.12 1.00E+0 -0.25 1.00E+0 0.10 1.00E+0 
CATMA1OC71456R1 AT1G29600 1.37 3.16E-14 2.21 0.00E+0 -1.32 0.00E+0 0.54 1.68E-2 -0.88 9.36E-8 0.20 1.00E+0 1.18 4.43E-12 
CATMA1ON95007R1 AT1G29610 1.29 1.34E-12 1.99 0.00E+0 -1.27 0.00E+0 0.35 3.47E-1 -0.72 3.02E-5 0.21 1.00E+0 0.96 4.24E-8 
CATMA1OA27570F1 AT1G29640 -0.30 4.33E-1 0.73 8.00E-5 -0.38 1.43E-1 0.21 1.00E+0 -0.34 2.22E-1 0.62 2.37E-2 0.33 3.27E-1 
CATMA1OA27580R1 AT1G29660 -0.74 2.75E-4 0.36 1.61E-1 -1.27 0.00E+0 0.00 1.00E+0 -0.87 1.51E-7 0.30 1.00E+0 0.43 9.40E-2 
CATMA1OC71459R1 AT1G29670 -0.14 1.00E+0 -0.18 8.82E-1 -0.84 3.00E-7 -0.93 3.72E-7 0.40 8.56E-2 0.09 1.00E+0 0.22 8.89E-1 
CATMA1OC71462F1 AT1G29730 1.04 2.81E-8 -0.12 1.00E+0 0.22 9.40E-1 0.03 1.00E+0 0.45 3.94E-2 -0.60 3.50E-2 0.26 7.14E-1 
CATMA1ON102310R1 AT1G29830 1.51 0.00E+0 1.10 1.26E-10 0.12 1.00E+0 0.49 4.40E-2 0.39 1.10E-1 0.09 1.00E+0 0.81 9.63E-6 
CATMA1OA27840R1 AT1G29860 -2.04 0.00E+0 0.17 9.02E-1 -0.22 9.77E-1 -0.27 7.06E-1 -1.23 0.00E+0 0.88 4.97E-5 -1.38 0.00E+0 
CATMA1OC71465R1 AT1G29930 -0.33 3.23E-1 -1.86 0.00E+0 -0.96 2.08E-9 -2.35 0.00E+0 0.47 2.37E-2 -1.50 0.00E+0 -0.89 5.53E-7 
CATMA1OA28065R1 AT1G30040 -1.80 0.00E+0 -0.47 3.03E-2 0.61 7.82E-4 -0.11 1.00E+0 -1.13 1.18E-12 0.41 6.56E-1 -1.43 0.00E+0 
CATMA1OA28100F1 AT1G30080 -0.60 5.72E-3 -0.44 4.70E-2 -0.04 1.00E+0 0.05 1.00E+0 -0.17 1.00E+0 -0.01 1.00E+0 -0.01 1.00E+0 
CATMA1OA28130R1 AT1G30110 1.55 0.00E+0 1.21 8.54E-13 0.16 1.00E+0 0.45 8.75E-2 0.72 2.69E-5 0.28 1.00E+0 0.96 5.24E-8 
CATMA1OA28150R1 AT1G30130 0.85 1.40E-5 0.44 4.65E-2 -0.09 1.00E+0 0.13 1.00E+0 0.47 2.30E-2 0.04 1.00E+0 0.71 2.10E-4 
CATMA1OA28250F1 AT1G30220 -0.96 4.55E-7 -0.10 1.00E+0 -0.55 4.65E-3 -0.08 1.00E+0 -0.45 3.69E-2 0.34 1.00E+0 -0.09 1.00E+0 
CATMA1OA28290R1 AT1G30260 1.12 1.58E-9 1.14 2.96E-11 0.33 3.29E-1 0.42 1.30E-1 0.41 7.25E-2 0.21 1.00E+0 0.47 4.45E-2 
CATMA1ON102313R1 AT1G30270 1.08 8.08E-9 1.76 0.00E+0 0.03 1.00E+0 1.09 9.77E-10 -0.90 5.03E-8 -0.10 1.00E+0 0.21 9.63E-1 
CATMA1OA28350R1 AT1G30320 -0.82 3.24E-5 -0.10 1.00E+0 -0.08 1.00E+0 -0.23 9.48E-1 -0.29 4.47E-1 0.14 1.00E+0 -0.45 6.58E-2 
CATMA1OA28380F1 AT1G30370 -0.64 2.51E-3 -1.41 0.00E+0 0.64 3.65E-4 -0.79 4.42E-5 0.20 9.55E-1 -0.49 2.42E-1 -1.13 4.98E-11 
CATMA1OA28386R1 AT1G30380 -0.23 7.37E-1 -1.00 8.75E-9 -0.40 1.06E-1 -1.23 1.81E-12 0.59 1.38E-3 -0.63 1.87E-2 -0.39 1.51E-1 
CATMA1OC71470R1 AT1G30410 1.14 7.67E-10 -0.07 1.00E+0 0.11 1.00E+0 -0.05 1.00E+0 0.93 1.00E-8 -0.01 1.00E+0 0.80 1.26E-5 
CATMA1OA28410R1 AT1G30420 -0.68 9.64E-4 -0.16 9.40E-1 0.22 9.74E-1 0.14 1.00E+0 -0.55 3.82E-3 -0.16 1.00E+0 -0.57 5.87E-3 
CATMA1ON92314R1 AT1G30455 -0.48 4.93E-2 -0.76 2.81E-5 -0.01 1.00E+0 0.03 1.00E+0 0.05 1.00E+0 -0.03 1.00E+0 0.13 1.00E+0 
CATMA1OA28510F1 AT1G30500 -0.09 1.00E+0 -0.28 4.13E-1 -0.51 1.27E-2 -0.69 6.59E-4 0.17 1.00E+0 0.00 1.00E+0 0.07 1.00E+0 
CATMA1OA28520F1 AT1G30510 0.50 3.49E-2 0.81 6.43E-6 1.17 4.61E-14 1.46 0.00E+0 -0.12 1.00E+0 0.26 1.00E+0 0.17 1.00E+0 
CATMA1OA28540R1 AT1G30520 1.44 0.00E+0 0.35 1.93E-1 0.06 1.00E+0 0.21 1.00E+0 0.75 1.23E-5 -0.18 1.00E+0 1.02 3.89E-9 
CATMA1OA28550R1 AT1G30530 -0.81 3.81E-5 -0.04 1.00E+0 -0.55 4.45E-3 0.08 1.00E+0 -0.53 6.83E-3 0.41 6.81E-1 0.20 1.00E+0 
CATMA1ON102318F1 AT1G30550 0.56 1.14E-2 -0.74 5.88E-5 0.15 1.00E+0 -0.09 1.00E+0 0.87 1.25E-7 -0.58 5.67E-2 0.78 2.22E-5 
CATMA1OC71472R1 AT1G30560 -0.88 5.17E-6 -1.66 0.00E+0 -0.08 1.00E+0 1.07 2.21E-9 0.59 1.36E-3 0.11 1.00E+0 1.81 0.00E+0 
CATMA1OA28670R1 AT1G30620 -0.52 2.54E-2 -0.69 2.44E-4 0.03 1.00E+0 -0.28 6.57E-1 -0.23 8.04E-1 -0.29 1.00E+0 -0.46 4.89E-2 
CATMA1OA28730R1 AT1G30680 0.45 7.16E-2 0.62 1.30E-3 0.07 1.00E+0 0.23 9.64E-1 -0.17 1.00E+0 0.06 1.00E+0 -0.03 1.00E+0 
CATMA1OA28740R1 AT1G30690 -0.32 3.57E-1 -0.98 1.89E-8 -0.02 1.00E+0 0.20 1.00E+0 0.32 2.90E-1 -0.34 1.00E+0 0.59 3.43E-3 
CATMA1OA28750R1 AT1G30700 -1.62 0.00E+0 1.40 0.00E+0 -0.31 4.24E-1 0.77 8.01E-5 -2.20 0.00E+0 0.90 2.77E-5 -1.08 4.23E-10 
CATMA1OA28770R1 AT1G30720 0.05 1.00E+0 1.30 1.09E-14 -0.85 2.52E-7 0.74 1.57E-4 -1.27 0.00E+0 0.10 1.00E+0 0.07 1.00E+0 
CATMA1OA28780R1 AT1G30730 -0.94 8.58E-7 1.28 3.15E-14 -0.32 3.77E-1 1.10 6.76E-10 -2.27 0.00E+0 -0.07 1.00E+0 -0.90 4.01E-7 
CATMA1OA28800F1 AT1G30750 0.31 4.23E-1 -0.93 1.36E-7 0.33 3.05E-1 -0.32 4.60E-1 0.89 7.49E-8 -0.27 1.00E+0 0.28 5.86E-1 
CATMA1OA28820F1 AT1G30755 -0.28 5.22E-1 1.01 6.12E-9 0.11 1.00E+0 0.63 2.88E-3 -0.94 6.77E-9 0.17 1.00E+0 -0.53 1.38E-2 
CATMA1OC71475R1 AT1G30757 0.56 1.26E-2 0.88 5.90E-7 0.01 1.00E+0 0.13 1.00E+0 -0.32 3.21E-1 0.02 1.00E+0 -0.21 9.71E-1 
CATMA1OA28830R1 AT1G30760 0.49 3.98E-2 0.75 4.45E-5 0.63 5.55E-4 0.57 9.17E-3 -0.05 1.00E+0 0.23 1.00E+0 -0.08 1.00E+0 
CATMA1OA28940F1 AT1G30820 -0.89 4.03E-6 -0.56 5.47E-3 -0.25 7.64E-1 0.22 9.87E-1 -0.14 1.00E+0 0.27 1.00E+0 0.37 2.09E-1 
CATMA1OA28980R1 AT1G30840 -0.47 5.47E-2 -1.23 4.01E-13 -0.02 1.00E+0 -0.39 2.00E-1 0.41 7.03E-2 -0.24 1.00E+0 0.21 9.50E-1 
CATMA1OA29000R1 AT1G30850 -0.10 1.00E+0 -0.86 1.19E-6 0.00 1.00E+0 -0.04 1.00E+0 0.81 1.20E-6 -0.04 1.00E+0 0.74 7.38E-5 
CATMA1OA29020R1 AT1G30870 -0.08 1.00E+0 -2.40 0.00E+0 0.45 4.45E-2 0.24 8.98E-1 1.71 0.00E+0 -0.94 7.21E-6 1.47 0.00E+0 
CATMA1OC71481R1 AT1G30990 -0.34 3.06E-1 0.60 2.02E-3 0.11 1.00E+0 1.12 2.62E-10 -0.96 3.49E-9 0.06 1.00E+0 0.12 1.00E+0 
CATMA1OA29200F1 AT1G31010 0.61 5.03E-3 1.02 4.33E-9 0.11 1.00E+0 0.51 3.15E-2 -0.29 4.21E-1 0.10 1.00E+0 0.14 1.00E+0 
CATMA1OC71482F1 AT1G31050 0.86 8.49E-6 0.75 3.76E-5 0.18 1.00E+0 0.12 1.00E+0 0.18 1.00E+0 0.07 1.00E+0 0.10 1.00E+0 
CATMA1OA29240F1 AT1G31060 0.73 3.30E-4 0.69 2.44E-4 0.28 5.83E-1 0.24 8.68E-1 0.25 6.52E-1 0.22 1.00E+0 0.18 1.00E+0 
CATMA1OC71483R1 AT1G31070 -0.55 1.37E-2 -0.66 5.07E-4 -0.36 2.19E-1 -0.38 2.44E-1 0.05 1.00E+0 0.04 1.00E+0 -0.02 1.00E+0 
CATMA1OA29320F1 AT1G31120 0.62 3.97E-3 0.36 1.56E-1 -0.29 5.03E-1 0.00 1.00E+0 0.03 1.00E+0 -0.12 1.00E+0 0.33 3.60E-1 
CATMA1OA29400R1 AT1G31170 0.33 3.33E-1 0.61 1.53E-3 -0.07 1.00E+0 0.20 1.00E+0 -0.18 1.00E+0 0.42 5.78E-1 0.22 9.06E-1 
CATMA1OC71488F1 AT1G31180 0.50 3.55E-2 0.71 1.30E-4 0.39 1.20E-1 0.12 1.00E+0 -0.13 1.00E+0 0.04 1.00E+0 -0.30 4.90E-1 
CATMA1OC71490F1 AT1G31200 -0.03 1.00E+0 0.35 1.77E-1 0.57 2.79E-3 0.99 5.65E-8 -0.09 1.00E+0 0.21 1.00E+0 0.30 4.63E-1 
CATMA1OA29460F1 AT1G31230 0.89 4.15E-6 0.85 1.86E-6 0.32 3.80E-1 0.43 1.27E-1 0.03 1.00E+0 -0.06 1.00E+0 0.16 1.00E+0 
CATMA1ON92050F1 AT1G31245 0.05 1.00E+0 -0.56 5.58E-3 -0.24 8.39E-1 -0.64 2.14E-3 0.48 2.15E-2 -0.19 1.00E+0 0.25 7.64E-1 
CATMA1OA29490F1 AT1G31260 0.85 1.17E-5 -0.65 5.74E-4 0.48 2.23E-2 0.31 4.89E-1 0.72 3.13E-5 -0.83 2.16E-4 0.64 1.29E-3 
CATMA1OA29550R1 AT1G31320 0.26 5.99E-1 0.59 2.88E-3 0.16 1.00E+0 0.31 5.24E-1 -0.42 6.04E-2 -0.14 1.00E+0 -0.33 3.61E-1 
CATMA1OA29560F1 AT1G31335 -0.89 4.20E-6 -1.07 5.56E-10 -0.06 1.00E+0 -0.29 5.97E-1 0.21 8.81E-1 0.15 1.00E+0 -0.13 1.00E+0 
CATMA1OA29670R1 AT1G31420 1.71 0.00E+0 1.57 0.00E+0 -0.01 1.00E+0 -0.32 4.46E-1 0.24 7.18E-1 0.12 1.00E+0 0.07 1.00E+0 
CATMA1OA29720F1 AT1G31470 -0.39 1.81E-1 -0.33 2.37E-1 0.64 3.79E-4 -0.21 1.00E+0 0.08 1.00E+0 0.03 1.00E+0 -0.70 2.73E-4 
CATMA1OA29740F1 AT1G31490 -0.64 2.48E-3 -0.59 2.48E-3 0.61 1.02E-3 -0.57 9.00E-3 0.09 1.00E+0 0.05 1.00E+0 -1.24 2.98E-13 
CATMA1ON92057F1 AT1G31540 0.52 2.39E-2 0.81 7.76E-6 0.04 1.00E+0 0.50 3.59E-2 -0.41 7.10E-2 -0.23 1.00E+0 0.06 1.00E+0 
CATMA1OA29850F1 AT1G31650 -0.94 8.27E-7 0.17 8.90E-1 -0.41 9.61E-2 0.22 9.90E-1 -0.81 1.28E-6 0.35 1.00E+0 -0.20 1.00E+0 
CATMA1OA29870R1 AT1G31670 1.29 1.61E-12 1.18 4.19E-12 0.21 1.00E+0 -0.13 1.00E+0 0.71 4.00E-5 0.59 4.11E-2 0.53 1.55E-2 
CATMA1OC71500R1 AT1G31710 0.79 6.44E-5 0.55 6.76E-3 0.17 1.00E+0 0.34 3.65E-1 0.27 5.58E-1 0.03 1.00E+0 0.59 3.55E-3 
CATMA1OA29920R1 AT1G31720 -0.10 1.00E+0 -1.05 1.23E-9 0.20 1.00E+0 -0.24 8.89E-1 0.57 2.40E-3 -0.24 1.00E+0 0.29 5.52E-1 
CATMA1OA29980F1 AT1G31770 0.81 3.71E-5 0.89 4.01E-7 0.52 8.62E-3 0.74 1.62E-4 -0.21 9.19E-1 0.04 1.00E+0 0.21 9.59E-1 
CATMA1OA30010R1 AT1G31800 -0.61 4.60E-3 -0.29 3.91E-1 -0.43 6.61E-2 0.07 1.00E+0 -0.08 1.00E+0 0.16 1.00E+0 0.11 1.00E+0 
CATMA1OA30150R1 AT1G31885 0.89 3.73E-6 0.51 1.38E-2 0.06 1.00E+0 0.42 1.38E-1 0.30 3.76E-1 -0.06 1.00E+0 0.64 1.25E-3 
CATMA1ON92490R1 AT1G31950 -0.10 1.00E+0 -1.48 0.00E+0 -0.06 1.00E+0 -0.43 1.24E-1 0.71 4.34E-5 -0.67 9.32E-3 0.43 8.28E-2 
CATMA1OA30230F1 AT1G31960 -0.72 4.37E-4 -0.38 1.22E-1 1.22 0.00E+0 -0.84 9.26E-6 -0.18 1.00E+0 0.31 1.00E+0 -2.07 0.00E+0 
CATMA1OC71504F1 AT1G32100 0.19 8.94E-1 -0.53 9.10E-3 0.66 1.81E-4 0.62 3.43E-3 0.35 2.16E-1 -0.38 9.01E-1 0.31 4.32E-1 
CATMA1OA30510R1 AT1G32170 0.13 1.00E+0 -0.47 2.71E-2 0.70 5.62E-5 0.02 1.00E+0 0.34 2.40E-1 -0.17 1.00E+0 -0.31 4.15E-1 
CATMA1OA30540F1 AT1G32190 -0.69 7.86E-4 -0.70 1.47E-4 -0.44 5.07E-2 -0.62 3.10E-3 -0.01 1.00E+0 -0.17 1.00E+0 -0.19 1.00E+0 
CATMA1OA30550F1 AT1G32200 -1.65 0.00E+0 -0.32 2.87E-1 -0.33 3.32E-1 -0.06 1.00E+0 -0.91 3.20E-8 0.35 1.00E+0 -0.70 2.21E-4 
CATMA1ON95020R1 AT1G32300 -1.73 0.00E+0 0.27 4.48E-1 -0.75 9.60E-6 0.76 1.02E-4 -2.51 0.00E+0 0.19 1.00E+0 -0.39 1.54E-1 
CATMA1OA30720F1 AT1G32350 -1.48 0.00E+0 0.19 8.11E-1 0.16 1.00E+0 -0.04 1.00E+0 -1.20 1.57E-14 0.25 1.00E+0 -1.32 0.00E+0 
CATMA1OA30770R1 AT1G32380 -0.71 4.73E-4 -1.42 0.00E+0 0.45 4.41E-2 0.97 8.62E-8 0.61 7.34E-4 -0.06 1.00E+0 1.12 6.85E-11 
CATMA1OA30840R1 AT1G32440 0.08 1.00E+0 0.02 1.00E+0 0.47 3.03E-2 -0.43 1.24E-1 -0.02 1.00E+0 -0.10 1.00E+0 -0.86 1.79E-6 
CATMA1OA30880R1 AT1G32480 0.31 4.22E-1 -0.59 2.81E-3 0.16 1.00E+0 -0.02 1.00E+0 0.56 2.87E-3 -0.34 1.00E+0 0.52 1.70E-2 
CATMA1OA30910R1 AT1G32510 -1.13 9.67E-10 0.86 1.13E-6 -0.52 8.61E-3 0.98 6.25E-8 -1.18 6.05E-14 0.74 1.90E-3 0.58 5.02E-3 
CATMA1OA30920F1 AT1G32520 -0.62 4.17E-3 -0.19 8.23E-1 -0.11 1.00E+0 0.10 1.00E+0 -0.28 4.91E-1 0.13 1.00E+0 -0.08 1.00E+0 
CATMA1OA30940R1 AT1G32540 -0.30 4.51E-1 -0.62 1.20E-3 -0.16 1.00E+0 -0.46 7.65E-2 0.37 1.62E-1 -0.16 1.00E+0 0.14 1.00E+0 
CATMA1OA31015F1 AT1G32640 0.24 6.87E-1 0.05 1.00E+0 0.02 1.00E+0 0.17 1.00E+0 0.41 8.26E-2 0.18 1.00E+0 0.60 3.13E-3 
CATMA1OC71515F1 AT1G32690 -0.30 4.32E-1 -0.65 6.69E-4 0.21 1.00E+0 -0.50 3.81E-2 0.57 2.32E-3 0.02 1.00E+0 -0.21 9.57E-1 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA1OC71516R1 AT1G32700 0.29 5.06E-1 0.50 1.86E-2 -0.27 6.12E-1 0.35 3.48E-1 -0.04 1.00E+0 0.08 1.00E+0 0.65 9.53E-4 
CATMA1ON92241R1 AT1G32720 -0.68 1.12E-3 -0.46 3.44E-2 -0.11 1.00E+0 -0.21 1.00E+0 -0.09 1.00E+0 0.08 1.00E+0 -0.13 1.00E+0 
CATMA1ON102349R1 AT1G32740 -0.71 5.22E-4 -1.85 0.00E+0 -0.16 1.00E+0 -0.22 9.81E-1 0.80 2.31E-6 -0.36 1.00E+0 0.68 4.32E-4 
CATMA1OA31170R1 AT1G32870 0.36 2.46E-1 0.59 2.31E-3 0.12 1.00E+0 0.32 4.74E-1 -0.14 1.00E+0 0.19 1.00E+0 0.03 1.00E+0 
CATMA1OA31210R1 AT1G32920 -0.28 5.14E-1 0.08 1.00E+0 0.65 3.03E-4 0.02 1.00E+0 -0.30 4.05E-1 0.18 1.00E+0 -0.89 7.39E-7 
CATMA1OA31220R1 AT1G32928 1.23 1.98E-11 1.61 0.00E+0 0.56 3.32E-3 1.24 1.52E-12 -0.46 3.16E-2 0.33 1.00E+0 0.36 2.43E-1 
CATMA1OC71521R1 AT1G32940 -0.97 3.33E-7 0.14 9.88E-1 0.26 7.11E-1 0.30 5.52E-1 -1.13 1.11E-12 0.30 1.00E+0 -1.25 1.66E-13 
CATMA1OA31250R1 AT1G32950 -1.03 3.63E-8 -0.85 1.75E-6 0.44 5.53E-2 0.36 3.08E-1 -0.33 2.75E-1 -0.12 1.00E+0 -0.55 8.52E-3 
CATMA1OA31270F1 AT1G32970 -0.53 2.08E-2 0.43 5.61E-2 -0.02 1.00E+0 1.50 0.00E+0 0.00 1.00E+0 0.99 1.95E-6 1.56 0.00E+0 
CATMA1OA31330F1 AT1G33030 -1.03 3.68E-8 0.40 9.00E-2 -0.46 3.19E-2 0.36 2.96E-1 -1.29 0.00E+0 0.37 1.00E+0 -0.65 8.28E-4 
CATMA1OA31370F1 AT1G33055 -0.06 1.00E+0 -0.23 6.58E-1 -1.11 1.03E-12 -0.30 5.39E-1 -0.01 1.00E+0 -0.11 1.00E+0 0.79 1.58E-5 
CATMA1OA31520F1 AT1G33240 0.26 6.13E-1 -0.83 3.36E-6 0.20 1.00E+0 -0.38 2.36E-1 0.78 4.22E-6 -0.41 6.62E-1 0.41 1.15E-1 
CATMA1OA31540R1 AT1G33260 -1.06 1.67E-8 -1.13 4.00E-11 -0.06 1.00E+0 -0.16 1.00E+0 0.29 4.39E-1 0.14 1.00E+0 0.28 5.95E-1 
CATMA1OA31570R1 AT1G33280 0.27 5.60E-1 -1.31 1.09E-14 0.31 3.91E-1 -0.46 7.64E-2 0.69 8.26E-5 -0.56 6.84E-2 0.24 7.80E-1 
CATMA1OC71535R1 AT1G33320 1.72 0.00E+0 -0.07 1.00E+0 1.11 1.29E-12 0.21 1.00E+0 1.31 0.00E+0 -0.37 9.68E-1 0.77 3.15E-5 
CATMA1OA31610R1 AT1G33340 1.73 0.00E+0 2.10 0.00E+0 0.91 1.82E-8 1.81 0.00E+0 -0.55 4.02E-3 0.10 1.00E+0 0.57 6.69E-3 
CATMA1OA31670F1 AT1G33410 0.83 2.58E-5 0.59 2.52E-3 -0.11 1.00E+0 0.06 1.00E+0 0.01 1.00E+0 -0.05 1.00E+0 0.09 1.00E+0 
CATMA1OA31740R1 AT1G33470 -0.75 1.85E-4 -0.93 1.04E-7 0.10 1.00E+0 -0.33 4.26E-1 0.04 1.00E+0 -0.06 1.00E+0 -0.34 3.21E-1 
CATMA1OA31760F1 AT1G33480 -0.28 5.47E-1 -0.86 1.22E-6 -0.13 1.00E+0 -0.46 7.46E-2 0.37 1.52E-1 -0.21 1.00E+0 0.05 1.00E+0 
CATMA1OA31820F1 AT1G33540 0.26 6.05E-1 -1.02 4.40E-9 0.68 1.08E-4 0.39 2.06E-1 0.28 5.23E-1 -1.23 3.34E-10 -0.07 1.00E+0 
CATMA1OC71536R1 AT1G33590 -0.30 4.28E-1 0.62 1.42E-3 -0.08 1.00E+0 0.41 1.49E-1 -0.86 2.36E-7 0.10 1.00E+0 -0.36 2.56E-1 
CATMA1OA31870R1 AT1G33600 -1.29 1.26E-12 0.32 2.60E-1 0.07 1.00E+0 0.00 1.00E+0 -1.57 0.00E+0 0.29 1.00E+0 -1.45 0.00E+0 
CATMA1ON102358R1 AT1G33610 0.00 1.00E+0 -0.67 3.59E-4 0.51 1.25E-2 0.73 1.98E-4 -0.40 9.72E-2 -0.81 3.58E-4 -0.22 8.89E-1 
CATMA1ON95030F1 AT1G33660 -0.88 5.07E-6 -0.92 1.68E-7 -0.05 1.00E+0 -0.32 4.45E-1 -0.30 3.94E-1 0.15 1.00E+0 -0.64 1.12E-3 
CATMA1OA31980R1 AT1G33750 0.10 1.00E+0 -0.69 1.94E-4 -0.33 3.11E-1 -0.26 7.76E-1 0.41 7.94E-2 -0.11 1.00E+0 0.52 1.71E-2 
CATMA1OC71542R1 AT1G33790 0.59 6.99E-3 0.94 9.48E-8 0.10 1.00E+0 0.30 5.89E-1 -0.45 3.77E-2 -0.04 1.00E+0 -0.16 1.00E+0 
CATMA1OA32030R1 AT1G33800 0.09 1.00E+0 -1.09 2.02E-10 0.16 1.00E+0 -0.24 9.12E-1 0.78 3.91E-6 -0.43 5.50E-1 0.35 2.72E-1 
CATMA1ON95032F1 AT1G33820 0.17 9.77E-1 -0.01 1.00E+0 0.67 1.59E-4 0.99 5.76E-8 -0.16 1.00E+0 -0.18 1.00E+0 0.34 3.00E-1 
CATMA1OC71544F1 AT1G33830 0.13 1.00E+0 0.13 1.00E+0 0.75 8.75E-6 1.42 0.00E+0 -0.30 3.97E-1 -0.33 1.00E+0 0.49 3.37E-2 
CATMA1ON95033F1 AT1G33840 2.05 0.00E+0 2.09 0.00E+0 0.37 1.67E-1 0.88 2.08E-6 -0.07 1.00E+0 -0.17 1.00E+0 0.51 2.11E-2 
CATMA1ON95034F1 AT1G33850 1.17 2.12E-10 1.03 3.07E-9 0.00 1.00E+0 0.04 1.00E+0 0.27 5.72E-1 0.09 1.00E+0 0.38 1.93E-1 
CATMA1ON95035F1 AT1G33870 0.68 1.04E-3 1.11 7.67E-11 0.12 1.00E+0 0.87 3.60E-6 -0.62 6.28E-4 -0.07 1.00E+0 0.31 4.11E-1 
CATMA1OA32115F1 AT1G33880 0.50 3.32E-2 1.00 9.84E-9 0.03 1.00E+0 1.03 1.14E-8 -0.60 1.00E-3 -0.16 1.00E+0 0.31 4.35E-1 
CATMA1ON102362F1 AT1G33890 -1.29 1.75E-12 -0.60 1.93E-3 -0.01 1.00E+0 0.74 1.52E-4 -1.16 2.74E-13 -0.58 4.77E-2 -0.47 4.23E-2 
CATMA1OA32130F1 AT1G33900 0.61 4.92E-3 0.50 1.64E-2 0.11 1.00E+0 1.03 1.02E-8 -0.26 5.83E-1 -0.41 6.75E-1 0.58 5.14E-3 
CATMA1OA32140R1 AT1G33910 0.75 1.80E-4 1.47 0.00E+0 -0.61 9.37E-4 0.67 1.00E-3 -0.97 2.00E-9 -0.29 1.00E+0 0.32 4.09E-1 
CATMA1OA32150R1 AT1G33920 -1.17 2.05E-10 -1.39 0.00E+0 0.18 1.00E+0 0.94 3.28E-7 -0.17 1.00E+0 -0.10 1.00E+0 0.67 5.39E-4 
CATMA1OA32170R1 AT1G33930 0.18 9.48E-1 -1.93 0.00E+0 0.77 4.43E-6 0.94 3.55E-7 0.73 1.95E-5 -1.31 1.02E-11 1.05 1.38E-9 
CATMA1OA32230F1 AT1G34000 0.86 1.08E-5 0.48 2.56E-2 -0.22 9.53E-1 -0.25 8.15E-1 0.40 8.46E-2 0.08 1.00E+0 0.43 8.27E-2 
CATMA1OA32330F1 AT1G34047 -0.07 1.00E+0 -4.01 0.00E+0 -0.04 1.00E+0 -1.63 0.00E+0 3.96 0.00E+0 0.03 1.00E+0 4.06 0.00E+0 
CATMA1OA32340R1 AT1G34050 0.58 7.68E-3 -0.33 2.47E-1 -0.54 5.49E-3 -0.09 1.00E+0 0.61 7.88E-4 -0.36 1.00E+0 1.22 5.29E-13 
CATMA1OA32360F1 AT1G34060 -1.98 0.00E+0 -2.19 0.00E+0 -0.53 7.01E-3 -1.71 0.00E+0 -0.07 1.00E+0 -0.10 1.00E+0 -1.26 9.28E-14 
CATMA1OA32440F1 AT1G34140 3.90 0.00E+0 3.54 0.00E+0 0.22 9.40E-1 1.06 2.94E-9 -0.17 1.00E+0 -0.23 1.00E+0 0.64 1.31E-3 
CATMA1OA32490R1 AT1G34180 -0.03 1.00E+0 0.61 1.78E-3 0.45 3.96E-2 0.64 2.23E-3 -0.60 9.92E-4 0.02 1.00E+0 -0.30 4.79E-1 
CATMA1OA32560R1 AT1G34260 -0.60 5.99E-3 -0.48 2.24E-2 -0.07 1.00E+0 -0.14 1.00E+0 -0.49 1.56E-2 -0.23 1.00E+0 -0.72 1.26E-4 
CATMA1OF02572F1 AT1G34310 -0.72 4.42E-4 -0.16 9.25E-1 -0.38 1.56E-1 -0.49 4.59E-2 -0.30 4.06E-1 0.16 1.00E+0 -0.11 1.00E+0 
CATMA1OA32650R1 AT1G34340 -0.66 1.56E-3 -0.68 2.94E-4 -0.14 1.00E+0 -0.19 1.00E+0 0.22 8.55E-1 0.20 1.00E+0 0.19 1.00E+0 
CATMA1OA32740R1 AT1G34420 -1.35 1.02E-13 -0.45 4.45E-2 0.04 1.00E+0 -0.49 4.37E-2 -0.89 5.30E-8 0.02 1.00E+0 -1.38 0.00E+0 
CATMA1ON102376R1 AT1G34460 -0.80 5.83E-5 -0.80 9.67E-6 0.02 1.00E+0 0.17 1.00E+0 0.06 1.00E+0 0.09 1.00E+0 0.23 8.44E-1 
CATMA1ON95042R1 AT1G34490 0.02 1.00E+0 -0.52 1.09E-2 0.11 1.00E+0 -0.25 8.53E-1 0.61 8.15E-4 -0.10 1.00E+0 0.34 3.10E-1 
CATMA1OC71559F1 AT1G34510 -0.50 3.73E-2 -2.36 0.00E+0 0.88 7.36E-8 0.42 1.34E-1 1.91 0.00E+0 -0.30 1.00E+0 1.46 0.00E+0 
CATMA1ON95044R1 AT1G34520 0.33 3.32E-1 -0.81 6.15E-6 -0.09 1.00E+0 0.06 1.00E+0 0.71 3.88E-5 -0.30 1.00E+0 0.65 9.41E-4 
CATMA1OC71564F1 AT1G34640 -0.56 1.20E-2 0.32 2.73E-1 -0.75 1.07E-5 -0.22 9.74E-1 -0.60 9.82E-4 0.41 6.60E-1 -0.10 1.00E+0 
CATMA1OA33030R1 AT1G34670 0.31 4.00E-1 0.71 1.21E-4 1.55 0.00E+0 -1.82 0.00E+0 -0.12 1.00E+0 0.24 1.00E+0 -3.23 0.00E+0 
CATMA1OA33060F1 AT1G34760 -0.07 1.00E+0 -1.89 0.00E+0 0.15 1.00E+0 0.36 2.92E-1 1.90 0.00E+0 -0.03 1.00E+0 2.21 0.00E+0 
CATMA1ON92141F1 AT1G35170 -0.61 4.77E-3 -0.47 3.11E-2 0.80 1.49E-6 -0.45 8.25E-2 -0.25 6.97E-1 0.13 1.00E+0 -1.30 1.62E-14 
CATMA1OF00254F1 AT1G35180 -0.99 1.59E-7 -0.63 9.52E-4 1.12 7.66E-13 -0.63 2.42E-3 -0.24 7.28E-1 0.24 1.00E+0 -1.76 0.00E+0 
CATMA1OA33330R1 AT1G35190 -0.74 2.63E-4 -0.16 9.44E-1 -0.20 1.00E+0 -0.13 1.00E+0 -0.51 1.03E-2 0.33 1.00E+0 -0.42 9.87E-2 
CATMA1OA33350F1 AT1G35210 -1.68 0.00E+0 -1.23 3.74E-13 0.84 3.93E-7 -0.28 6.73E-1 -0.93 1.02E-8 -0.39 7.82E-1 -1.73 0.00E+0 
CATMA1OA33365R1 AT1G35230 -1.92 0.00E+0 0.08 1.00E+0 -0.15 1.00E+0 -0.26 7.69E-1 -1.79 0.00E+0 0.80 4.16E-4 -1.91 0.00E+0 
CATMA1OC71566F1 AT1G35250 -2.06 0.00E+0 -0.87 1.08E-6 -0.70 5.17E-5 -0.91 9.92E-7 -1.01 3.90E-10 0.34 1.00E+0 -1.28 4.74E-14 
CATMA1OC72336F1 AT1G35255 -0.59 6.99E-3 -0.25 5.41E-1 -0.23 9.26E-1 -0.37 2.77E-1 -0.28 5.09E-1 0.00 1.00E+0 -0.24 7.92E-1 
CATMA1OC71567F1 AT1G35260 -2.23 0.00E+0 -1.38 0.00E+0 -0.86 1.57E-7 -0.82 1.77E-5 -0.50 1.33E-2 0.56 7.32E-2 -0.48 3.40E-2 
CATMA1OA33440R1 AT1G35330 -0.10 1.00E+0 -0.09 1.00E+0 -0.12 1.00E+0 -0.60 4.98E-3 0.07 1.00E+0 0.19 1.00E+0 -0.44 7.62E-2 
CATMA1ON95048F1 AT1G35350 1.03 4.41E-8 -0.07 1.00E+0 0.45 4.44E-2 0.08 1.00E+0 0.78 3.90E-6 -0.13 1.00E+0 0.31 4.27E-1 
CATMA1OA33590R1 AT1G35420 0.63 2.97E-3 0.41 7.77E-2 -0.18 1.00E+0 -0.22 1.00E+0 0.08 1.00E+0 -0.09 1.00E+0 0.04 1.00E+0 
CATMA1OC71573R1 AT1G35513 -2.12 0.00E+0 -0.74 6.27E-5 0.55 4.22E-3 0.22 9.93E-1 -1.15 4.81E-13 0.11 1.00E+0 -1.70 0.00E+0 
CATMA1ON92487F1 AT1G35520 -0.94 8.30E-7 -0.28 4.05E-1 -0.46 3.65E-2 -0.39 2.10E-1 -0.25 6.38E-1 0.24 1.00E+0 -0.19 1.00E+0 
CATMA1OA33770F1 AT1G35560 0.17 9.80E-1 0.68 2.59E-4 -0.17 1.00E+0 -0.10 1.00E+0 -0.23 7.82E-1 0.30 1.00E+0 -0.05 1.00E+0 
CATMA1ON102393F1 AT1G35580 0.14 1.00E+0 0.31 3.18E-1 0.31 4.16E-1 1.19 1.19E-11 -0.08 1.00E+0 0.04 1.00E+0 0.77 3.09E-5 
CATMA1OD02587R1 AT1G35617 1.76 0.00E+0 1.61 0.00E+0 -0.14 1.00E+0 0.04 1.00E+0 0.06 1.00E+0 -0.05 1.00E+0 0.21 9.53E-1 
CATMA1OA33830R1 AT1G35620 0.63 2.84E-3 0.45 4.25E-2 -0.03 1.00E+0 0.08 1.00E+0 0.11 1.00E+0 -0.19 1.00E+0 0.23 8.73E-1 
CATMA1OF00262F1 AT1G35625 3.10 0.00E+0 1.76 0.00E+0 0.66 2.25E-4 0.99 4.67E-8 1.80 0.00E+0 0.24 1.00E+0 2.08 0.00E+0 
CATMA1OA33895R1 AT1G35720 -0.01 1.00E+0 -1.11 1.05E-10 0.16 1.00E+0 0.12 1.00E+0 0.69 7.11E-5 -0.41 6.73E-1 0.62 2.12E-3 
CATMA1OF02591F1 AT1G35750 -0.46 6.52E-2 0.02 1.00E+0 -0.35 2.32E-1 0.18 1.00E+0 -0.68 1.10E-4 -0.02 1.00E+0 -0.26 7.00E-1 
CATMA1OA33960F1 AT1G35830 0.58 8.87E-3 0.85 1.65E-6 -0.36 2.19E-1 0.15 1.00E+0 -0.42 6.48E-2 -0.01 1.00E+0 0.10 1.00E+0 
CATMA1OA34050F1 AT1G35910 -1.89 0.00E+0 -0.69 2.27E-4 0.23 9.02E-1 -0.35 3.27E-1 -0.69 8.07E-5 0.14 1.00E+0 -1.52 0.00E+0 
CATMA1OA34180F1 AT1G36060 -0.67 1.32E-3 -1.26 7.13E-14 0.13 1.00E+0 -0.14 1.00E+0 0.05 1.00E+0 -0.62 2.59E-2 -0.13 1.00E+0 
CATMA1OA34510F1 AT1G36370 1.19 8.34E-11 1.75 0.00E+0 -0.04 1.00E+0 0.72 3.05E-4 -0.27 5.70E-1 0.36 1.00E+0 0.48 3.40E-2 
CATMA1OC72346F1 AT1G36622 -2.13 0.00E+0 1.88 0.00E+0 0.09 1.00E+0 0.74 1.84E-4 -3.53 0.00E+0 0.18 1.00E+0 -3.01 0.00E+0 
CATMA1OC71580F1 AT1G36640 -0.50 3.45E-2 1.08 3.68E-10 0.78 3.12E-6 0.52 2.57E-2 -1.54 0.00E+0 0.07 1.00E+0 -1.92 0.00E+0 
CATMA1ON102416R1 AT1G36675 2.90 0.00E+0 1.12 7.10E-11 0.00 1.00E+0 -1.11 4.24E-10 1.57 0.00E+0 -0.14 1.00E+0 0.67 5.82E-4 
CATMA1ON95059R1 AT1G36745 0.18 9.36E-1 0.66 4.75E-4 -0.03 1.00E+0 0.11 1.00E+0 0.02 1.00E+0 0.06 1.00E+0 0.09 1.00E+0 
CATMA1OA34860R1 AT1G36940 -0.30 4.53E-1 -0.74 5.65E-5 -0.10 1.00E+0 -0.47 6.62E-2 0.37 1.51E-1 -0.09 1.00E+0 -0.07 1.00E+0 
CATMA1OD02597F1 AT1G36950 0.68 9.76E-4 0.09 1.00E+0 0.18 1.00E+0 0.37 2.56E-1 0.65 2.76E-4 0.03 1.00E+0 0.65 8.43E-4 
CATMA1OA35155R1 AT1G37130 -2.29 0.00E+0 -1.11 1.06E-10 -0.37 1.65E-1 -0.21 1.00E+0 -1.06 3.58E-11 0.14 1.00E+0 -0.84 3.32E-6 
CATMA1OC71591F1 AT1G38131 0.18 9.41E-1 -0.59 2.42E-3 0.11 1.00E+0 -0.28 6.65E-1 0.49 1.53E-2 -0.27 1.00E+0 0.14 1.00E+0 
CATMA1OA35650F1 AT1G41830 -0.60 5.69E-3 -1.61 0.00E+0 -0.22 9.73E-1 -0.58 8.67E-3 0.59 1.30E-3 -0.48 2.64E-1 0.28 5.96E-1 
CATMA1ON92493F1 AT1G41890 -1.86 0.00E+0 -0.16 9.27E-1 -0.48 2.04E-2 -0.12 1.00E+0 -1.55 0.00E+0 0.18 1.00E+0 -1.22 7.53E-13 
CATMA1ON92602F1 AT1G42090 -0.54 1.67E-2 -0.16 9.30E-1 -0.39 1.27E-1 -0.09 1.00E+0 -1.00 6.50E-10 0.00 1.00E+0 -0.53 1.54E-2 
CATMA1OA36330F1 AT1G42990 -0.13 1.00E+0 0.26 4.90E-1 0.17 1.00E+0 -0.21 1.00E+0 -0.40 8.85E-2 -0.04 1.00E+0 -0.71 1.61E-4 
CATMA1OA36370R1 AT1G43020 0.69 9.01E-4 -0.85 1.66E-6 0.11 1.00E+0 0.04 1.00E+0 0.93 1.40E-8 -0.75 1.46E-3 0.78 2.65E-5 
CATMA1ON92693R1 AT1G43140 1.32 3.45E-13 0.42 6.91E-2 0.34 2.83E-1 0.20 1.00E+0 0.84 3.81E-7 -0.15 1.00E+0 0.29 5.35E-1 
CATMA1OA36590R1 AT1G43160 0.86 8.66E-6 -0.68 3.16E-4 0.42 7.61E-2 -0.52 2.81E-2 1.59 0.00E+0 0.32 1.00E+0 0.84 3.97E-6 
CATMA1OA37010F1 AT1G43650 1.47 0.00E+0 1.33 0.00E+0 0.69 7.03E-5 0.76 1.10E-4 0.36 1.87E-1 0.27 1.00E+0 0.49 2.94E-2 
CATMA1OA37070F1 AT1G43710 0.97 3.06E-7 0.93 9.97E-8 0.47 2.60E-2 0.67 9.37E-4 0.04 1.00E+0 -0.04 1.00E+0 0.28 5.71E-1 
CATMA1OA37240R1 AT1G43790 0.48 4.52E-2 -0.61 1.46E-3 0.71 3.89E-5 0.66 1.25E-3 0.42 6.53E-2 -0.68 7.23E-3 0.38 1.88E-1 
CATMA1OA37250R1 AT1G43800 -4.21 0.00E+0 -4.24 0.00E+0 -1.26 0.00E+0 -2.76 0.00E+0 0.26 6.13E-1 0.16 1.00E+0 -1.17 5.54E-12 
CATMA1ON98854F1 AT1G43820 -0.07 1.00E+0 -0.91 2.62E-7 0.14 1.00E+0 -0.01 1.00E+0 0.84 4.91E-7 0.05 1.00E+0 0.79 1.99E-5 
CATMA1OA37400F1 AT1G43910 -1.96 0.00E+0 -0.40 9.64E-2 0.52 1.01E-2 0.49 4.41E-2 -1.12 2.00E-12 0.49 2.33E-1 -1.15 1.87E-11 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA1OA37515R1 AT1G44010 0.77 1.27E-4 0.17 9.14E-1 0.40 1.10E-1 1.53 0.00E+0 0.34 2.23E-1 -0.29 1.00E+0 1.35 0.00E+0 
CATMA1ON95069F1 AT1G44020 1.63 0.00E+0 0.62 1.36E-3 0.44 5.35E-2 0.71 3.35E-4 0.56 3.09E-3 -0.28 1.00E+0 0.86 1.92E-6 
CATMA1OC71607F1 AT1G44030 2.41 0.00E+0 1.84 0.00E+0 -0.18 1.00E+0 0.03 1.00E+0 0.49 1.72E-2 -0.07 1.00E+0 0.56 7.13E-3 
CATMA1ON95070R1 AT1G44050 1.07 8.77E-9 0.23 6.52E-1 0.65 2.67E-4 0.76 1.04E-4 0.70 5.34E-5 -0.15 1.00E+0 0.68 4.14E-4 
CATMA1ON102467F1 AT1G44100 0.18 9.39E-1 0.44 5.23E-2 0.58 2.17E-3 0.09 1.00E+0 -0.18 1.00E+0 -0.03 1.00E+0 -0.73 1.04E-4 
CATMA1OA37630F1 AT1G44130 -1.88 0.00E+0 0.28 3.99E-1 0.40 1.10E-1 -0.02 1.00E+0 -1.99 0.00E+0 0.15 1.00E+0 -2.30 0.00E+0 
CATMA1OA37660R1 AT1G44160 0.66 1.75E-3 0.14 1.00E+0 -0.36 1.94E-1 -0.29 6.06E-1 0.42 6.17E-2 -0.19 1.00E+0 0.51 2.06E-2 
CATMA1OA37670F1 AT1G44170 -0.28 5.46E-1 0.21 7.60E-1 0.33 3.27E-1 0.03 1.00E+0 -0.47 2.61E-2 -0.03 1.00E+0 -0.75 6.67E-5 
CATMA1OC71610F1 AT1G44180 -0.53 2.10E-2 1.33 0.00E+0 0.12 1.00E+0 1.10 7.52E-10 -2.00 0.00E+0 -0.19 1.00E+0 -1.18 5.29E-12 
CATMA1OC71613F1 AT1G44350 1.21 4.47E-11 1.67 0.00E+0 -0.25 7.91E-1 0.50 3.91E-2 0.28 4.81E-1 0.63 2.03E-2 1.05 1.15E-9 
CATMA1OC71615F1 AT1G44446 1.55 0.00E+0 2.02 0.00E+0 -0.08 1.00E+0 0.52 2.70E-2 -0.07 1.00E+0 0.22 1.00E+0 0.55 9.64E-3 
CATMA1OC71619F1 AT1G44608 -0.18 9.34E-1 -1.52 0.00E+0 0.18 1.00E+0 -0.53 2.33E-2 1.01 3.16E-10 -0.18 1.00E+0 0.24 7.93E-1 
CATMA1OA37810R1 AT1G44830 -0.59 6.31E-3 -1.32 0.00E+0 0.09 1.00E+0 0.08 1.00E+0 0.43 4.95E-2 -0.16 1.00E+0 0.58 5.41E-3 
CATMA1OA37915R1 AT1G44970 0.76 1.40E-4 0.12 1.00E+0 0.07 1.00E+0 0.31 5.18E-1 0.33 2.86E-1 -0.23 1.00E+0 0.61 2.52E-3 
CATMA1OC71627F1 AT1G45010 -0.77 1.30E-4 0.59 2.42E-3 -0.75 8.68E-6 -0.28 6.66E-1 -0.69 8.66E-5 0.69 6.39E-3 -0.39 1.57E-1 
CATMA1OA37950R1 AT1G45015 1.48 0.00E+0 -0.41 8.01E-2 0.57 2.90E-3 -0.06 1.00E+0 1.92 0.00E+0 0.22 1.00E+0 1.40 0.00E+0 
CATMA1OA37980R1 AT1G45110 0.70 5.81E-4 0.66 5.30E-4 0.20 1.00E+0 0.17 1.00E+0 0.13 1.00E+0 -0.12 1.00E+0 -0.01 1.00E+0 
CATMA1OA38000F1 AT1G45145 -0.61 4.85E-3 -0.04 1.00E+0 0.11 1.00E+0 0.47 6.29E-2 -0.54 5.37E-3 0.13 1.00E+0 -0.12 1.00E+0 
CATMA1OC71632R1 AT1G45201 -1.37 4.18E-14 -0.84 2.75E-6 -0.77 5.55E-6 -0.61 4.54E-3 -0.16 1.00E+0 0.40 7.69E-1 0.06 1.00E+0 
CATMA1OC71633F1 AT1G45207 -0.50 3.64E-2 -1.04 2.07E-9 -0.29 4.92E-1 -0.32 4.54E-1 0.22 8.51E-1 -0.24 1.00E+0 0.03 1.00E+0 
CATMA1OC71637R1 AT1G45243 0.75 1.94E-4 0.48 2.53E-2 0.10 1.00E+0 0.27 6.99E-1 0.11 1.00E+0 -0.06 1.00E+0 0.33 3.65E-1 
CATMA1ON102478F1 AT1G45249 -0.96 4.43E-7 -1.03 2.19E-9 -0.12 1.00E+0 -0.49 4.80E-2 0.14 1.00E+0 0.05 1.00E+0 -0.17 1.00E+0 
CATMA1OC71647R1 AT1G46264 -0.72 3.72E-4 -0.97 2.77E-8 -0.23 8.99E-1 -0.40 1.77E-1 -0.09 1.00E+0 -0.03 1.00E+0 -0.11 1.00E+0 
CATMA1OC71650F1 AT1G46480 -1.05 1.95E-8 -0.64 7.25E-4 0.02 1.00E+0 0.39 2.17E-1 -0.27 5.67E-1 -0.04 1.00E+0 0.03 1.00E+0 
CATMA1OC71651F1 AT1G46768 0.46 6.90E-2 0.18 8.61E-1 -0.48 2.16E-2 -0.11 1.00E+0 0.24 7.34E-1 0.00 1.00E+0 0.61 2.36E-3 
CATMA1OC71656F1 AT1G47128 -0.83 2.27E-5 -1.14 2.77E-11 -0.58 2.04E-3 -0.79 4.41E-5 0.33 2.83E-1 -0.06 1.00E+0 0.01 1.00E+0 
CATMA1ON102484R1 AT1G47271 -0.42 1.19E-1 -0.72 9.61E-5 -0.03 1.00E+0 -0.43 1.15E-1 0.42 6.86E-2 0.23 1.00E+0 0.11 1.00E+0 
CATMA1OA38205F1 AT1G47280 0.63 3.36E-3 0.35 1.91E-1 -0.10 1.00E+0 0.59 6.52E-3 -0.02 1.00E+0 0.13 1.00E+0 0.53 1.33E-2 
CATMA1OA38210R1 AT1G47290 0.86 1.07E-5 0.30 3.26E-1 0.05 1.00E+0 0.12 1.00E+0 0.40 9.72E-2 -0.12 1.00E+0 0.47 4.36E-2 
CATMA1OA38300F1 AT1G47380 -0.24 6.92E-1 -0.72 1.04E-4 -0.02 1.00E+0 0.13 1.00E+0 0.22 8.48E-1 -0.45 3.71E-1 0.34 3.19E-1 
CATMA1OC71663R1 AT1G47395 3.84 0.00E+0 4.25 0.00E+0 -0.20 1.00E+0 0.50 3.87E-2 -0.45 3.94E-2 0.59 4.60E-2 0.12 1.00E+0 
CATMA1OC71664R1 AT1G47400 2.96 0.00E+0 3.35 0.00E+0 -0.77 5.04E-6 0.80 2.76E-5 -0.39 1.12E-1 0.46 3.48E-1 1.12 5.46E-11 
CATMA1OA38490R1 AT1G47530 0.57 1.02E-2 0.95 6.53E-8 -0.34 2.89E-1 0.29 6.33E-1 -0.13 1.00E+0 0.32 1.00E+0 0.58 5.39E-3 
CATMA1OA38560R1 AT1G47580 0.61 4.60E-3 0.06 1.00E+0 0.14 1.00E+0 -0.16 1.00E+0 0.42 6.61E-2 -0.26 1.00E+0 -0.02 1.00E+0 
CATMA1ON92104F1 AT1G47590 0.71 5.79E-4 0.03 1.00E+0 0.22 9.44E-1 0.30 5.61E-1 0.23 7.94E-1 -0.80 4.56E-4 0.27 6.15E-1 
CATMA1OF00345R1 AT1G47600 1.65 0.00E+0 -1.52 0.00E+0 0.41 9.62E-2 -0.16 1.00E+0 1.72 0.00E+0 -1.43 0.00E+0 1.21 9.92E-13 
CATMA1OD05026F1 AT1G47603 1.30 9.18E-13 0.33 2.46E-1 0.22 9.53E-1 0.20 1.00E+0 0.49 1.75E-2 -0.47 2.86E-1 0.58 5.07E-3 
CATMA1OC71669F1 AT1G47620 0.34 3.13E-1 0.03 1.00E+0 -0.61 7.86E-4 -0.15 1.00E+0 0.19 9.93E-1 -0.01 1.00E+0 0.53 1.32E-2 
CATMA1ON92203F1 AT1G47630 -0.04 1.00E+0 0.03 1.00E+0 -0.31 4.17E-1 -0.12 1.00E+0 0.05 1.00E+0 0.06 1.00E+0 0.63 1.61E-3 
CATMA1OA38660R1 AT1G47655 0.60 6.11E-3 0.09 1.00E+0 0.14 1.00E+0 0.26 7.66E-1 0.49 1.61E-2 0.06 1.00E+0 0.57 6.15E-3 
CATMA1OD00346R1 AT1G47680 -0.05 1.00E+0 -0.17 9.10E-1 0.20 1.00E+0 -0.30 5.70E-1 -0.09 1.00E+0 -0.12 1.00E+0 -0.69 3.49E-4 
CATMA1OA38810R1 AT1G47760 -1.26 5.61E-12 -0.21 7.34E-1 0.99 5.87E-10 -0.25 8.31E-1 -1.06 4.04E-11 0.18 1.00E+0 -2.13 0.00E+0 
CATMA1OA38880F1 AT1G47840 0.79 7.82E-5 0.26 4.88E-1 0.11 1.00E+0 -0.09 1.00E+0 0.37 1.46E-1 -0.22 1.00E+0 0.16 1.00E+0 
CATMA1ON102504R1 AT1G47890 -2.88 0.00E+0 0.22 7.10E-1 -0.22 9.58E-1 0.02 1.00E+0 -2.76 0.00E+0 0.32 1.00E+0 -2.38 0.00E+0 
CATMA1OA39055F1 AT1G47960 -0.66 1.64E-3 -0.04 1.00E+0 -0.84 3.58E-7 -0.26 7.92E-1 -0.25 6.80E-1 0.44 4.57E-1 0.23 8.71E-1 
CATMA1OA39080R1 AT1G47990 -1.00 1.19E-7 0.03 1.00E+0 -0.52 8.65E-3 -0.18 1.00E+0 -0.94 6.50E-9 0.26 1.00E+0 -0.60 2.76E-3 
CATMA1OA39090F1 AT1G48000 -2.25 0.00E+0 0.32 2.81E-1 -0.80 1.66E-6 0.04 1.00E+0 -1.42 0.00E+0 1.42 0.00E+0 -0.42 9.67E-2 
CATMA1ON92232R1 AT1G48210 -0.35 2.86E-1 -0.71 1.41E-4 0.10 1.00E+0 -0.14 1.00E+0 0.18 1.00E+0 -0.14 1.00E+0 -0.06 1.00E+0 
CATMA1OA39330F1 AT1G48260 -2.99 0.00E+0 -0.79 1.21E-5 -0.28 6.04E-1 -0.87 3.28E-6 -1.86 0.00E+0 0.46 3.47E-1 -2.39 0.00E+0 
CATMA1OA39350R1 AT1G48280 -0.13 1.00E+0 -0.76 3.25E-5 -0.27 6.29E-1 -0.22 9.90E-1 0.08 1.00E+0 -0.23 1.00E+0 0.17 1.00E+0 
CATMA1OA39380R1 AT1G48300 1.49 0.00E+0 1.32 0.00E+0 -0.58 2.03E-3 0.06 1.00E+0 0.20 9.52E-1 0.01 1.00E+0 0.83 5.26E-6 
CATMA1OA39400F1 AT1G48320 -1.43 0.00E+0 -0.69 2.26E-4 0.32 3.64E-1 0.16 1.00E+0 -0.71 4.76E-5 -0.01 1.00E+0 -0.82 6.85E-6 
CATMA1OA39410R1 AT1G48325 -3.06 0.00E+0 -1.65 0.00E+0 -1.24 0.00E+0 -1.13 1.79E-10 -0.77 6.41E-6 0.86 8.62E-5 -0.77 3.46E-5 
CATMA1OC71697R1 AT1G48330 -0.55 1.59E-2 -1.17 5.98E-12 -0.32 3.46E-1 -0.49 4.18E-2 0.36 1.87E-1 -0.39 7.95E-1 0.19 1.00E+0 
CATMA1ON102535R1 AT1G48480 -0.53 2.29E-2 -0.98 1.82E-8 0.86 1.57E-7 -0.42 1.28E-1 -0.02 1.00E+0 -0.26 1.00E+0 -1.30 1.62E-14 
CATMA1OA39600R1 AT1G48500 0.26 6.15E-1 -0.19 8.04E-1 -0.51 1.12E-2 -0.65 1.76E-3 0.52 8.68E-3 0.31 1.00E+0 0.40 1.45E-1 
CATMA1OA39670F1 AT1G48570 0.85 1.27E-5 0.79 1.42E-5 0.01 1.00E+0 0.12 1.00E+0 -0.05 1.00E+0 -0.23 1.00E+0 0.13 1.00E+0 
CATMA1OA39780R1 AT1G48640 0.25 6.68E-1 -1.07 4.97E-10 0.18 1.00E+0 0.16 1.00E+0 0.55 3.84E-3 -0.66 1.10E-2 0.58 5.19E-3 
CATMA1OA39820F1 AT1G48690 0.70 7.24E-4 0.81 6.77E-6 -0.30 4.84E-1 0.23 9.61E-1 -0.22 8.42E-1 0.00 1.00E+0 0.39 1.54E-1 
CATMA1OC72379R1 AT1G48745 0.19 9.10E-1 -0.43 6.02E-2 -0.13 1.00E+0 -0.56 1.28E-2 0.81 1.44E-6 0.20 1.00E+0 0.38 1.79E-1 
CATMA1ON92486R1 AT1G48750 1.59 0.00E+0 1.00 8.31E-9 1.11 1.36E-12 0.61 4.53E-3 0.69 8.88E-5 -0.10 1.00E+0 0.16 1.00E+0 
CATMA1ON92486F1 AT1G48760 0.60 5.58E-3 0.49 2.22E-2 0.36 2.02E-1 0.32 4.73E-1 0.06 1.00E+0 0.00 1.00E+0 0.13 1.00E+0 
CATMA1OC71706R1 AT1G48840 0.40 1.48E-1 0.92 1.77E-7 -0.23 8.94E-1 0.36 2.92E-1 -0.34 2.21E-1 0.06 1.00E+0 0.35 2.76E-1 
CATMA1OA40020F1 AT1G48870 -0.70 6.17E-4 -0.84 2.38E-6 -0.39 1.19E-1 -1.14 1.32E-10 0.42 6.53E-2 0.26 1.00E+0 -0.34 3.20E-1 
CATMA1ON92656R1 AT1G48912 -0.19 9.00E-1 0.81 7.18E-6 -0.49 1.80E-2 0.16 1.00E+0 -0.53 6.30E-3 0.33 1.00E+0 -0.03 1.00E+0 
CATMA1OA40070F1 AT1G48930 2.35 0.00E+0 -0.08 1.00E+0 0.21 1.00E+0 -0.13 1.00E+0 1.84 0.00E+0 -0.69 5.47E-3 1.50 0.00E+0 
CATMA1OA40100R1 AT1G48960 -0.45 7.09E-2 -0.38 1.30E-1 0.24 8.26E-1 -0.52 2.85E-2 -0.12 1.00E+0 0.20 1.00E+0 -0.80 1.38E-5 
CATMA1OA40115R1 AT1G48980 -2.41 0.00E+0 -0.54 8.26E-3 0.41 8.44E-2 0.09 1.00E+0 -2.17 0.00E+0 -0.28 1.00E+0 -2.73 0.00E+0 
CATMA1OA40130F1 AT1G49000 -1.22 3.33E-11 -0.18 8.50E-1 0.57 2.45E-3 0.53 2.30E-2 -1.20 3.06E-14 -0.25 1.00E+0 -1.16 1.00E-11 
CATMA1OA40160R1 AT1G49030 1.28 2.02E-12 -0.31 2.88E-1 0.62 6.69E-4 0.45 8.24E-2 0.51 9.24E-3 -1.03 4.66E-7 0.34 3.23E-1 
CATMA1ON92374R1 AT1G49032 0.96 4.97E-7 0.73 6.55E-5 -0.16 1.00E+0 0.29 6.37E-1 0.33 2.82E-1 0.12 1.00E+0 0.67 5.05E-4 
CATMA1ON95085F1 AT1G49100 0.64 2.76E-3 -1.29 2.12E-14 0.43 6.01E-2 1.15 9.16E-11 1.67 0.00E+0 -0.17 1.00E+0 2.16 0.00E+0 
CATMA1OA40280F1 AT1G49160 1.29 1.51E-12 2.03 0.00E+0 0.63 5.04E-4 2.33 0.00E+0 -0.73 2.36E-5 0.09 1.00E+0 1.09 2.26E-10 
CATMA1OC71713R1 AT1G49210 1.08 7.43E-9 0.64 7.17E-4 0.54 5.57E-3 0.29 6.26E-1 0.19 9.94E-1 -0.22 1.00E+0 0.14 1.00E+0 
CATMA1OF02635R1 AT1G49220 0.41 1.37E-1 0.82 4.47E-6 0.15 1.00E+0 -0.14 1.00E+0 -0.01 1.00E+0 0.20 1.00E+0 -0.31 4.15E-1 
CATMA1ON95086R1 AT1G49250 0.32 3.59E-1 1.50 0.00E+0 -0.16 1.00E+0 -0.05 1.00E+0 -0.35 1.96E-1 0.05 1.00E+0 -0.03 1.00E+0 
CATMA1OA40430F1 AT1G49310 0.87 6.48E-6 0.71 1.41E-4 -0.60 1.18E-3 -0.44 9.52E-2 0.34 2.38E-1 0.23 1.00E+0 0.49 2.95E-2 
CATMA1OA40450R1 AT1G49330 0.64 2.42E-3 0.72 9.03E-5 -0.33 3.27E-1 -0.07 1.00E+0 0.25 6.63E-1 -0.03 1.00E+0 0.35 2.57E-1 
CATMA1OA40550R1 AT1G49430 -1.45 0.00E+0 -0.96 4.26E-8 1.27 0.00E+0 -2.38 0.00E+0 -0.27 5.76E-1 0.34 1.00E+0 -3.73 0.00E+0 
CATMA1OA40570R1 AT1G49470 1.00 1.22E-7 0.60 1.88E-3 0.18 1.00E+0 0.19 1.00E+0 0.56 2.87E-3 0.02 1.00E+0 0.48 3.41E-2 
CATMA1OA40580R1 AT1G49475 -0.78 9.93E-5 -0.87 9.33E-7 -0.36 1.93E-1 -0.56 1.12E-2 0.31 3.52E-1 0.07 1.00E+0 0.12 1.00E+0 
CATMA1ON102561F1 AT1G49480 0.59 7.41E-3 0.25 5.39E-1 0.03 1.00E+0 -0.13 1.00E+0 0.31 3.63E-1 0.08 1.00E+0 0.14 1.00E+0 
CATMA1OA40610F1 AT1G49500 3.94 0.00E+0 3.67 0.00E+0 0.44 5.16E-2 2.01 0.00E+0 -0.12 1.00E+0 0.12 1.00E+0 1.57 0.00E+0 
CATMA1OA40670R1 AT1G49560 0.16 9.86E-1 0.66 5.26E-4 -0.33 2.97E-1 0.04 1.00E+0 -0.34 2.42E-1 0.35 1.00E+0 0.09 1.00E+0 
CATMA1OA40675R1 AT1G49570 -0.96 4.77E-7 1.17 6.24E-12 -0.09 1.00E+0 2.13 0.00E+0 -0.94 6.75E-9 1.25 1.48E-10 1.41 0.00E+0 
CATMA1OA40680R1 AT1G49580 0.71 5.73E-4 0.47 2.88E-2 0.52 8.50E-3 0.63 2.54E-3 0.27 5.48E-1 0.06 1.00E+0 0.31 4.26E-1 
CATMA1OA40760F1 AT1G49650 -0.54 1.76E-2 -0.83 3.28E-6 -0.22 9.54E-1 -0.64 1.97E-3 0.20 9.72E-1 -0.19 1.00E+0 -0.26 7.15E-1 
CATMA1ON95087F1 AT1G49700 -1.29 1.55E-12 -0.90 3.54E-7 0.27 6.23E-1 -0.49 4.55E-2 -0.19 9.97E-1 0.05 1.00E+0 -0.80 1.26E-5 
CATMA1OC71721F1 AT1G49730 -0.13 1.00E+0 -0.71 1.17E-4 -0.10 1.00E+0 -0.08 1.00E+0 0.45 3.63E-2 -0.08 1.00E+0 0.41 1.16E-1 
CATMA1OA40830F1 AT1G49750 -2.51 0.00E+0 -0.61 1.56E-3 -0.07 1.00E+0 -0.01 1.00E+0 -2.05 0.00E+0 -0.10 1.00E+0 -2.02 0.00E+0 
CATMA1OA40900R1 AT1G49820 -0.46 6.42E-2 -0.81 7.00E-6 0.01 1.00E+0 0.63 2.73E-3 0.33 2.76E-1 0.03 1.00E+0 0.91 3.24E-7 
CATMA1OA40940R1 AT1G49860 1.40 1.10E-14 1.08 3.50E-10 0.76 6.18E-6 1.15 6.95E-11 0.20 9.89E-1 0.05 1.00E+0 0.71 2.10E-4 
CATMA1OA40980F1 AT1G49900 0.83 2.07E-5 1.08 3.18E-10 -0.44 4.91E-2 0.04 1.00E+0 -0.28 5.07E-1 0.14 1.00E+0 0.08 1.00E+0 
CATMA1OA41050R1 AT1G49960 -1.17 1.91E-10 -0.73 6.51E-5 1.74 0.00E+0 -1.71 0.00E+0 -0.15 1.00E+0 0.42 5.85E-1 -3.46 0.00E+0 
CATMA1ON102570R1 AT1G50060 0.46 6.62E-2 -2.15 0.00E+0 0.98 7.28E-10 -0.36 2.86E-1 1.52 0.00E+0 -0.99 1.93E-6 0.13 1.00E+0 
CATMA1OC71730F1 AT1G50090 0.49 4.38E-2 0.29 3.85E-1 0.36 1.95E-1 1.09 9.76E-10 -0.38 1.33E-1 -0.75 1.34E-3 0.23 8.28E-1 
CATMA1OA41200F1 AT1G50110 -1.59 0.00E+0 -1.66 0.00E+0 0.04 1.00E+0 0.00 1.00E+0 -0.22 8.32E-1 -0.40 7.08E-1 -0.23 8.37E-1 
CATMA1OA41290F1 AT1G50200 -0.26 6.16E-1 0.16 9.27E-1 -0.18 1.00E+0 0.09 1.00E+0 -0.67 1.46E-4 -0.20 1.00E+0 -0.42 1.03E-1 
CATMA1OA41355F1 AT1G50290 0.57 1.12E-2 0.67 4.06E-4 0.00 1.00E+0 0.26 7.99E-1 0.44 4.61E-2 0.31 1.00E+0 0.78 2.32E-5 
CATMA1ON95091R1 AT1G50310 -0.10 1.00E+0 1.06 7.17E-10 -0.12 1.00E+0 0.57 9.86E-3 -0.16 1.00E+0 -0.01 1.00E+0 0.60 3.27E-3 
Appendix 
 
149 
 
Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA1OA41480F1 AT1G50420 0.62 3.62E-3 0.45 4.09E-2 -0.08 1.00E+0 0.18 1.00E+0 0.06 1.00E+0 0.07 1.00E+0 0.31 4.54E-1 
CATMA1ON92457R1 AT1G50550 0.78 1.01E-4 0.18 8.84E-1 -0.11 1.00E+0 0.35 3.25E-1 0.56 3.18E-3 -0.14 1.00E+0 0.96 5.46E-8 
CATMA1ON92717R1 AT1G50560 0.83 2.16E-5 0.41 7.79E-2 -0.02 1.00E+0 0.44 1.03E-1 0.43 5.48E-2 0.06 1.00E+0 0.91 2.73E-7 
CATMA1OA41630F1 AT1G50590 -1.16 3.83E-10 -0.74 5.79E-5 -0.23 8.80E-1 -0.88 2.03E-6 0.18 1.00E+0 0.65 1.50E-2 -0.50 2.72E-2 
CATMA1OA41660R1 AT1G50620 0.60 5.23E-3 0.41 7.96E-2 -0.13 1.00E+0 0.15 1.00E+0 0.05 1.00E+0 0.00 1.00E+0 0.41 1.12E-1 
CATMA1OA41670F1 AT1G50630 -0.28 5.33E-1 -0.63 9.25E-4 -0.38 1.59E-1 -0.32 4.67E-1 0.37 1.50E-1 0.08 1.00E+0 0.64 1.06E-3 
CATMA1OA41790R1 AT1G50740 -0.90 3.27E-6 0.10 1.00E+0 0.13 1.00E+0 0.05 1.00E+0 -0.82 1.03E-6 0.24 1.00E+0 -0.86 1.67E-6 
CATMA1ON92200F1 AT1G50760 0.98 2.09E-7 0.88 7.00E-7 -0.08 1.00E+0 -0.02 1.00E+0 0.11 1.00E+0 0.05 1.00E+0 0.16 1.00E+0 
CATMA1OA41940F1 AT1G50890 0.10 1.00E+0 -0.72 1.07E-4 0.24 8.11E-1 0.20 1.00E+0 0.45 3.85E-2 -0.30 1.00E+0 0.37 2.22E-1 
CATMA1ON95094R1 AT1G50900 0.33 3.27E-1 -0.26 4.91E-1 -0.01 1.00E+0 -0.06 1.00E+0 0.59 1.31E-3 0.10 1.00E+0 0.53 1.49E-2 
CATMA1ON95094F1 AT1G50910 0.61 4.26E-3 0.23 6.62E-1 0.47 2.67E-2 0.01 1.00E+0 0.30 3.79E-1 -0.10 1.00E+0 -0.10 1.00E+0 
CATMA1OA41975R1 AT1G50930 0.74 2.76E-4 0.39 1.10E-1 0.16 1.00E+0 0.54 1.76E-2 0.12 1.00E+0 0.17 1.00E+0 0.64 1.09E-3 
CATMA1OA42085R1 AT1G51030 0.63 3.13E-3 -0.80 8.00E-6 -0.33 3.25E-1 -0.37 2.61E-1 0.85 3.13E-7 -0.59 4.26E-2 0.91 3.31E-7 
CATMA1OA42160R1 AT1G51090 -0.18 9.53E-1 -0.70 1.50E-4 -0.06 1.00E+0 -0.30 5.39E-1 0.30 3.77E-1 -0.12 1.00E+0 -0.01 1.00E+0 
CATMA1OA42200F1 AT1G51130 0.75 2.08E-4 0.24 5.75E-1 -0.23 8.94E-1 0.12 1.00E+0 0.31 3.63E-1 -0.08 1.00E+0 0.60 3.31E-3 
CATMA1OA42210F1 AT1G51140 -0.76 1.43E-4 -0.67 3.78E-4 -0.60 1.09E-3 -1.02 1.38E-8 0.10 1.00E+0 0.01 1.00E+0 -0.22 8.94E-1 
CATMA1OA42240F1 AT1G51170 -1.03 3.74E-8 -0.65 6.16E-4 -0.30 4.36E-1 -0.46 7.52E-2 -0.36 1.65E-1 0.05 1.00E+0 -0.38 1.74E-1 
CATMA1OA42340F1 AT1G51260 0.04 1.00E+0 -2.03 0.00E+0 0.48 2.36E-2 -0.47 6.86E-2 1.75 0.00E+0 -0.73 2.44E-3 0.91 2.82E-7 
CATMA1OC71750R1 AT1G51270 0.64 2.71E-3 1.08 3.52E-10 -0.05 1.00E+0 0.84 8.49E-6 -0.51 9.24E-3 0.20 1.00E+0 0.39 1.55E-1 
CATMA1OA42420R1 AT1G51340 0.11 1.00E+0 0.90 2.85E-7 -0.14 1.00E+0 0.39 2.01E-1 -0.32 2.90E-1 0.46 3.38E-1 0.15 1.00E+0 
CATMA1OA42440R1 AT1G51355 -0.68 1.07E-3 -0.38 1.33E-1 -0.14 1.00E+0 -0.26 7.69E-1 -0.32 3.17E-1 0.36 1.00E+0 -0.30 4.94E-1 
CATMA1OA42470R1 AT1G51380 0.48 4.91E-2 0.67 3.98E-4 0.07 1.00E+0 0.34 3.63E-1 -0.16 1.00E+0 -0.03 1.00E+0 0.14 1.00E+0 
CATMA1OC71753F1 AT1G51420 -1.42 0.00E+0 -0.18 8.49E-1 -0.32 3.54E-1 0.31 5.02E-1 -1.52 0.00E+0 -0.17 1.00E+0 -0.88 9.68E-7 
CATMA1ON92136R1 AT1G51470 1.80 0.00E+0 -1.83 0.00E+0 0.40 1.17E-1 -0.28 6.97E-1 1.88 0.00E+0 -1.72 0.00E+0 1.36 0.00E+0 
CATMA1OC71754R1 AT1G51490 1.70 0.00E+0 -1.56 0.00E+0 0.31 4.26E-1 -0.20 1.00E+0 1.70 0.00E+0 -1.43 0.00E+0 1.29 1.62E-14 
CATMA1OA42620F1 AT1G51500 -1.24 1.34E-11 0.55 5.67E-3 -0.84 3.46E-7 -0.19 1.00E+0 -1.17 1.62E-13 0.84 1.52E-4 -0.47 4.41E-2 
CATMA1OA42680F1 AT1G51550 -0.54 1.83E-2 -0.80 8.93E-6 -0.26 7.17E-1 -0.09 1.00E+0 0.25 6.71E-1 0.03 1.00E+0 0.28 5.60E-1 
CATMA1OA42750R1 AT1G51620 -0.56 1.34E-2 0.60 2.14E-3 0.09 1.00E+0 0.78 5.69E-5 -0.94 8.38E-9 0.10 1.00E+0 -0.62 1.74E-3 
CATMA1OA42770F1 AT1G51640 -1.05 1.82E-8 -0.41 7.62E-2 1.57 0.00E+0 -0.71 3.99E-4 -0.64 4.02E-4 0.16 1.00E+0 -2.56 0.00E+0 
CATMA1OC71756R1 AT1G51670 -0.56 1.16E-2 -0.29 3.61E-1 0.34 2.79E-1 0.05 1.00E+0 -0.20 9.88E-1 0.06 1.00E+0 -0.72 1.52E-4 
CATMA1OA42782F1 AT1G51680 -1.12 1.33E-9 -1.11 1.01E-10 0.29 5.32E-1 -0.18 1.00E+0 -0.01 1.00E+0 0.05 1.00E+0 -0.40 1.34E-1 
CATMA1OA42787R1 AT1G51690 -0.09 1.00E+0 -0.45 4.31E-2 -0.26 7.14E-1 0.15 1.00E+0 0.23 7.91E-1 -0.09 1.00E+0 0.68 4.71E-4 
CATMA1OC71758R1 AT1G51760 -0.78 1.01E-4 0.02 1.00E+0 0.00 1.00E+0 0.37 2.74E-1 -0.79 2.53E-6 0.12 1.00E+0 -0.40 1.29E-1 
CATMA1OC71759F1 AT1G51790 0.91 1.95E-6 0.73 7.45E-5 0.08 1.00E+0 0.58 7.68E-3 -0.23 8.07E-1 -0.25 1.00E+0 0.17 1.00E+0 
CATMA1OA42890R1 AT1G51800 0.97 2.84E-7 0.35 1.86E-1 0.05 1.00E+0 0.33 3.97E-1 0.25 6.45E-1 -0.58 4.94E-2 0.49 2.85E-2 
CATMA1OA42910F1 AT1G51810 0.44 8.19E-2 -0.13 1.00E+0 0.46 3.23E-2 1.22 2.70E-12 0.21 9.21E-1 -0.31 1.00E+0 1.22 6.97E-13 
CATMA1ON95102F1 AT1G51830 1.82 0.00E+0 0.69 2.30E-4 0.17 1.00E+0 0.22 9.73E-1 -0.11 1.00E+0 -1.10 4.30E-8 0.14 1.00E+0 
CATMA1OC71760F1 AT1G51840 2.22 0.00E+0 0.99 1.28E-8 -0.09 1.00E+0 0.03 1.00E+0 0.01 1.00E+0 -1.08 8.34E-8 -0.19 1.00E+0 
CATMA1ON92310F1 AT1G51850 0.34 3.02E-1 -0.71 1.32E-4 0.00 1.00E+0 0.18 1.00E+0 0.30 4.18E-1 -0.83 1.84E-4 0.36 2.44E-1 
CATMA1OF00378_NF1 AT1G51860 0.42 1.15E-1 -0.33 2.40E-1 0.33 3.18E-1 0.68 8.50E-4 -0.18 1.00E+0 -0.44 4.62E-1 0.28 5.63E-1 
CATMA1ON92661F1 AT1G51870 -0.14 1.00E+0 -1.84 0.00E+0 0.51 1.08E-2 0.48 5.09E-2 1.21 1.57E-14 -0.69 6.38E-3 1.29 1.62E-14 
CATMA1OC71761F1 AT1G51880 -0.33 3.25E-1 -0.61 1.58E-3 0.09 1.00E+0 0.20 1.00E+0 0.10 1.00E+0 -0.27 1.00E+0 0.05 1.00E+0 
CATMA1OA43000F1 AT1G51890 -0.92 1.80E-6 -0.05 1.00E+0 0.49 1.88E-2 0.11 1.00E+0 -1.26 0.00E+0 -0.16 1.00E+0 -1.27 4.74E-14 
CATMA1OC71762R1 AT1G51915 -1.46 0.00E+0 -0.04 1.00E+0 0.25 7.68E-1 0.15 1.00E+0 -1.43 0.00E+0 -0.05 1.00E+0 -1.64 0.00E+0 
CATMA1OA43045R1 AT1G51920 -2.91 0.00E+0 0.07 1.00E+0 0.79 2.83E-6 -0.21 1.00E+0 -3.46 0.00E+0 -0.26 1.00E+0 -4.23 0.00E+0 
CATMA1OA43070R1 AT1G51950 -0.59 6.70E-3 -0.18 8.74E-1 0.19 1.00E+0 -0.15 1.00E+0 -0.31 3.53E-1 0.16 1.00E+0 -0.64 1.21E-3 
CATMA1OA43130F1 AT1G52050 1.02 6.03E-8 -2.18 0.00E+0 0.61 9.02E-4 -0.10 1.00E+0 1.57 0.00E+0 -1.69 0.00E+0 0.84 3.72E-6 
CATMA1OA43140F1 AT1G52060 1.88 0.00E+0 -2.37 0.00E+0 1.19 0.00E+0 -0.27 7.26E-1 2.80 0.00E+0 -1.47 0.00E+0 1.38 0.00E+0 
CATMA1OC71765F1 AT1G52070 1.79 0.00E+0 -2.27 0.00E+0 1.22 0.00E+0 -0.21 1.00E+0 2.41 0.00E+0 -1.63 0.00E+0 1.19 3.04E-12 
CATMA1ON92292F1 AT1G52085 1.36 6.18E-14 0.35 1.93E-1 0.23 8.70E-1 0.56 1.36E-2 0.81 1.23E-6 -0.09 1.00E+0 1.08 3.86E-10 
CATMA1ON92467F1 AT1G52110 0.13 1.00E+0 -0.37 1.49E-1 -0.19 1.00E+0 0.36 3.03E-1 0.23 7.97E-1 -0.18 1.00E+0 0.71 2.10E-4 
CATMA1OA43190F1 AT1G52120 -2.90 0.00E+0 -3.99 0.00E+0 0.87 1.15E-7 2.97 0.00E+0 1.20 1.57E-14 0.03 1.00E+0 3.22 0.00E+0 
CATMA1OA43200F1 AT1G52130 -3.59 0.00E+0 -1.74 0.00E+0 1.62 0.00E+0 2.80 0.00E+0 -2.02 0.00E+0 0.03 1.00E+0 -0.82 6.13E-6 
CATMA1OA43260R1 AT1G52190 0.15 1.00E+0 -1.56 0.00E+0 0.22 9.82E-1 -0.14 1.00E+0 0.90 4.12E-8 -0.93 9.84E-6 0.43 8.15E-2 
CATMA1OA43271F1 AT1G52200 0.89 4.39E-6 0.76 2.77E-5 0.26 7.05E-1 -0.17 1.00E+0 -0.04 1.00E+0 -0.18 1.00E+0 -0.46 5.07E-2 
CATMA1OA43300F1 AT1G52250 0.76 1.71E-4 -0.68 2.83E-4 0.15 1.00E+0 -0.10 1.00E+0 0.97 2.58E-9 -0.42 5.61E-1 0.88 8.67E-7 
CATMA1OC71768F1 AT1G52270 -1.30 1.06E-12 -1.52 0.00E+0 -0.51 1.22E-2 -0.98 7.85E-8 0.04 1.00E+0 0.17 1.00E+0 -0.44 7.04E-2 
CATMA1OA43340F1 AT1G52290 -0.77 1.29E-4 -0.55 6.43E-3 -0.16 1.00E+0 -0.25 8.44E-1 -0.29 4.51E-1 0.09 1.00E+0 -0.44 7.81E-2 
CATMA1OA43370R1 AT1G52315 -0.79 7.38E-5 -0.32 2.78E-1 0.20 1.00E+0 0.02 1.00E+0 -0.58 1.98E-3 0.02 1.00E+0 -0.71 2.08E-4 
CATMA1ON92161F1 AT1G52342 -0.64 2.48E-3 0.48 2.60E-2 -0.67 1.39E-4 0.54 1.88E-2 0.03 1.00E+0 1.03 5.12E-7 1.06 8.38E-10 
CATMA1ON92456F1 AT1G52343 0.46 6.41E-2 0.59 2.31E-3 0.03 1.00E+0 0.24 8.89E-1 -0.02 1.00E+0 0.04 1.00E+0 0.26 6.80E-1 
CATMA1ON102614R1 AT1G52410 -2.16 0.00E+0 -1.22 5.56E-13 -0.76 7.26E-6 -0.32 4.55E-1 -0.24 7.28E-1 0.62 2.39E-2 0.10 1.00E+0 
CATMA1OA43580F1 AT1G52550 0.00 1.00E+0 -0.63 8.94E-4 0.31 3.98E-1 -0.19 1.00E+0 0.41 8.30E-2 -0.01 1.00E+0 0.04 1.00E+0 
CATMA1OA43590F1 AT1G52560 -0.61 4.45E-3 -0.65 6.82E-4 -0.20 1.00E+0 -0.35 3.37E-1 0.05 1.00E+0 -0.04 1.00E+0 0.09 1.00E+0 
CATMA1ON102616F1 AT1G52565 -1.12 1.90E-9 -0.68 2.75E-4 0.19 1.00E+0 -0.26 7.91E-1 -0.31 3.31E-1 0.25 1.00E+0 -0.74 7.74E-5 
CATMA1OA43720R1 AT1G52660 0.28 5.52E-1 -1.45 0.00E+0 0.25 7.81E-1 0.08 1.00E+0 0.99 7.19E-10 -0.37 9.80E-1 1.00 1.12E-8 
CATMA1OA43745R1 AT1G52690 -0.57 9.54E-3 -0.71 1.34E-4 -0.19 1.00E+0 -0.53 2.27E-2 0.39 1.02E-1 0.35 1.00E+0 0.16 1.00E+0 
CATMA1ON95109F1 AT1G52700 0.61 4.82E-3 1.49 0.00E+0 0.03 1.00E+0 0.76 9.11E-5 -0.70 6.90E-5 0.25 1.00E+0 -0.09 1.00E+0 
CATMA1OA43760F1 AT1G52710 0.68 9.59E-4 0.52 1.17E-2 0.08 1.00E+0 0.24 8.72E-1 0.32 3.17E-1 0.08 1.00E+0 0.41 1.21E-1 
CATMA1ON102623R1 AT1G52720 -0.77 1.12E-4 0.10 1.00E+0 -0.08 1.00E+0 -0.06 1.00E+0 -0.88 1.06E-7 -0.02 1.00E+0 -0.87 1.17E-6 
CATMA1OA43810F1 AT1G52750 1.15 4.86E-10 -0.56 4.73E-3 0.33 3.35E-1 -0.03 1.00E+0 1.00 7.00E-10 -0.47 2.82E-1 0.74 8.35E-5 
CATMA1OA43850F1 AT1G52790 -2.75 0.00E+0 -1.68 0.00E+0 1.40 0.00E+0 -0.24 8.85E-1 -1.01 4.38E-10 -0.19 1.00E+0 -2.38 0.00E+0 
CATMA1OA43860R1 AT1G52800 -0.33 3.24E-1 -0.40 1.01E-1 0.89 5.42E-8 0.44 1.05E-1 -0.09 1.00E+0 -0.10 1.00E+0 -0.47 4.73E-2 
CATMA1OA43890R1 AT1G52820 -3.45 0.00E+0 -3.00 0.00E+0 1.34 0.00E+0 -0.37 2.60E-1 -0.90 5.00E-8 -0.22 1.00E+0 -2.43 0.00E+0 
CATMA1OC71783F1 AT1G52827 -1.00 1.28E-7 1.19 2.17E-12 -0.60 1.22E-3 -0.14 1.00E+0 -0.98 1.24E-9 0.97 3.76E-6 -0.58 4.79E-3 
CATMA1OC71784F1 AT1G52855 -0.85 1.45E-5 -0.14 1.00E+0 -0.09 1.00E+0 -0.45 8.19E-2 -0.63 5.52E-4 0.12 1.00E+0 -0.69 3.31E-4 
CATMA1ON92087F1 AT1G52857 -1.47 0.00E+0 -0.14 1.00E+0 0.27 6.75E-1 -0.26 7.98E-1 -1.09 6.65E-12 0.39 8.22E-1 -1.29 1.62E-14 
CATMA1OA43910R1 AT1G52870 -0.89 4.37E-6 -0.95 4.66E-8 -0.47 2.82E-2 -0.76 8.94E-5 0.29 4.31E-1 0.11 1.00E+0 -0.03 1.00E+0 
CATMA1OB43915F1 AT1G52880 -0.60 5.86E-3 -0.87 9.64E-7 -0.24 8.09E-1 -0.42 1.30E-1 0.42 6.00E-2 0.33 1.00E+0 0.17 1.00E+0 
CATMA1OA43920F1 AT1G52890 -1.01 8.52E-8 1.67 0.00E+0 -0.79 2.18E-6 0.82 1.61E-5 -0.92 1.89E-8 1.84 0.00E+0 0.94 1.03E-7 
CATMA1OA43940R1 AT1G52910 0.07 1.00E+0 -1.16 8.60E-12 0.11 1.00E+0 -0.16 1.00E+0 0.66 2.18E-4 -0.51 1.77E-1 0.40 1.32E-1 
CATMA1ON102625F1 AT1G53020 0.65 1.87E-3 0.58 2.98E-3 0.32 3.67E-1 0.46 7.67E-2 0.03 1.00E+0 -0.09 1.00E+0 -0.13 1.00E+0 
CATMA1OC71786F1 AT1G53035 -0.43 1.05E-1 -0.59 2.75E-3 0.22 9.54E-1 -0.28 6.51E-1 0.20 9.81E-1 0.10 1.00E+0 -0.29 5.26E-1 
CATMA1OA44100R1 AT1G53070 -1.37 3.16E-14 -0.47 2.89E-2 0.20 1.00E+0 -0.83 1.04E-5 -0.81 1.65E-6 0.16 1.00E+0 -1.73 0.00E+0 
CATMA1OA44130F1 AT1G53100 -0.34 3.06E-1 0.12 1.00E+0 0.47 2.91E-2 -0.24 8.74E-1 -0.38 1.33E-1 0.09 1.00E+0 -1.07 5.02E-10 
CATMA1OA44160F1 AT1G53130 -1.01 1.00E-7 -1.81 0.00E+0 0.34 2.95E-1 -0.05 1.00E+0 0.41 8.06E-2 -0.22 1.00E+0 -0.15 1.00E+0 
CATMA1OA44170R1 AT1G53140 -0.61 4.90E-3 -0.54 7.50E-3 -0.24 8.66E-1 -0.28 6.89E-1 -0.18 1.00E+0 -0.14 1.00E+0 -0.25 7.21E-1 
CATMA1OA44200F1 AT1G53170 -0.36 2.54E-1 -0.24 6.11E-1 -0.22 9.44E-1 -0.66 1.22E-3 0.02 1.00E+0 0.01 1.00E+0 -0.18 1.00E+0 
CATMA1OA44230F1 AT1G53200 0.75 2.13E-4 0.61 1.82E-3 0.09 1.00E+0 0.14 1.00E+0 0.00 1.00E+0 0.04 1.00E+0 0.22 8.91E-1 
CATMA1OA44246F1 AT1G53230 -0.60 5.35E-3 -1.51 0.00E+0 0.51 1.13E-2 -0.20 1.00E+0 0.44 4.85E-2 -0.40 7.56E-1 -0.23 8.28E-1 
CATMA1OA44280R1 AT1G53270 -1.74 0.00E+0 -0.82 4.42E-6 1.29 0.00E+0 -1.43 0.00E+0 -0.38 1.32E-1 0.26 1.00E+0 -3.14 0.00E+0 
CATMA1OA44340F1 AT1G53310 -0.75 1.79E-4 -1.07 4.82E-10 -0.06 1.00E+0 0.32 4.52E-1 0.21 9.00E-1 -0.02 1.00E+0 0.63 1.35E-3 
CATMA1OA44360R1 AT1G53330 0.58 7.92E-3 0.75 3.92E-5 0.03 1.00E+0 0.31 5.34E-1 -0.22 8.55E-1 -0.31 1.00E+0 0.14 1.00E+0 
CATMA1OA44430R1 AT1G53390 -0.35 2.81E-1 -0.08 1.00E+0 0.14 1.00E+0 0.02 1.00E+0 -0.51 1.10E-2 -0.27 1.00E+0 -0.63 1.45E-3 
CATMA1OA44440R1 AT1G53400 -0.58 8.94E-3 -1.03 2.29E-9 -0.23 8.86E-1 -0.64 2.00E-3 0.41 7.79E-2 -0.03 1.00E+0 -0.02 1.00E+0 
CATMA1OA44540F1 AT1G53510 0.71 5.03E-4 0.67 4.11E-4 -0.01 1.00E+0 0.01 1.00E+0 0.27 5.51E-1 0.10 1.00E+0 0.14 1.00E+0 
CATMA1OA44590F1 AT1G53560 -1.27 3.47E-12 -0.07 1.00E+0 -0.42 7.44E-2 -0.64 2.34E-3 -0.40 8.97E-2 0.88 4.98E-5 -0.45 6.75E-2 
CATMA1OD02647F1 AT1G53610 -1.22 2.61E-11 -0.71 1.20E-4 -0.01 1.00E+0 -0.14 1.00E+0 -1.03 1.56E-10 -0.33 1.00E+0 -1.19 3.43E-12 
CATMA1ON92312F1 AT1G53620 -1.70 0.00E+0 -0.88 6.78E-7 0.28 5.65E-1 -0.24 8.76E-1 -1.55 0.00E+0 -0.87 5.73E-5 -1.84 0.00E+0 
CATMA1OC71795F1 AT1G53625 -1.31 5.40E-13 0.31 2.91E-1 0.31 4.32E-1 -0.17 1.00E+0 -1.56 0.00E+0 0.09 1.00E+0 -1.67 0.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA1OA44680F1 AT1G53635 -0.30 4.58E-1 -1.73 0.00E+0 0.05 1.00E+0 0.19 1.00E+0 1.03 1.74E-10 -0.55 8.58E-2 1.11 1.25E-10 
CATMA1OA44690F1 AT1G53640 -0.49 3.82E-2 -0.49 1.90E-2 0.52 9.26E-3 0.12 1.00E+0 -0.64 3.15E-4 -0.61 2.90E-2 -1.05 1.23E-9 
CATMA1ON95112R1 AT1G53660 0.95 5.31E-7 0.87 9.55E-7 0.31 4.07E-1 0.35 3.48E-1 -0.01 1.00E+0 -0.27 1.00E+0 0.19 1.00E+0 
CATMA1OA44760R1 AT1G53680 0.19 8.95E-1 -2.07 0.00E+0 0.70 5.54E-5 0.23 9.51E-1 1.28 0.00E+0 -1.05 2.62E-7 0.90 4.61E-7 
CATMA1OA44820R1 AT1G53730 -0.64 2.37E-3 -0.71 1.45E-4 -0.21 1.00E+0 -0.45 8.20E-2 -0.14 1.00E+0 -0.15 1.00E+0 -0.24 7.91E-1 
CATMA1OA44910R1 AT1G53820 -0.77 1.23E-4 -0.57 3.82E-3 1.01 1.63E-10 -0.23 9.49E-1 -0.50 1.37E-2 -0.24 1.00E+0 -1.68 0.00E+0 
CATMA1OA44930R1 AT1G53830 -0.30 4.67E-1 -2.49 0.00E+0 0.34 2.65E-1 -0.47 6.61E-2 1.35 0.00E+0 -0.90 2.57E-5 0.48 3.46E-2 
CATMA1OA44933R1 AT1G53840 -0.25 6.60E-1 -0.82 4.60E-6 -0.27 6.64E-1 -0.36 2.99E-1 0.18 1.00E+0 -0.46 3.24E-1 0.16 1.00E+0 
CATMA1OA44940F1 AT1G53860 -0.57 1.04E-2 -0.07 1.00E+0 -0.58 2.08E-3 -0.14 1.00E+0 -0.66 1.81E-4 -0.12 1.00E+0 -0.32 3.93E-1 
CATMA1OC71799F1 AT1G53935 0.84 1.89E-5 0.68 2.90E-4 0.26 6.86E-1 0.42 1.35E-1 0.33 2.66E-1 -0.14 1.00E+0 0.40 1.33E-1 
CATMA1OF02649R1 AT1G53970 -1.00 1.23E-7 -0.02 1.00E+0 0.23 8.94E-1 0.06 1.00E+0 -1.02 2.61E-10 0.00 1.00E+0 -1.03 3.79E-9 
CATMA1OD02650F1 AT1G53980 -1.13 1.15E-9 0.90 3.44E-7 -0.16 1.00E+0 -0.25 8.57E-1 -1.89 0.00E+0 0.09 1.00E+0 -1.73 0.00E+0 
CATMA1ON95114R1 AT1G53990 0.00 1.00E+0 0.70 1.71E-4 0.39 1.34E-1 0.63 2.93E-3 -0.56 3.32E-3 0.15 1.00E+0 -0.36 2.35E-1 
CATMA1OA45100F1 AT1G54000 0.48 5.17E-2 0.73 6.34E-5 -0.15 1.00E+0 -0.17 1.00E+0 -0.18 1.00E+0 0.07 1.00E+0 -0.18 1.00E+0 
CATMA1OF02651F1 AT1G54010 -0.35 2.62E-1 -0.05 1.00E+0 -1.03 7.24E-11 -0.49 4.83E-2 -0.20 9.85E-1 0.15 1.00E+0 0.33 3.41E-1 
CATMA1OA45200R1 AT1G54095 -0.76 1.64E-4 0.41 8.72E-2 -0.61 9.38E-4 0.53 2.37E-2 -1.13 8.57E-13 0.06 1.00E+0 -0.10 1.00E+0 
CATMA1OA45210F1 AT1G54100 -0.75 1.84E-4 0.10 1.00E+0 -0.27 6.17E-1 0.23 9.41E-1 -0.32 3.07E-1 0.54 1.11E-1 0.17 1.00E+0 
CATMA1OC71803F1 AT1G54160 -0.65 1.92E-3 -0.52 1.18E-2 -0.07 1.00E+0 -0.14 1.00E+0 -0.02 1.00E+0 0.31 1.00E+0 -0.01 1.00E+0 
CATMA1OA45320R1 AT1G54200 -0.62 3.51E-3 -0.62 1.42E-3 -0.02 1.00E+0 -0.37 2.74E-1 0.02 1.00E+0 0.15 1.00E+0 -0.27 6.51E-1 
CATMA1OA45340F1 AT1G54217 -0.38 1.97E-1 -0.72 9.12E-5 -0.08 1.00E+0 -0.37 2.55E-1 0.19 1.00E+0 -0.07 1.00E+0 -0.06 1.00E+0 
CATMA1OC71806F1 AT1G54220 0.30 4.56E-1 0.62 1.31E-3 -0.05 1.00E+0 0.44 1.09E-1 -0.23 7.59E-1 0.14 1.00E+0 0.18 1.00E+0 
CATMA1OA45550F1 AT1G54410 0.63 3.09E-3 0.28 4.30E-1 -0.07 1.00E+0 0.44 1.01E-1 0.24 7.11E-1 -0.13 1.00E+0 0.76 4.90E-5 
CATMA1ON102641F1 AT1G54450 -0.57 1.10E-2 -0.77 2.48E-5 -0.21 1.00E+0 -0.02 1.00E+0 -0.10 1.00E+0 -0.21 1.00E+0 -0.12 1.00E+0 
CATMA1OA45640F1 AT1G54500 0.60 5.19E-3 0.16 9.56E-1 -0.49 1.86E-2 -0.52 2.57E-2 0.62 7.12E-4 0.12 1.00E+0 0.49 3.05E-2 
CATMA1OA45670R1 AT1G54530 -0.46 6.52E-2 -1.00 7.30E-9 0.31 4.02E-1 0.04 1.00E+0 0.35 2.01E-1 -0.10 1.00E+0 -0.01 1.00E+0 
CATMA1OA45680F1 AT1G54540 -0.93 1.15E-6 -0.28 4.10E-1 1.00 2.68E-10 -0.91 9.57E-7 -0.39 1.13E-1 0.33 1.00E+0 -2.46 0.00E+0 
CATMA1OA45710F1 AT1G54570 -0.92 1.84E-6 -0.71 1.27E-4 -0.39 1.38E-1 -0.27 7.40E-1 -0.06 1.00E+0 -0.09 1.00E+0 0.05 1.00E+0 
CATMA1OA45720R1 AT1G54575 -2.72 0.00E+0 -1.51 0.00E+0 -1.37 0.00E+0 -2.58 0.00E+0 -0.28 4.89E-1 0.99 1.86E-6 -1.53 0.00E+0 
CATMA1OC71821F1 AT1G54690 -0.45 7.32E-2 -0.35 1.92E-1 0.43 6.43E-2 -0.29 6.28E-1 -0.11 1.00E+0 0.05 1.00E+0 -0.75 5.82E-5 
CATMA1OC71823R1 AT1G54730 0.95 5.32E-7 1.02 3.75E-9 -0.11 1.00E+0 0.99 4.80E-8 -0.12 1.00E+0 0.08 1.00E+0 0.90 5.08E-7 
CATMA1OA45820R1 AT1G54740 0.18 9.52E-1 0.54 7.88E-3 -0.17 1.00E+0 0.35 3.46E-1 -0.01 1.00E+0 0.61 3.00E-2 0.65 8.92E-4 
CATMA1OA45873F1 AT1G54790 0.53 2.25E-2 -0.83 3.56E-6 0.47 2.64E-2 0.43 1.15E-1 0.49 1.56E-2 -0.86 8.09E-5 0.66 7.61E-4 
CATMA1OA45950R1 AT1G54890 0.32 3.84E-1 -0.98 1.73E-8 0.49 1.68E-2 0.10 1.00E+0 0.72 3.41E-5 -0.59 4.04E-2 0.35 2.72E-1 
CATMA1OA46000R1 AT1G54940 0.00 1.00E+0 -1.94 0.00E+0 0.12 1.00E+0 0.01 1.00E+0 1.49 0.00E+0 -0.34 1.00E+0 1.31 0.00E+0 
CATMA1ON95120F1 AT1G54950 0.90 2.68E-6 0.03 1.00E+0 0.18 1.00E+0 0.38 2.48E-1 0.72 3.19E-5 -0.18 1.00E+0 0.52 1.82E-2 
CATMA1OC71828R1 AT1G54970 0.07 1.00E+0 -0.89 4.41E-7 0.11 1.00E+0 0.05 1.00E+0 1.14 4.94E-13 0.17 1.00E+0 1.04 2.05E-9 
CATMA1OA46055R1 AT1G55020 -2.73 0.00E+0 0.58 3.49E-3 -0.38 1.52E-1 0.20 1.00E+0 -2.38 0.00E+0 1.22 4.27E-10 -1.81 0.00E+0 
CATMA1OA46080R1 AT1G55040 0.64 2.64E-3 0.56 4.64E-3 0.11 1.00E+0 0.31 5.30E-1 -0.12 1.00E+0 0.00 1.00E+0 0.11 1.00E+0 
CATMA1OA46140F1 AT1G55110 -1.00 1.32E-7 -0.59 2.82E-3 -0.13 1.00E+0 0.45 8.38E-2 -0.47 2.41E-2 0.41 6.49E-1 0.07 1.00E+0 
CATMA1OA46150R1 AT1G55120 -1.00 1.11E-7 -0.44 4.84E-2 0.37 1.85E-1 0.37 2.75E-1 -0.65 2.51E-4 -0.27 1.00E+0 -0.53 1.32E-2 
CATMA1OC71831F1 AT1G55210 -1.74 0.00E+0 -0.97 2.29E-8 0.83 5.84E-7 -0.11 1.00E+0 -0.59 1.56E-3 0.36 1.00E+0 -1.45 0.00E+0 
CATMA1OA46280R1 AT1G55230 -2.61 0.00E+0 -0.32 2.60E-1 0.68 1.15E-4 0.05 1.00E+0 -2.08 0.00E+0 -0.16 1.00E+0 -2.97 0.00E+0 
CATMA1OA46290R1 AT1G55240 0.60 6.15E-3 -0.22 6.70E-1 -0.19 1.00E+0 -0.64 2.11E-3 0.79 2.50E-6 -0.20 1.00E+0 0.37 2.21E-1 
CATMA1OA46320R1 AT1G55260 -1.29 1.42E-12 1.90 0.00E+0 -1.61 0.00E+0 -0.42 1.35E-1 -1.75 0.00E+0 1.55 0.00E+0 -0.54 1.07E-2 
CATMA1OA46330R1 AT1G55265 -0.86 1.03E-5 -0.81 7.16E-6 0.11 1.00E+0 -0.30 5.66E-1 -0.03 1.00E+0 0.06 1.00E+0 -0.42 9.82E-2 
CATMA1OC71832F1 AT1G55330 -0.09 1.00E+0 -1.22 6.29E-13 0.60 1.30E-3 -0.39 2.19E-1 0.89 7.69E-8 -0.30 1.00E+0 -0.13 1.00E+0 
CATMA1OA46450F1 AT1G55350 0.31 4.00E-1 0.61 1.55E-3 -0.04 1.00E+0 0.03 1.00E+0 -0.19 1.00E+0 0.03 1.00E+0 -0.15 1.00E+0 
CATMA1OA46460F1 AT1G55360 1.10 3.02E-9 1.15 1.57E-11 -0.25 7.90E-1 -0.38 2.23E-1 0.15 1.00E+0 0.14 1.00E+0 0.00 1.00E+0 
CATMA1OC71834F1 AT1G55390 0.68 1.14E-3 -0.01 1.00E+0 -0.06 1.00E+0 0.30 5.56E-1 0.12 1.00E+0 -0.26 1.00E+0 0.49 3.28E-2 
CATMA1ON102658F1 AT1G55410 0.74 2.24E-4 -0.08 1.00E+0 0.35 2.27E-1 0.10 1.00E+0 0.62 5.76E-4 -0.67 8.86E-3 0.40 1.30E-1 
CATMA1ON95123F1 AT1G55430 0.70 6.49E-4 -0.03 1.00E+0 0.04 1.00E+0 0.72 3.07E-4 0.02 1.00E+0 -0.48 2.65E-1 0.74 7.19E-5 
CATMA1ON95124F1 AT1G55440 0.94 7.73E-7 0.39 1.15E-1 -0.08 1.00E+0 -0.05 1.00E+0 0.41 7.25E-2 -0.11 1.00E+0 0.52 1.75E-2 
CATMA1OA46560F1 AT1G55450 -0.73 3.40E-4 0.40 9.19E-2 0.42 7.61E-2 -0.01 1.00E+0 -1.51 0.00E+0 -0.41 6.93E-1 -1.69 0.00E+0 
CATMA1OA46603R1 AT1G55510 -0.25 6.76E-1 0.54 8.42E-3 0.05 1.00E+0 0.38 2.39E-1 -0.12 1.00E+0 0.80 4.49E-4 0.11 1.00E+0 
CATMA1OC71838F1 AT1G55560 -0.60 5.31E-3 -0.81 6.02E-6 -0.19 1.00E+0 0.13 1.00E+0 0.26 6.26E-1 -0.08 1.00E+0 0.48 3.96E-2 
CATMA1OC71840R1 AT1G55580 0.05 1.00E+0 0.86 1.13E-6 -0.15 1.00E+0 0.20 1.00E+0 -0.68 1.18E-4 0.10 1.00E+0 -0.42 1.04E-1 
CATMA1OA46720R1 AT1G55640 -0.25 6.45E-1 -1.42 0.00E+0 0.04 1.00E+0 -0.66 1.21E-3 0.88 1.09E-7 -0.39 8.27E-1 0.30 4.77E-1 
CATMA1OC71841F1 AT1G55675 0.25 6.45E-1 0.02 1.00E+0 -0.18 1.00E+0 -0.04 1.00E+0 0.59 1.53E-3 0.30 1.00E+0 0.57 5.59E-3 
CATMA1OA46820F1 AT1G55740 -1.05 2.13E-8 -0.93 1.03E-7 -0.94 4.76E-9 -0.83 1.17E-5 -0.04 1.00E+0 0.13 1.00E+0 0.16 1.00E+0 
CATMA1OA46840F1 AT1G55760 -1.75 0.00E+0 -2.05 0.00E+0 -0.52 9.54E-3 -1.72 0.00E+0 0.45 3.43E-2 0.21 1.00E+0 -0.74 7.13E-5 
CATMA1OC71844F1 AT1G55780 -1.70 0.00E+0 -1.64 0.00E+0 0.60 1.33E-3 -1.20 7.54E-12 -0.93 1.25E-8 -0.83 2.00E-4 -2.61 0.00E+0 
CATMA1OC71848R1 AT1G55810 0.35 2.87E-1 0.37 1.53E-1 -0.19 1.00E+0 0.71 4.23E-4 -0.04 1.00E+0 0.08 1.00E+0 0.78 2.61E-5 
CATMA1OA47044R1 AT1G55850 -0.65 1.96E-3 0.57 4.48E-3 -0.18 1.00E+0 0.45 8.24E-2 -0.82 8.66E-7 0.33 1.00E+0 -0.23 8.34E-1 
CATMA1OC71852R1 AT1G55910 -1.49 0.00E+0 -1.24 2.62E-13 -0.05 1.00E+0 -0.14 1.00E+0 -0.39 1.13E-1 -0.29 1.00E+0 -0.32 3.81E-1 
CATMA1OA47021R1 AT1G55920 -0.31 4.20E-1 0.99 1.49E-8 -0.32 3.38E-1 0.00 1.00E+0 -1.08 1.60E-11 0.30 1.00E+0 -0.43 8.18E-2 
CATMA1OA46942F1 AT1G55940 -1.29 1.87E-12 -0.06 1.00E+0 1.17 4.61E-14 -0.66 1.18E-3 -0.75 1.23E-5 0.37 1.00E+0 -2.65 0.00E+0 
CATMA1ON92709F1 AT1G55990 -0.53 2.19E-2 -0.61 1.61E-3 1.12 5.81E-13 -0.67 9.22E-4 -0.01 1.00E+0 0.19 1.00E+0 -1.61 0.00E+0 
CATMA1OA47090R1 AT1G56020 -0.49 4.17E-2 -0.67 3.64E-4 0.20 1.00E+0 -0.43 1.25E-1 0.18 1.00E+0 -0.19 1.00E+0 -0.39 1.70E-1 
CATMA1OC71857F1 AT1G56060 -0.54 1.91E-2 0.32 2.59E-1 0.36 2.01E-1 0.32 4.43E-1 -0.52 7.82E-3 0.63 2.18E-2 -0.72 1.42E-4 
CATMA1OC71859F1 AT1G56120 -1.63 0.00E+0 0.02 1.00E+0 0.30 4.61E-1 1.11 4.12E-10 -1.64 0.00E+0 0.15 1.00E+0 -0.98 2.29E-8 
CATMA1OC71860F1 AT1G56130 -1.11 2.44E-9 0.26 5.02E-1 0.54 5.71E-3 0.07 1.00E+0 -1.51 0.00E+0 -0.03 1.00E+0 -1.86 0.00E+0 
CATMA1OA47250R1 AT1G56150 0.28 5.14E-1 0.92 1.51E-7 -0.11 1.00E+0 -0.16 1.00E+0 0.00 1.00E+0 0.66 1.14E-2 -0.05 1.00E+0 
CATMA1OA47260R1 AT1G56160 2.01 0.00E+0 0.32 2.72E-1 0.09 1.00E+0 0.60 5.70E-3 2.01 0.00E+0 0.22 1.00E+0 2.50 0.00E+0 
CATMA1OA47320R1 AT1G56220 0.81 3.65E-5 0.85 1.55E-6 -0.10 1.00E+0 0.30 5.83E-1 0.16 1.00E+0 0.20 1.00E+0 0.53 1.56E-2 
CATMA1OD02660F1 AT1G56240 -1.57 0.00E+0 0.17 9.17E-1 0.74 1.32E-5 0.32 4.58E-1 -1.62 0.00E+0 0.14 1.00E+0 -1.98 0.00E+0 
CATMA1OC71861F1 AT1G56250 -1.47 0.00E+0 0.23 6.45E-1 0.92 1.37E-8 0.54 1.73E-2 -1.42 0.00E+0 0.43 5.14E-1 -1.80 0.00E+0 
CATMA1ON102674F1 AT1G56280 0.63 3.03E-3 0.28 4.17E-1 -0.05 1.00E+0 -0.18 1.00E+0 0.43 5.82E-2 0.14 1.00E+0 0.33 3.62E-1 
CATMA1OA47410F1 AT1G56320 -1.68 0.00E+0 -0.57 3.70E-3 1.35 0.00E+0 -1.99 0.00E+0 -0.57 2.50E-3 0.60 3.90E-2 -3.64 0.00E+0 
CATMA1OA47500F1 AT1G56420 1.68 0.00E+0 1.61 0.00E+0 -0.08 1.00E+0 0.02 1.00E+0 -0.11 1.00E+0 0.09 1.00E+0 -0.02 1.00E+0 
CATMA1OA47520R1 AT1G56430 3.75 0.00E+0 4.19 0.00E+0 -0.32 3.49E-1 0.71 3.95E-4 -1.14 5.20E-13 0.53 1.29E-1 0.23 8.25E-1 
CATMA1ON95130R2 AT1G56530 0.60 6.10E-3 1.25 1.49E-13 -0.11 1.00E+0 -0.01 1.00E+0 -0.09 1.00E+0 -0.05 1.00E+0 -0.01 1.00E+0 
CATMA1OA47660R1 AT1G56570 0.49 3.89E-2 0.70 1.60E-4 -0.09 1.00E+0 0.27 7.41E-1 0.00 1.00E+0 -0.02 1.00E+0 0.07 1.00E+0 
CATMA1OA47670F1 AT1G56580 -0.33 3.42E-1 1.02 3.74E-9 0.08 1.00E+0 0.08 1.00E+0 -0.86 2.35E-7 0.49 2.34E-1 -0.76 4.44E-5 
CATMA1OA47730F1 AT1G56630 -0.24 6.94E-1 -1.03 2.18E-9 -0.41 9.02E-2 -0.18 1.00E+0 -0.22 8.35E-1 -0.68 7.82E-3 0.26 6.71E-1 
CATMA1OA47750R1 AT1G56660 -0.24 7.05E-1 -0.95 5.59E-8 0.56 3.74E-3 0.27 7.20E-1 0.61 7.45E-4 -0.15 1.00E+0 0.41 1.11E-1 
CATMA1OA47810F1 AT1G56720 0.67 1.28E-3 -0.37 1.38E-1 -0.01 1.00E+0 0.08 1.00E+0 0.70 5.42E-5 -0.27 1.00E+0 0.66 7.50E-4 
CATMA1OA47820F1 AT1G57540 0.10 1.00E+0 -0.14 9.88E-1 -0.17 1.00E+0 -0.67 1.05E-3 0.31 3.71E-1 -0.07 1.00E+0 -0.10 1.00E+0 
CATMA1OA47830R1 AT1G57560 -0.78 8.19E-5 -1.81 0.00E+0 -0.13 1.00E+0 -0.84 9.03E-6 0.90 5.16E-8 0.06 1.00E+0 0.49 3.18E-2 
CATMA1OD00438R1 AT1G57630 -2.45 0.00E+0 0.22 6.80E-1 0.51 1.21E-2 0.13 1.00E+0 -3.16 0.00E+0 -0.04 1.00E+0 -3.19 0.00E+0 
CATMA1OA47940R1 AT1G57650 -1.97 0.00E+0 -0.03 1.00E+0 1.35 0.00E+0 0.39 1.96E-1 -2.20 0.00E+0 -0.21 1.00E+0 -3.14 0.00E+0 
CATMA1OA48080F1 AT1G57790 0.92 1.71E-6 0.65 5.48E-4 0.47 2.62E-2 0.29 6.24E-1 0.49 1.64E-2 0.04 1.00E+0 0.27 6.15E-1 
CATMA1OF00443F1 AT1G57990 -1.98 0.00E+0 0.31 3.03E-1 0.17 1.00E+0 -0.28 6.70E-1 -1.40 0.00E+0 0.85 1.11E-4 -2.04 0.00E+0 
CATMA1OA48220F1 AT1G58030 -0.78 8.86E-5 -0.40 9.62E-2 -0.72 3.15E-5 -0.22 9.83E-1 -0.19 1.00E+0 0.30 1.00E+0 0.37 2.10E-1 
CATMA1OA48228R1 AT1G58070 0.55 1.42E-2 -0.95 4.89E-8 0.90 2.70E-8 0.33 4.24E-1 0.99 8.41E-10 -0.69 5.44E-3 0.47 4.33E-2 
CATMA1OA48230F1 AT1G58080 0.18 9.51E-1 -0.16 9.55E-1 0.73 1.98E-5 1.20 9.16E-12 0.42 6.24E-2 0.02 1.00E+0 1.00 1.23E-8 
CATMA1OA48280R1 AT1G58150 -1.24 1.24E-11 -1.17 5.36E-12 0.30 4.76E-1 -0.15 1.00E+0 -0.12 1.00E+0 -0.19 1.00E+0 -0.50 2.54E-2 
CATMA1ON95137F1 AT1G58180 0.05 1.00E+0 0.74 5.40E-5 -0.17 1.00E+0 0.50 3.98E-2 0.00 1.00E+0 0.62 2.69E-2 0.58 5.33E-3 
CATMA1OA48310R1 AT1G58190 0.15 1.00E+0 1.18 4.15E-12 -0.33 2.98E-1 0.60 5.43E-3 -0.73 2.55E-5 0.29 1.00E+0 0.06 1.00E+0 
CATMA1OC71874R1 AT1G58225 -2.44 0.00E+0 0.09 1.00E+0 0.09 1.00E+0 0.68 8.97E-4 -2.94 0.00E+0 0.03 1.00E+0 -2.14 0.00E+0 
CATMA1OD02663F1 AT1G58235 0.38 1.85E-1 0.20 7.69E-1 -0.26 7.31E-1 0.13 1.00E+0 0.30 3.82E-1 0.17 1.00E+0 0.72 1.56E-4 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA1OA48445F1 AT1G58270 0.02 1.00E+0 -0.07 1.00E+0 -0.41 8.73E-2 -0.07 1.00E+0 0.19 1.00E+0 0.26 1.00E+0 0.61 2.32E-3 
CATMA1OA48450F1 AT1G58280 -1.32 4.85E-13 -0.33 2.38E-1 0.03 1.00E+0 0.16 1.00E+0 -0.87 1.24E-7 0.13 1.00E+0 -0.70 2.41E-4 
CATMA1OA48460F1 AT1G58290 -1.76 0.00E+0 -1.27 5.17E-14 -0.21 1.00E+0 0.07 1.00E+0 -0.57 2.14E-3 -0.03 1.00E+0 -0.29 5.35E-1 
CATMA1OA48485F1 AT1G58320 -3.50 0.00E+0 -0.63 1.03E-3 0.35 2.44E-1 -0.25 8.17E-1 -3.81 0.00E+0 -0.97 3.53E-6 -4.21 0.00E+0 
CATMA1OA48493R1 AT1G58340 -0.03 1.00E+0 0.47 3.10E-2 -0.24 8.46E-1 0.76 1.08E-4 -0.32 3.16E-1 0.23 1.00E+0 0.67 4.81E-4 
CATMA1OA48496R1 AT1G58360 -0.93 1.20E-6 -0.77 2.02E-5 -0.18 1.00E+0 -0.26 7.99E-1 -0.12 1.00E+0 0.07 1.00E+0 -0.10 1.00E+0 
CATMA1OA48498R1 AT1G58370 0.84 1.86E-5 -0.42 7.33E-2 0.65 2.40E-4 0.57 9.35E-3 0.44 4.46E-2 -0.86 7.78E-5 0.43 8.12E-2 
CATMA1OA48550R1 AT1G58420 -1.60 0.00E+0 -0.18 8.78E-1 0.21 1.00E+0 -0.32 4.64E-1 -1.23 0.00E+0 0.04 1.00E+0 -1.71 0.00E+0 
CATMA1OF02664F1 AT1G59500 -1.06 1.46E-8 -0.20 7.98E-1 0.11 1.00E+0 -0.35 3.21E-1 -1.22 1.57E-14 -0.31 1.00E+0 -1.59 0.00E+0 
CATMA1OA48650R1 AT1G59590 -0.81 4.43E-5 -0.71 1.34E-4 0.18 1.00E+0 -0.26 8.05E-1 -0.19 1.00E+0 -0.02 1.00E+0 -0.54 1.06E-2 
CATMA1ON95141F1 AT1G59640 -0.63 3.32E-3 -1.14 2.26E-11 -0.53 8.02E-3 -1.14 1.09E-10 0.60 1.11E-3 0.04 1.00E+0 0.09 1.00E+0 
CATMA1OA48750R1 AT1G59725 -0.41 1.30E-1 -1.47 0.00E+0 0.15 1.00E+0 0.08 1.00E+0 0.87 1.24E-7 -0.39 8.12E-1 0.68 3.71E-4 
CATMA1OC71883F1 AT1G59730 2.05 0.00E+0 3.60 0.00E+0 0.35 2.52E-1 2.10 0.00E+0 -1.57 0.00E+0 0.88 4.50E-5 0.38 1.84E-1 
CATMA1OA48780R1 AT1G59740 -1.27 4.09E-12 -0.29 3.80E-1 -0.29 5.08E-1 -0.16 1.00E+0 -0.46 2.82E-2 0.48 2.73E-1 -0.33 3.33E-1 
CATMA1OA48920R1 AT1G59860 -0.56 1.23E-2 -1.08 3.50E-10 0.44 5.15E-2 -0.27 7.14E-1 0.52 8.50E-3 0.02 1.00E+0 -0.14 1.00E+0 
CATMA1OA48930R1 AT1G59870 -0.42 1.23E-1 0.20 8.00E-1 -0.18 1.00E+0 -0.19 1.00E+0 -0.81 1.67E-6 -0.21 1.00E+0 -0.85 2.64E-6 
CATMA1OA48985F1 AT1G59940 0.31 4.24E-1 -0.34 2.11E-1 0.93 7.85E-9 0.13 1.00E+0 0.93 1.02E-8 0.29 1.00E+0 0.05 1.00E+0 
CATMA1OC71885F1 AT1G59950 -0.01 1.00E+0 -0.88 7.52E-7 0.07 1.00E+0 -0.04 1.00E+0 0.54 5.28E-3 -0.01 1.00E+0 0.36 2.47E-1 
CATMA1OA49020R1 AT1G59970 -0.89 4.05E-6 -0.42 7.34E-2 0.21 1.00E+0 -0.09 1.00E+0 -0.48 1.80E-2 0.09 1.00E+0 -0.74 9.09E-5 
CATMA1OA49040F1 AT1G59990 0.56 1.14E-2 0.64 8.38E-4 0.04 1.00E+0 0.21 1.00E+0 -0.21 9.08E-1 -0.14 1.00E+0 -0.03 1.00E+0 
CATMA1OA49050F1 AT1G60000 0.78 1.00E-4 0.61 1.70E-3 -0.21 1.00E+0 -0.03 1.00E+0 0.07 1.00E+0 0.02 1.00E+0 0.14 1.00E+0 
CATMA1OA49060F1 AT1G60010 0.31 3.97E-1 -0.96 4.39E-8 0.05 1.00E+0 -0.52 2.79E-2 0.94 9.56E-9 -0.32 1.00E+0 0.48 3.42E-2 
CATMA1OA49090F1 AT1G60050 -0.76 1.34E-4 -0.89 4.39E-7 1.29 0.00E+0 1.92 0.00E+0 0.36 1.69E-1 0.18 1.00E+0 0.76 4.94E-5 
CATMA1OF02667R1 AT1G60095 -1.12 1.70E-9 -1.07 4.91E-10 -0.57 2.82E-3 0.15 1.00E+0 -0.28 4.80E-1 -0.33 1.00E+0 0.48 3.54E-2 
CATMA1OC71886R1 AT1G60110 2.16 0.00E+0 0.57 4.43E-3 0.38 1.40E-1 0.80 2.71E-5 0.89 6.34E-8 -0.41 6.93E-1 1.46 0.00E+0 
CATMA1OA49180R1 AT1G60130 -0.04 1.00E+0 -0.67 3.91E-4 0.33 2.97E-1 0.84 7.93E-6 0.16 1.00E+0 -0.49 2.25E-1 0.75 6.02E-5 
CATMA1OA49190F1 AT1G60140 1.65 0.00E+0 1.64 0.00E+0 -0.13 1.00E+0 0.95 1.85E-7 0.00 1.00E+0 -0.04 1.00E+0 1.06 1.09E-9 
CATMA1OA49230R1 AT1G60190 4.15 0.00E+0 2.93 0.00E+0 -0.02 1.00E+0 -0.02 1.00E+0 0.31 3.67E-1 -0.25 1.00E+0 0.46 5.33E-2 
CATMA1OA49400F1 AT1G60390 -0.80 5.52E-5 -0.59 2.35E-3 0.09 1.00E+0 -0.11 1.00E+0 0.04 1.00E+0 -0.14 1.00E+0 -0.27 6.28E-1 
CATMA1OC71889F1 AT1G60470 -3.96 0.00E+0 -2.34 0.00E+0 -1.10 2.45E-12 0.51 3.11E-2 -1.72 0.00E+0 0.04 1.00E+0 -0.10 1.00E+0 
CATMA1OA49570F1 AT1G60550 0.24 7.03E-1 -0.05 1.00E+0 0.06 1.00E+0 0.30 5.60E-1 0.19 1.00E+0 -0.09 1.00E+0 0.60 2.94E-3 
CATMA1OA49620F1 AT1G60610 -0.84 1.67E-5 -0.76 3.08E-5 -0.01 1.00E+0 0.23 9.48E-1 -0.12 1.00E+0 0.02 1.00E+0 0.26 6.74E-1 
CATMA1OA49630F1 AT1G60630 -0.64 2.28E-3 -0.75 4.11E-5 -0.37 1.77E-1 -0.33 4.23E-1 0.07 1.00E+0 -0.16 1.00E+0 0.03 1.00E+0 
CATMA1OC71894F1 AT1G60730 -1.65 0.00E+0 -0.14 9.88E-1 -0.16 1.00E+0 -0.05 1.00E+0 -0.92 1.88E-8 0.60 3.95E-2 -0.75 6.34E-5 
CATMA1OF00476R1 AT1G60740 1.20 5.96E-11 0.87 1.09E-6 0.46 3.42E-2 1.08 1.43E-9 0.75 1.03E-5 0.31 1.00E+0 1.47 0.00E+0 
CATMA1OC72405F1 AT1G60750 -1.48 0.00E+0 -2.42 0.00E+0 -0.16 1.00E+0 -0.77 7.67E-5 0.95 6.21E-9 -0.20 1.00E+0 0.34 3.25E-1 
CATMA1OA49760R1 AT1G60760 -1.47 0.00E+0 -0.13 1.00E+0 -1.51 0.00E+0 0.71 4.07E-4 -1.53 0.00E+0 0.33 1.00E+0 1.49 0.00E+0 
CATMA1OA49800F1 AT1G60790 -0.71 4.81E-4 -0.74 5.07E-5 -0.16 1.00E+0 -0.44 1.05E-1 0.20 9.85E-1 -0.17 1.00E+0 -0.05 1.00E+0 
CATMA1OC71895F1 AT1G60810 0.15 1.00E+0 -0.58 2.90E-3 -0.03 1.00E+0 -0.36 2.85E-1 0.37 1.40E-1 -0.34 1.00E+0 -0.02 1.00E+0 
CATMA1OC71897R1 AT1G60950 0.54 1.88E-2 0.85 1.69E-6 -0.16 1.00E+0 0.27 7.36E-1 -0.09 1.00E+0 0.27 1.00E+0 0.20 1.00E+0 
CATMA1OC71898F1 AT1G60960 -1.70 0.00E+0 -2.70 0.00E+0 -0.16 1.00E+0 -0.56 1.27E-2 0.87 1.20E-7 -0.02 1.00E+0 0.44 7.06E-2 
CATMA1OF02671R1 AT1G60986 -1.11 2.19E-9 0.11 1.00E+0 -0.44 5.67E-2 0.10 1.00E+0 -0.81 1.33E-6 0.58 5.28E-2 -0.38 1.82E-1 
CATMA1ON102703R1 AT1G60989 -1.21 4.87E-11 0.14 1.00E+0 -0.24 8.58E-1 -0.02 1.00E+0 -0.64 3.48E-4 0.65 1.28E-2 -0.34 2.99E-1 
CATMA1OA50180F1 AT1G61130 0.18 9.44E-1 -0.77 2.04E-5 0.17 1.00E+0 -0.52 2.86E-2 0.53 6.50E-3 -0.39 8.03E-1 0.13 1.00E+0 
CATMA1ON95153R1 AT1G61165 -0.46 6.47E-2 -0.12 1.00E+0 0.59 1.74E-3 -0.81 2.57E-5 -0.17 1.00E+0 -0.09 1.00E+0 -2.00 0.00E+0 
CATMA1OA50220R1 AT1G61170 -1.04 2.51E-8 -1.66 0.00E+0 -0.52 1.00E-2 -0.78 5.10E-5 0.30 3.96E-1 -0.42 6.06E-1 0.00 1.00E+0 
CATMA1OM00531R1 AT1G61226 -0.17 9.62E-1 -0.60 2.17E-3 -0.31 4.30E-1 -0.53 2.40E-2 0.38 1.27E-1 0.01 1.00E+0 0.11 1.00E+0 
CATMA1OA50310F1 AT1G61260 -0.91 1.89E-6 -1.42 0.00E+0 0.33 3.08E-1 0.17 1.00E+0 0.37 1.50E-1 0.05 1.00E+0 0.46 5.66E-2 
CATMA1ON95154F1 AT1G61270 0.20 8.69E-1 -0.26 4.93E-1 -0.54 5.33E-3 -1.09 9.05E-10 0.57 2.31E-3 0.00 1.00E+0 -0.02 1.00E+0 
CATMA1ON92060F1 AT1G61310 0.77 1.19E-4 0.65 6.37E-4 -0.01 1.00E+0 0.19 1.00E+0 -0.08 1.00E+0 -0.13 1.00E+0 -0.01 1.00E+0 
CATMA1OA50390R1 AT1G61340 -0.49 3.96E-2 -0.46 3.27E-2 0.54 6.10E-3 -0.12 1.00E+0 0.08 1.00E+0 0.33 1.00E+0 -0.65 9.91E-4 
CATMA1OA50410F1 AT1G61360 -0.10 1.00E+0 0.39 1.10E-1 0.07 1.00E+0 -0.21 1.00E+0 -0.61 9.41E-4 -0.03 1.00E+0 -0.87 1.09E-6 
CATMA1OA50420F1 AT1G61370 0.83 2.40E-5 0.60 2.13E-3 0.31 4.29E-1 0.11 1.00E+0 0.13 1.00E+0 0.01 1.00E+0 0.05 1.00E+0 
CATMA1ON95157F1 AT1G61390 -1.05 1.95E-8 -0.94 6.96E-8 0.09 1.00E+0 -0.29 5.93E-1 -0.80 1.87E-6 -0.83 1.73E-4 -1.11 8.64E-11 
CATMA1ON92491R1 AT1G61415 -0.70 6.30E-4 0.00 1.00E+0 -0.02 1.00E+0 -0.34 3.92E-1 -0.57 2.60E-3 0.01 1.00E+0 -0.79 1.54E-5 
CATMA1ON92491F1 AT1G61420 -1.18 1.54E-10 0.36 1.71E-1 0.06 1.00E+0 0.25 8.62E-1 -1.57 0.00E+0 -0.09 1.00E+0 -1.37 0.00E+0 
CATMA1ON95158F1 AT1G61440 -0.52 2.35E-2 0.31 3.11E-1 0.22 9.85E-1 0.28 6.53E-1 -1.15 4.81E-13 0.03 1.00E+0 -0.81 9.13E-6 
CATMA1ON102713F1 AT1G61460 -1.03 4.67E-8 0.55 5.60E-3 0.15 1.00E+0 0.32 4.83E-1 -1.58 0.00E+0 -0.01 1.00E+0 -1.35 0.00E+0 
CATMA1ON92316F1 AT1G61475 -0.96 5.03E-7 -0.53 9.96E-3 0.06 1.00E+0 -0.37 2.72E-1 -1.15 4.13E-13 -0.11 1.00E+0 -1.66 0.00E+0 
CATMA1OC71912F1 AT1G61480 -1.20 6.32E-11 -0.31 3.01E-1 0.01 1.00E+0 -0.38 2.29E-1 -1.00 5.43E-10 -0.14 1.00E+0 -1.34 0.00E+0 
CATMA1ON95160F1 AT1G61490 -1.51 0.00E+0 -0.54 7.16E-3 -0.03 1.00E+0 -0.53 2.01E-2 -1.29 0.00E+0 -0.28 1.00E+0 -1.70 0.00E+0 
CATMA1ON102714F1 AT1G61500 -2.06 0.00E+0 -0.66 4.31E-4 -0.10 1.00E+0 -0.20 1.00E+0 -1.68 0.00E+0 -0.42 5.77E-1 -1.77 0.00E+0 
CATMA1OA50630F1 AT1G61550 -1.53 0.00E+0 -0.23 6.60E-1 0.23 8.98E-1 -0.19 1.00E+0 -1.21 1.57E-14 -0.18 1.00E+0 -1.53 0.00E+0 
CATMA1OA50640F1 AT1G61560 -2.05 0.00E+0 0.10 1.00E+0 -0.14 1.00E+0 -0.05 1.00E+0 -2.85 0.00E+0 -0.19 1.00E+0 -2.75 0.00E+0 
CATMA1OC71914F1 AT1G61563 -0.29 5.11E-1 -0.61 1.49E-3 -0.24 8.32E-1 0.34 3.84E-1 0.36 1.88E-1 0.06 1.00E+0 0.78 2.35E-5 
CATMA1OC71915F1 AT1G61566 -0.54 1.88E-2 -0.43 5.75E-2 -0.30 4.41E-1 0.09 1.00E+0 0.30 4.06E-1 0.04 1.00E+0 0.60 2.72E-3 
CATMA1OA50680F1 AT1G61580 -0.28 5.24E-1 -0.04 1.00E+0 -0.61 8.19E-4 -0.55 1.61E-2 -0.32 3.26E-1 -0.02 1.00E+0 -0.25 7.27E-1 
CATMA1OA50690F1 AT1G61590 0.76 1.52E-4 -0.07 1.00E+0 0.46 3.16E-2 -0.31 5.07E-1 1.06 3.42E-11 -0.01 1.00E+0 0.18 1.00E+0 
CATMA1OA50700R1 AT1G61600 0.43 9.50E-2 0.92 1.89E-7 -0.06 1.00E+0 0.21 1.00E+0 -0.41 8.30E-2 0.19 1.00E+0 0.04 1.00E+0 
CATMA1OA50750F1 AT1G61660 0.62 4.11E-3 1.03 2.68E-9 0.05 1.00E+0 0.52 2.45E-2 -0.18 1.00E+0 0.26 1.00E+0 0.17 1.00E+0 
CATMA1ON92492F1 AT1G61665 -0.73 3.21E-4 0.04 1.00E+0 0.01 1.00E+0 -0.06 1.00E+0 -1.08 1.04E-11 -0.16 1.00E+0 -1.00 9.54E-9 
CATMA1OA50830F1 AT1G61750 1.39 2.14E-14 0.94 8.99E-8 0.20 1.00E+0 0.80 2.78E-5 0.29 4.23E-1 -0.16 1.00E+0 0.89 6.29E-7 
CATMA1OA50840F1 AT1G61760 -0.61 4.46E-3 -0.98 1.86E-8 0.10 1.00E+0 -0.50 3.51E-2 0.53 7.04E-3 0.21 1.00E+0 -0.34 3.08E-1 
CATMA1OC72411R1 AT1G61795 0.08 1.00E+0 -1.19 2.82E-12 0.81 1.10E-6 -0.22 9.70E-1 0.93 1.12E-8 -0.36 1.00E+0 -0.10 1.00E+0 
CATMA1OA50890R1 AT1G61810 -0.61 4.37E-3 0.65 5.91E-4 -0.35 2.58E-1 1.08 1.26E-9 -1.09 7.49E-12 0.34 1.00E+0 0.46 5.42E-2 
CATMA1OC71919R1 AT1G61820 -1.68 0.00E+0 0.28 4.37E-1 0.47 2.55E-2 0.06 1.00E+0 -1.22 1.57E-14 0.78 7.85E-4 -1.61 0.00E+0 
CATMA1OA50920R1 AT1G61840 0.54 1.76E-2 -0.49 2.08E-2 0.03 1.00E+0 0.61 4.01E-3 0.16 1.00E+0 -0.68 7.66E-3 0.97 3.05E-8 
CATMA1OA50940F1 AT1G61860 -0.16 1.00E+0 -1.27 6.15E-14 0.57 2.38E-3 0.07 1.00E+0 0.99 1.08E-9 -0.29 1.00E+0 0.47 4.25E-2 
CATMA1OA50960F1 AT1G61890 -0.84 1.63E-5 -1.35 0.00E+0 -0.13 1.00E+0 -0.60 5.34E-3 0.31 3.70E-1 -0.34 1.00E+0 -0.18 1.00E+0 
CATMA1OC71923R1 AT1G61970 0.46 6.73E-2 0.37 1.48E-1 -0.49 1.86E-2 0.24 8.65E-1 -0.06 1.00E+0 -0.03 1.00E+0 0.75 6.56E-5 
CATMA1OM00628F2 AT1G62035 0.15 1.00E+0 -0.14 9.97E-1 0.16 1.00E+0 0.29 6.40E-1 0.52 8.98E-3 0.05 1.00E+0 0.64 1.15E-3 
CATMA1OD02678F1 AT1G62085 0.20 8.64E-1 0.09 1.00E+0 0.46 3.41E-2 0.75 1.21E-4 -0.03 1.00E+0 -0.03 1.00E+0 0.27 6.36E-1 
CATMA1OA51160F1 AT1G62090 -0.02 1.00E+0 -0.83 3.76E-6 0.07 1.00E+0 0.40 1.74E-1 0.65 2.79E-4 -0.25 1.00E+0 0.68 4.69E-4 
CATMA1OC71927F1 AT1G62110 0.39 1.81E-1 0.42 6.56E-2 0.24 8.29E-1 0.65 1.66E-3 -0.11 1.00E+0 -0.05 1.00E+0 0.31 4.39E-1 
CATMA1OC71929F1 AT1G62150 0.17 9.63E-1 0.24 5.71E-1 0.25 7.94E-1 0.62 3.73E-3 -0.09 1.00E+0 0.02 1.00E+0 0.26 6.68E-1 
CATMA1ON102722F1 AT1G62180 0.77 1.09E-4 1.60 0.00E+0 0.31 4.28E-1 0.65 1.53E-3 -0.50 1.23E-2 0.27 1.00E+0 -0.11 1.00E+0 
CATMA1ON95163R1 AT1G62181 -0.44 8.29E-2 1.19 3.12E-12 -0.92 1.14E-8 0.59 6.62E-3 -0.92 2.08E-8 0.54 1.03E-1 0.77 2.93E-5 
CATMA1ON92326R1 AT1G62220 0.05 1.00E+0 0.14 1.00E+0 -0.31 3.97E-1 0.25 8.35E-1 -0.11 1.00E+0 0.22 1.00E+0 0.85 2.94E-6 
CATMA1OA51340F1 AT1G62262 -1.46 0.00E+0 -2.10 0.00E+0 -0.90 2.98E-8 -1.35 0.00E+0 0.62 5.60E-4 -0.03 1.00E+0 0.25 7.56E-1 
CATMA1OA51370F1 AT1G62280 1.75 0.00E+0 1.46 0.00E+0 1.16 4.61E-14 1.27 3.10E-13 0.39 1.11E-1 0.04 1.00E+0 0.42 9.73E-2 
CATMA1OA51380F1 AT1G62290 1.66 0.00E+0 1.38 0.00E+0 0.02 1.00E+0 0.04 1.00E+0 -0.03 1.00E+0 0.08 1.00E+0 0.26 6.71E-1 
CATMA1OA51390F1 AT1G62300 -1.00 1.11E-7 0.31 3.01E-1 -0.05 1.00E+0 -0.07 1.00E+0 -1.01 3.21E-10 0.25 1.00E+0 -0.99 1.62E-8 
CATMA1OA51430F1 AT1G62310 -0.27 5.64E-1 -0.44 5.30E-2 -0.48 2.17E-2 0.05 1.00E+0 0.03 1.00E+0 -0.26 1.00E+0 0.67 4.78E-4 
CATMA1OA51440F1 AT1G62320 -0.05 1.00E+0 -1.23 3.92E-13 0.57 2.69E-3 -0.27 7.43E-1 0.89 5.44E-8 -0.13 1.00E+0 0.04 1.00E+0 
CATMA1OM00458R1 AT1G62355 0.45 7.45E-2 0.59 2.71E-3 0.05 1.00E+0 0.38 2.31E-1 -0.10 1.00E+0 0.07 1.00E+0 0.17 1.00E+0 
CATMA1OA51520R1 AT1G62370 0.35 2.74E-1 -0.35 1.81E-1 -0.39 1.22E-1 -0.47 6.05E-2 0.56 2.86E-3 -0.04 1.00E+0 0.61 2.50E-3 
CATMA1OA51523R1 AT1G62380 0.69 8.54E-4 0.63 9.50E-4 0.76 8.45E-6 0.71 4.27E-4 0.05 1.00E+0 -0.07 1.00E+0 -0.02 1.00E+0 
CATMA1OA51570F1 AT1G62420 3.56 0.00E+0 4.40 0.00E+0 -1.37 0.00E+0 0.03 1.00E+0 -1.96 0.00E+0 0.17 1.00E+0 -0.70 2.21E-4 
CATMA1OA51600R1 AT1G62480 -0.40 1.45E-1 -0.78 1.54E-5 0.46 3.35E-2 0.02 1.00E+0 0.70 5.49E-5 0.27 1.00E+0 0.25 7.43E-1 
CATMA1ON102726R1 AT1G62500 -0.37 2.08E-1 -0.59 2.76E-3 -0.23 9.32E-1 -0.68 7.74E-4 0.32 2.90E-1 0.22 1.00E+0 -0.15 1.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA1OA51630F1 AT1G62510 0.09 1.00E+0 -0.94 7.47E-8 0.17 1.00E+0 -0.61 4.16E-3 0.91 2.71E-8 -0.01 1.00E+0 0.40 1.40E-1 
CATMA1OA51640R1 AT1G62520 -0.16 1.00E+0 -0.73 7.85E-5 -0.31 4.12E-1 -0.72 2.80E-4 0.33 2.84E-1 -0.34 1.00E+0 -0.01 1.00E+0 
CATMA1OA51660R1 AT1G62540 -2.32 0.00E+0 -2.13 0.00E+0 -1.23 0.00E+0 0.01 1.00E+0 -0.75 1.13E-5 -0.08 1.00E+0 0.42 9.76E-2 
CATMA1OA51680R1 AT1G62560 -0.94 8.11E-7 0.66 4.60E-4 -0.26 7.26E-1 -0.24 8.68E-1 -0.87 1.19E-7 1.05 2.41E-7 -0.73 1.05E-4 
CATMA1OA51690R1 AT1G62570 -2.23 0.00E+0 -1.42 0.00E+0 -0.90 2.69E-8 -0.54 1.69E-2 -0.61 9.37E-4 0.43 5.23E-1 -0.28 5.63E-1 
CATMA1OC71938F1 AT1G62750 0.91 2.00E-6 0.64 8.16E-4 -0.01 1.00E+0 0.06 1.00E+0 0.32 3.03E-1 0.17 1.00E+0 0.39 1.61E-1 
CATMA1ON102729F1 AT1G62760 -1.42 0.00E+0 0.09 1.00E+0 -0.99 5.58E-10 0.46 7.57E-2 -0.13 1.00E+0 1.05 2.49E-7 1.27 6.25E-14 
CATMA1OA51910F1 AT1G62770 -0.51 3.14E-2 -0.39 1.07E-1 -0.02 1.00E+0 -0.27 7.53E-1 0.48 1.83E-2 0.61 2.94E-2 0.31 4.12E-1 
CATMA1OA51930F1 AT1G62810 0.77 1.19E-4 0.21 7.20E-1 -0.12 1.00E+0 0.15 1.00E+0 0.55 4.24E-3 0.06 1.00E+0 0.79 1.55E-5 
CATMA1ON92177R1 AT1G62840 -1.01 8.51E-8 0.22 6.79E-1 0.07 1.00E+0 0.45 8.59E-2 -1.22 1.57E-14 0.14 1.00E+0 -0.83 5.14E-6 
CATMA1OA52020F1 AT1G62870 -2.02 0.00E+0 -1.82 0.00E+0 -0.33 3.18E-1 -0.82 1.66E-5 -0.12 1.00E+0 0.09 1.00E+0 -0.63 1.59E-3 
CATMA1OC71945F1 AT1G62935 -0.61 4.52E-3 -0.33 2.46E-1 0.28 5.50E-1 0.28 6.77E-1 0.12 1.00E+0 -0.34 1.00E+0 -0.06 1.00E+0 
CATMA1OC71946R1 AT1G62975 0.42 1.21E-1 0.52 1.13E-2 -0.57 2.40E-3 -0.99 5.01E-8 0.64 4.13E-4 0.32 1.00E+0 0.07 1.00E+0 
CATMA1OA52140R1 AT1G62980 0.04 1.00E+0 -2.62 0.00E+0 0.57 2.45E-3 0.05 1.00E+0 1.83 0.00E+0 -0.99 1.96E-6 1.30 1.62E-14 
CATMA1OA52170R1 AT1G63000 -0.33 3.38E-1 -0.89 5.34E-7 0.09 1.00E+0 -0.22 9.90E-1 0.38 1.30E-1 -0.12 1.00E+0 0.10 1.00E+0 
CATMA1ON92433R1 AT1G63057 -0.59 7.29E-3 -0.10 1.00E+0 -0.36 2.01E-1 -0.12 1.00E+0 -0.19 1.00E+0 -0.03 1.00E+0 0.19 1.00E+0 
CATMA1OC71948F1 AT1G63080 0.67 1.32E-3 0.59 2.81E-3 -0.17 1.00E+0 0.17 1.00E+0 0.06 1.00E+0 0.05 1.00E+0 0.13 1.00E+0 
CATMA1OC71949F1 AT1G63090 -0.70 5.81E-4 -0.05 1.00E+0 -0.05 1.00E+0 0.20 1.00E+0 -0.31 3.52E-1 0.40 7.81E-1 0.04 1.00E+0 
CATMA1OC71951F1 AT1G63180 1.05 1.92E-8 1.03 2.73E-9 -0.09 1.00E+0 0.86 4.92E-6 0.26 6.29E-1 0.34 1.00E+0 1.13 3.68E-11 
CATMA1OA52440R1 AT1G63220 -0.24 7.10E-1 -0.69 2.35E-4 0.35 2.24E-1 -0.03 1.00E+0 0.35 2.20E-1 -0.11 1.00E+0 -0.04 1.00E+0 
CATMA1OA52480F1 AT1G63245 -0.63 3.15E-3 0.43 5.78E-2 0.34 2.76E-1 0.44 9.62E-2 -0.93 1.09E-8 0.12 1.00E+0 -0.85 2.84E-6 
CATMA1ON92600F1 AT1G63250 0.87 8.09E-6 1.01 5.83E-9 0.06 1.00E+0 0.47 6.74E-2 -0.22 8.34E-1 -0.01 1.00E+0 0.05 1.00E+0 
CATMA1OA52540F1 AT1G63310 -0.65 1.87E-3 -0.67 3.38E-4 0.23 9.34E-1 -0.35 3.25E-1 0.25 6.79E-1 0.26 1.00E+0 -0.29 5.26E-1 
CATMA1ON102737F1 AT1G63340 -0.31 4.19E-1 0.10 1.00E+0 -0.04 1.00E+0 -0.24 8.89E-1 -0.71 4.15E-5 0.05 1.00E+0 -0.39 1.53E-1 
CATMA1ON95168F1 AT1G63350 0.50 3.39E-2 1.21 1.08E-12 -0.31 4.01E-1 0.47 6.00E-2 -0.61 9.29E-4 0.24 1.00E+0 0.30 4.79E-1 
CATMA1OA52635F1 AT1G63410 0.68 1.02E-3 0.86 1.13E-6 0.02 1.00E+0 0.32 4.80E-1 0.06 1.00E+0 0.20 1.00E+0 0.32 3.69E-1 
CATMA1OA52660R1 AT1G63440 -0.31 4.20E-1 -0.10 1.00E+0 -0.37 1.81E-1 0.35 3.45E-1 -0.01 1.00E+0 0.27 1.00E+0 0.71 1.72E-4 
CATMA1OA52670R1 AT1G63450 -0.08 1.00E+0 -1.06 8.82E-10 -0.02 1.00E+0 -0.43 1.22E-1 0.66 2.13E-4 -0.30 1.00E+0 0.39 1.67E-1 
CATMA1ON102740F1 AT1G63480 -0.22 8.00E-1 -0.61 1.75E-3 -0.13 1.00E+0 -0.37 2.71E-1 0.07 1.00E+0 0.11 1.00E+0 -0.31 4.43E-1 
CATMA1OA52740R1 AT1G63530 -0.89 4.13E-6 -0.77 2.60E-5 0.39 1.36E-1 -0.40 1.88E-1 0.21 8.99E-1 0.16 1.00E+0 -0.55 8.68E-3 
CATMA1OA52760R1 AT1G63550 -2.54 0.00E+0 -2.01 0.00E+0 -0.12 1.00E+0 -0.87 3.75E-6 -0.79 3.29E-6 -0.09 1.00E+0 -1.48 0.00E+0 
CATMA1OA52770R1 AT1G63560 -3.93 0.00E+0 -2.94 0.00E+0 -0.40 1.07E-1 -1.35 0.00E+0 -1.32 0.00E+0 -0.19 1.00E+0 -2.22 0.00E+0 
CATMA1OA52780R1 AT1G63570 -1.57 0.00E+0 -1.01 5.40E-9 -0.16 1.00E+0 0.33 4.19E-1 -0.56 2.87E-3 -0.11 1.00E+0 -0.02 1.00E+0 
CATMA1ON95170R1 AT1G63580 -1.26 5.27E-12 1.02 4.53E-9 0.48 2.08E-2 0.82 1.69E-5 -2.17 0.00E+0 0.17 1.00E+0 -1.83 0.00E+0 
CATMA1OA52800R1 AT1G63590 -1.93 0.00E+0 0.58 3.60E-3 0.66 2.21E-4 0.14 1.00E+0 -2.74 0.00E+0 -0.08 1.00E+0 -3.07 0.00E+0 
CATMA1ON95171R1 AT1G63600 -0.22 8.08E-1 -0.88 7.68E-7 0.33 2.97E-1 -0.18 1.00E+0 0.73 2.15E-5 0.05 1.00E+0 0.23 8.76E-1 
CATMA1OC71962R1 AT1G63650 -0.41 1.38E-1 -0.82 4.56E-6 -0.09 1.00E+0 -0.12 1.00E+0 0.25 6.54E-1 -0.14 1.00E+0 0.30 5.03E-1 
CATMA1OA52880F1 AT1G63670 -1.20 5.76E-11 -0.49 2.00E-2 0.14 1.00E+0 0.55 1.53E-2 -0.65 3.10E-4 -0.04 1.00E+0 -0.39 1.65E-1 
CATMA1OA52950F1 AT1G63720 -0.70 7.23E-4 0.04 1.00E+0 -0.02 1.00E+0 -0.01 1.00E+0 -0.51 1.04E-2 0.20 1.00E+0 -0.56 7.10E-3 
CATMA1OC71963R1 AT1G63750 -0.94 9.30E-7 0.70 1.51E-4 -0.04 1.00E+0 0.43 1.21E-1 -1.70 0.00E+0 -0.25 1.00E+0 -1.15 1.41E-11 
CATMA1OA53020F1 AT1G63800 -0.52 2.35E-2 -0.92 1.42E-7 -0.44 4.88E-2 -0.30 5.87E-1 0.33 2.82E-1 0.04 1.00E+0 0.49 3.18E-2 
CATMA1OA53040F1 AT1G63820 -1.04 3.54E-8 -1.12 5.50E-11 -0.62 7.59E-4 -0.93 4.82E-7 0.20 9.69E-1 0.41 6.81E-1 -0.07 1.00E+0 
CATMA1OA53060F1 AT1G63840 0.82 3.24E-5 0.17 8.97E-1 -0.20 1.00E+0 -0.19 1.00E+0 0.72 3.40E-5 0.16 1.00E+0 0.75 5.99E-5 
CATMA1OA53140F1 AT1G63880 1.41 1.10E-14 1.61 0.00E+0 0.43 6.35E-2 0.68 9.01E-4 -0.36 1.65E-1 -0.12 1.00E+0 -0.01 1.00E+0 
CATMA1OA53170F1 AT1G63910 -0.18 9.55E-1 -0.77 2.50E-5 -0.03 1.00E+0 0.44 1.04E-1 0.17 1.00E+0 -0.17 1.00E+0 0.69 2.87E-4 
CATMA1OA53190R1 AT1G63930 -0.32 3.55E-1 -0.79 1.21E-5 0.09 1.00E+0 -0.04 1.00E+0 0.55 4.08E-3 -0.26 1.00E+0 0.62 2.07E-3 
CATMA1ON102746R1 AT1G63940 1.19 1.14E-10 1.31 1.09E-14 0.76 6.99E-6 1.24 9.63E-13 -0.10 1.00E+0 0.04 1.00E+0 0.35 2.67E-1 
CATMA1ON92455F1 AT1G63990 -0.15 1.00E+0 -0.47 2.90E-2 0.37 1.79E-1 0.70 5.24E-4 0.55 3.49E-3 -0.02 1.00E+0 0.63 1.50E-3 
CATMA1OA53300R1 AT1G64065 -0.56 1.13E-2 0.47 2.85E-2 -0.05 1.00E+0 -0.02 1.00E+0 -0.70 5.19E-5 0.40 7.20E-1 -0.60 3.18E-3 
CATMA1OA53310R1 AT1G64070 -2.10 0.00E+0 -0.12 1.00E+0 -0.44 5.54E-2 0.13 1.00E+0 -1.99 0.00E+0 -0.03 1.00E+0 -1.20 1.48E-12 
CATMA1OA53410R1 AT1G64160 -0.59 7.26E-3 3.31 0.00E+0 2.33 0.00E+0 3.04 0.00E+0 -2.95 0.00E+0 1.07 1.44E-7 -2.26 0.00E+0 
CATMA1OA53420F1 AT1G64170 -1.37 4.18E-14 -0.73 6.80E-5 -1.04 4.33E-11 -1.08 1.27E-9 -0.90 4.67E-8 -0.11 1.00E+0 -0.82 7.21E-6 
CATMA1OC71967R1 AT1G64185 0.47 5.65E-2 0.87 9.04E-7 0.78 3.67E-6 0.32 4.62E-1 0.09 1.00E+0 0.47 3.10E-1 -0.24 8.15E-1 
CATMA1OA53450F1 AT1G64190 1.18 1.83E-10 1.19 2.55E-12 0.60 1.27E-3 0.77 7.00E-5 0.11 1.00E+0 0.07 1.00E+0 0.25 7.24E-1 
CATMA1ON95178F1 AT1G64195 0.80 5.16E-5 0.92 1.83E-7 0.17 1.00E+0 0.17 1.00E+0 0.24 7.45E-1 0.18 1.00E+0 0.31 4.15E-1 
CATMA1ON92341F1 AT1G64220 0.76 1.45E-4 0.52 1.20E-2 0.46 3.23E-2 0.16 1.00E+0 0.08 1.00E+0 -0.04 1.00E+0 -0.16 1.00E+0 
CATMA1OA53580R1 AT1G64300 0.58 8.66E-3 0.35 2.00E-1 0.66 1.98E-4 0.58 7.68E-3 -0.05 1.00E+0 -0.17 1.00E+0 -0.13 1.00E+0 
CATMA1OA53660R1 AT1G64370 -3.29 0.00E+0 -3.32 0.00E+0 -0.41 9.48E-2 -1.65 0.00E+0 0.13 1.00E+0 0.36 1.00E+0 -1.17 8.37E-12 
CATMA1OA53670F1 AT1G64380 1.26 4.93E-12 0.42 6.76E-2 0.57 2.43E-3 -0.29 6.44E-1 0.52 8.36E-3 0.04 1.00E+0 -0.24 8.19E-1 
CATMA1OA53700R1 AT1G64390 -0.98 2.37E-7 -1.06 8.84E-10 0.04 1.00E+0 -0.14 1.00E+0 -0.23 7.78E-1 -0.24 1.00E+0 -0.36 2.42E-1 
CATMA1OA53720R1 AT1G64405 -2.12 0.00E+0 -0.82 5.39E-6 -0.45 4.52E-2 -0.06 1.00E+0 -1.07 2.47E-11 0.30 1.00E+0 -0.74 7.89E-5 
CATMA1OA53730R1 AT1G64430 -0.59 6.39E-3 -0.28 4.05E-1 -0.33 3.11E-1 -0.27 7.44E-1 -0.31 3.66E-1 0.13 1.00E+0 -0.42 9.60E-2 
CATMA1OA53740R1 AT1G64440 -0.22 8.10E-1 -1.02 4.34E-9 0.21 1.00E+0 -0.30 5.72E-1 0.55 4.37E-3 -0.29 1.00E+0 0.20 9.93E-1 
CATMA1OA53750F1 AT1G64450 -0.86 8.82E-6 -0.90 3.88E-7 0.14 1.00E+0 -0.58 7.60E-3 0.11 1.00E+0 0.16 1.00E+0 -0.44 8.03E-2 
CATMA1ON95180F1 AT1G64480 -0.22 8.00E-1 -1.42 0.00E+0 -0.64 3.75E-4 -0.71 3.73E-4 1.03 1.59E-10 -0.21 1.00E+0 0.90 4.79E-7 
CATMA1OA53900R1 AT1G64590 -2.93 0.00E+0 -3.56 0.00E+0 -0.61 8.43E-4 -2.92 0.00E+0 1.05 6.10E-11 -0.17 1.00E+0 -1.64 0.00E+0 
CATMA1OA53930R1 AT1G64620 -0.93 1.25E-6 -0.60 2.14E-3 0.04 1.00E+0 0.29 6.21E-1 -0.18 1.00E+0 0.18 1.00E+0 -0.03 1.00E+0 
CATMA1OC71976F1 AT1G64640 -0.35 2.87E-1 -1.67 0.00E+0 0.36 2.23E-1 -0.50 3.52E-2 0.85 3.29E-7 -0.51 1.66E-1 0.01 1.00E+0 
CATMA1OA53970F1 AT1G64650 -0.14 1.00E+0 -0.68 2.58E-4 0.02 1.00E+0 -0.24 8.72E-1 0.27 5.33E-1 -0.14 1.00E+0 0.03 1.00E+0 
CATMA1OA53980R1 AT1G64660 0.99 1.72E-7 1.60 0.00E+0 0.06 1.00E+0 1.22 3.73E-12 -0.02 1.00E+0 0.58 5.18E-2 1.11 9.88E-11 
CATMA1OA53990F1 AT1G64670 -1.56 0.00E+0 -0.03 1.00E+0 -1.32 0.00E+0 -0.60 4.88E-3 -1.28 0.00E+0 0.80 4.48E-4 -0.47 4.09E-2 
CATMA1OA54010R1 AT1G64690 -1.14 8.53E-10 -1.13 3.60E-11 0.00 1.00E+0 -0.40 1.79E-1 0.21 9.17E-1 0.33 1.00E+0 -0.15 1.00E+0 
CATMA1OA54040F1 AT1G64720 0.87 6.51E-6 0.68 2.91E-4 -0.29 5.24E-1 0.21 1.00E+0 0.15 1.00E+0 0.12 1.00E+0 0.65 8.06E-4 
CATMA1OA54050R1 AT1G64740 0.45 8.12E-2 0.81 6.02E-6 -0.03 1.00E+0 0.36 3.15E-1 -0.26 6.05E-1 0.23 1.00E+0 0.13 1.00E+0 
CATMA1OA54070F1 AT1G64760 -0.66 1.70E-3 -0.90 3.94E-7 -0.24 8.35E-1 -0.34 3.76E-1 -0.03 1.00E+0 -0.27 1.00E+0 -0.05 1.00E+0 
CATMA1OA54085F1 AT1G64780 0.47 5.51E-2 -0.04 1.00E+0 0.79 2.29E-6 -0.04 1.00E+0 0.46 2.94E-2 0.05 1.00E+0 -0.36 2.30E-1 
CATMA1ON95182R1 AT1G64820 0.28 5.22E-1 -1.42 0.00E+0 0.15 1.00E+0 -0.56 1.35E-2 0.73 2.45E-5 -0.83 1.69E-4 0.06 1.00E+0 
CATMA1OA54165R1 AT1G64860 -1.39 2.14E-14 -1.35 0.00E+0 0.66 1.96E-4 -0.59 6.20E-3 -0.07 1.00E+0 -0.02 1.00E+0 -1.29 1.62E-14 
CATMA1OA54200R1 AT1G64890 -0.62 3.83E-3 -0.13 1.00E+0 -0.60 1.09E-3 -0.32 4.54E-1 -0.36 1.67E-1 -0.02 1.00E+0 -0.07 1.00E+0 
CATMA1OA54210F1 AT1G64910 0.10 1.00E+0 -1.28 3.15E-14 0.39 1.24E-1 0.84 1.03E-5 0.45 3.76E-2 -0.77 8.64E-4 0.83 5.51E-6 
CATMA1ON95184F1 AT1G64920 -0.23 7.48E-1 -1.01 5.67E-9 -0.07 1.00E+0 -0.23 9.37E-1 0.34 2.42E-1 -0.52 1.37E-1 0.19 1.00E+0 
CATMA1ON95185R1 AT1G64930 -0.73 2.86E-4 -0.89 4.23E-7 -0.29 5.07E-1 -0.06 1.00E+0 0.34 2.34E-1 0.24 1.00E+0 0.73 1.05E-4 
CATMA1OC71982R1 AT1G64950 -0.60 5.28E-3 0.08 1.00E+0 -0.56 3.85E-3 0.04 1.00E+0 -0.16 1.00E+0 0.56 7.72E-2 0.25 7.31E-1 
CATMA1OA54260R1 AT1G64960 0.19 9.21E-1 0.02 1.00E+0 -0.21 1.00E+0 0.30 5.71E-1 0.02 1.00E+0 -0.06 1.00E+0 0.59 3.98E-3 
CATMA1OA54270F1 AT1G64980 2.68 0.00E+0 2.67 0.00E+0 -0.14 1.00E+0 -0.41 1.56E-1 0.23 7.96E-1 0.10 1.00E+0 0.01 1.00E+0 
CATMA1OA54290R1 AT1G65010 -0.25 6.81E-1 -0.70 1.51E-4 0.00 1.00E+0 -0.04 1.00E+0 0.18 1.00E+0 -0.25 1.00E+0 0.07 1.00E+0 
CATMA1OA54360R1 AT1G65080 0.33 3.23E-1 0.62 1.33E-3 -0.07 1.00E+0 0.16 1.00E+0 -0.09 1.00E+0 0.11 1.00E+0 0.19 1.00E+0 
CATMA1ON102762F1 AT1G65150 -0.04 1.00E+0 0.68 2.58E-4 -0.25 7.76E-1 0.21 1.00E+0 -0.37 1.46E-1 0.42 6.22E-1 0.08 1.00E+0 
CATMA1ON92612F1 AT1G65190 -1.26 5.54E-12 -0.58 3.44E-3 -0.78 3.25E-6 -0.40 1.81E-1 -1.33 0.00E+0 -0.23 1.00E+0 -0.67 6.05E-4 
CATMA1OF02684R1 AT1G65250 -1.39 2.14E-14 -0.31 3.01E-1 -0.62 6.21E-4 -0.22 9.72E-1 -1.17 1.33E-13 0.08 1.00E+0 -0.50 2.38E-2 
CATMA1OC71990R1 AT1G65295 0.54 1.72E-2 0.76 3.42E-5 -0.04 1.00E+0 0.23 9.19E-1 0.05 1.00E+0 0.18 1.00E+0 0.36 2.54E-1 
CATMA1ON92238R1 AT1G65310 0.13 1.00E+0 -0.82 4.78E-6 0.62 6.53E-4 0.38 2.48E-1 0.76 7.42E-6 -0.07 1.00E+0 0.46 5.67E-2 
CATMA1OA54690F1 AT1G65370 0.56 1.29E-2 0.18 8.85E-1 1.19 0.00E+0 1.00 4.02E-8 0.21 9.10E-1 -0.24 1.00E+0 0.01 1.00E+0 
CATMA1OC72422R1 AT1G65484 0.55 1.39E-2 0.87 1.03E-6 0.73 2.01E-5 -0.50 3.73E-2 -0.79 3.07E-6 -0.12 1.00E+0 -1.60 0.00E+0 
CATMA1ON92039R1 AT1G65486 1.67 0.00E+0 1.84 0.00E+0 0.07 1.00E+0 -0.45 9.40E-2 0.07 1.00E+0 0.25 1.00E+0 -0.53 1.53E-2 
CATMA1OC71995R1 AT1G65500 -2.88 0.00E+0 -0.71 1.27E-4 0.27 6.18E-1 -0.07 1.00E+0 -1.93 0.00E+0 0.39 7.99E-1 -2.23 0.00E+0 
CATMA1OA54860F1 AT1G65560 0.25 6.49E-1 0.36 1.63E-1 0.43 6.35E-2 -0.16 1.00E+0 -0.13 1.00E+0 -0.02 1.00E+0 -0.63 1.62E-3 
CATMA1OA54870F1 AT1G65570 -0.19 9.20E-1 -1.15 1.75E-11 0.18 1.00E+0 -0.43 1.16E-1 0.84 4.59E-7 -0.06 1.00E+0 0.23 8.75E-1 
CATMA1OC72423R1 AT1G65585 -1.32 4.48E-13 -2.17 0.00E+0 -0.17 1.00E+0 -0.62 3.80E-3 0.47 2.21E-2 -0.12 1.00E+0 -0.04 1.00E+0 
CATMA1OC71998R1 AT1G65590 0.98 2.24E-7 0.66 4.27E-4 0.02 1.00E+0 0.15 1.00E+0 0.42 6.62E-2 -0.05 1.00E+0 0.73 1.11E-4 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA1OA54890F1 AT1G65610 0.14 1.00E+0 -0.91 2.18E-7 0.09 1.00E+0 0.03 1.00E+0 0.57 2.26E-3 -0.63 2.00E-2 0.35 2.85E-1 
CATMA1OA54950R1 AT1G65680 -0.27 5.60E-1 1.01 6.05E-9 -1.01 1.58E-10 0.58 7.99E-3 -0.74 1.62E-5 0.66 1.00E-2 0.94 1.01E-7 
CATMA1OA54970F1 AT1G65690 -2.12 0.00E+0 0.25 5.60E-1 -0.51 1.03E-2 -0.20 1.00E+0 -1.85 0.00E+0 0.51 1.77E-1 -1.45 0.00E+0 
CATMA1OA55010R1 AT1G65730 0.44 9.11E-2 -1.14 2.54E-11 0.30 4.82E-1 -0.51 2.92E-2 0.84 4.11E-7 -0.71 3.77E-3 0.13 1.00E+0 
CATMA1ON95196R1 AT1G65790 -2.85 0.00E+0 0.17 8.90E-1 -0.62 7.07E-4 -0.05 1.00E+0 -3.20 0.00E+0 0.02 1.00E+0 -2.37 0.00E+0 
CATMA1OA55080R1 AT1G65800 -1.60 0.00E+0 -0.03 1.00E+0 -0.89 4.40E-8 0.05 1.00E+0 -2.24 0.00E+0 -0.15 1.00E+0 -1.68 0.00E+0 
CATMA1OC72001F1 AT1G65845 0.59 7.59E-3 0.95 5.14E-8 -0.35 2.25E-1 0.20 1.00E+0 -0.07 1.00E+0 0.27 1.00E+0 0.55 9.94E-3 
CATMA1OA55130R1 AT1G65850 0.75 2.03E-4 0.70 1.56E-4 0.26 6.89E-1 0.19 1.00E+0 0.03 1.00E+0 0.07 1.00E+0 0.01 1.00E+0 
CATMA1OC72002F1 AT1G65860 0.69 9.20E-4 1.62 0.00E+0 0.14 1.00E+0 0.68 7.64E-4 -0.22 8.80E-1 1.12 2.49E-8 0.44 7.08E-2 
CATMA1OA55190F1 AT1G65900 0.69 7.62E-4 0.00 1.00E+0 0.47 3.05E-2 0.25 8.27E-1 0.48 2.02E-2 -0.31 1.00E+0 0.54 1.04E-2 
CATMA1OC72003R1 AT1G65960 -0.39 1.67E-1 -0.66 4.69E-4 -0.23 8.85E-1 -0.35 3.23E-1 0.06 1.00E+0 -0.10 1.00E+0 -0.01 1.00E+0 
CATMA1ON92496F1 AT1G65970 1.43 0.00E+0 0.76 3.11E-5 0.39 1.37E-1 1.02 1.50E-8 0.83 5.45E-7 0.07 1.00E+0 1.33 0.00E+0 
CATMA1OA55350R1 AT1G66090 -2.19 0.00E+0 0.28 4.30E-1 -0.04 1.00E+0 0.01 1.00E+0 -2.29 0.00E+0 0.45 3.72E-1 -1.95 0.00E+0 
CATMA1OA55390R1 AT1G66130 0.51 3.20E-2 0.81 6.25E-6 0.06 1.00E+0 0.30 5.88E-1 -0.01 1.00E+0 0.63 2.09E-2 0.46 5.23E-2 
CATMA1OA55395F1 AT1G66140 0.14 1.00E+0 0.83 4.06E-6 0.35 2.39E-1 0.80 2.71E-5 -0.43 5.62E-2 0.35 1.00E+0 0.04 1.00E+0 
CATMA1OA55400R1 AT1G66150 0.32 3.91E-1 -1.02 4.30E-9 -0.15 1.00E+0 -0.33 4.41E-1 0.75 9.80E-6 -0.61 3.02E-2 0.60 3.23E-3 
CATMA1OA55410R1 AT1G66160 -1.41 1.10E-14 0.69 1.99E-4 0.02 1.00E+0 0.72 2.78E-4 -2.14 0.00E+0 -0.08 1.00E+0 -1.48 0.00E+0 
CATMA1OA55450F1 AT1G66190 -1.03 4.54E-8 -0.86 1.19E-6 0.06 1.00E+0 -0.42 1.45E-1 -0.30 3.73E-1 0.00 1.00E+0 -0.81 8.99E-6 
CATMA1OA55460F1 AT1G66200 0.70 5.86E-4 0.43 6.02E-2 0.41 9.11E-2 0.76 9.90E-5 0.18 1.00E+0 0.03 1.00E+0 0.52 1.73E-2 
CATMA1OA55490R1 AT1G66230 0.77 1.22E-4 0.05 1.00E+0 0.19 1.00E+0 0.36 3.17E-1 0.29 4.51E-1 -0.10 1.00E+0 0.51 2.24E-2 
CATMA1ON95199F1 AT1G66280 0.34 3.10E-1 0.60 2.02E-3 -0.05 1.00E+0 0.41 1.55E-1 0.07 1.00E+0 0.17 1.00E+0 0.56 7.30E-3 
CATMA1OA55630R1 AT1G66350 -1.53 0.00E+0 -1.92 0.00E+0 -0.50 1.56E-2 -1.07 2.58E-9 0.09 1.00E+0 -0.30 1.00E+0 -0.40 1.48E-1 
CATMA1OC72011F1 AT1G66400 -1.34 1.90E-13 -1.21 9.87E-13 0.08 1.00E+0 -0.67 1.15E-3 -0.23 7.71E-1 0.25 1.00E+0 -0.87 1.11E-6 
CATMA1OA55710R1 AT1G66430 0.69 7.64E-4 0.29 3.62E-1 0.23 8.89E-1 0.13 1.00E+0 0.19 1.00E+0 -0.21 1.00E+0 0.01 1.00E+0 
CATMA1OA55730R1 AT1G66450 0.98 2.14E-7 0.06 1.00E+0 0.28 5.80E-1 0.33 4.32E-1 0.70 6.32E-5 -0.32 1.00E+0 0.87 1.49E-6 
CATMA1OA55750R1 AT1G66470 -0.26 6.34E-1 -1.38 0.00E+0 0.15 1.00E+0 0.04 1.00E+0 0.57 2.43E-3 -0.49 2.29E-1 0.49 2.85E-2 
CATMA1OA55770F1 AT1G66480 -0.53 1.95E-2 0.36 1.70E-1 -0.01 1.00E+0 0.11 1.00E+0 -0.67 1.34E-4 0.24 1.00E+0 -0.49 2.96E-2 
CATMA1OF00552F1 AT1G66690 -3.46 0.00E+0 0.65 6.89E-4 -0.88 6.67E-8 -0.38 2.22E-1 -4.71 0.00E+0 -0.65 1.28E-2 -4.37 0.00E+0 
CATMA1OD02694F1 AT1G66700 -3.99 0.00E+0 0.68 2.51E-4 -0.74 1.57E-5 -0.75 1.44E-4 -4.80 0.00E+0 -0.55 9.48E-2 -4.62 0.00E+0 
CATMA1ON92470F1 AT1G66710 -0.95 5.65E-7 0.18 8.68E-1 -0.26 6.84E-1 -0.11 1.00E+0 -1.29 0.00E+0 -0.16 1.00E+0 -1.14 2.30E-11 
CATMA1OA56010R1 AT1G66730 0.80 5.04E-5 0.89 4.57E-7 0.02 1.00E+0 -0.01 1.00E+0 -0.20 9.51E-1 -0.07 1.00E+0 0.14 1.00E+0 
CATMA1OA56040R1 AT1G66760 1.41 1.10E-14 1.16 1.20E-11 -0.24 8.56E-1 0.32 4.60E-1 0.12 1.00E+0 -0.07 1.00E+0 0.58 5.21E-3 
CATMA1ON95201R1 AT1G66780 0.05 1.00E+0 0.22 6.97E-1 0.96 2.39E-9 1.25 8.92E-13 -0.16 1.00E+0 -0.39 8.24E-1 -0.05 1.00E+0 
CATMA1OC72016R1 AT1G66800 0.27 5.63E-1 -1.31 1.09E-14 -0.01 1.00E+0 -1.19 1.10E-11 2.15 0.00E+0 0.70 4.85E-3 0.95 6.88E-8 
CATMA1OA56140R1 AT1G66860 1.46 0.00E+0 2.01 0.00E+0 0.40 1.09E-1 1.41 0.00E+0 0.22 8.74E-1 0.61 3.11E-2 1.16 1.30E-11 
CATMA1OF00559F1 AT1G66870 0.28 5.42E-1 0.65 6.48E-4 -0.06 1.00E+0 0.32 4.82E-1 0.05 1.00E+0 0.22 1.00E+0 0.39 1.70E-1 
CATMA1OA56170R1 AT1G66880 -0.94 9.22E-7 0.18 8.58E-1 0.52 8.64E-3 0.32 4.73E-1 -1.11 2.66E-12 -0.01 1.00E+0 -1.41 0.00E+0 
CATMA1OA56200F1 AT1G66910 1.22 3.49E-11 0.65 5.90E-4 -0.06 1.00E+0 0.20 1.00E+0 0.65 2.95E-4 0.00 1.00E+0 0.73 1.02E-4 
CATMA1OA56220R1 AT1G66930 1.05 2.32E-8 0.37 1.36E-1 0.01 1.00E+0 0.19 1.00E+0 0.65 2.91E-4 -0.38 9.24E-1 0.70 2.36E-4 
CATMA1OA56250F1 AT1G66960 -1.11 2.37E-9 1.25 1.20E-13 -1.30 0.00E+0 -0.49 4.56E-2 -1.33 0.00E+0 1.09 6.17E-8 -0.47 4.19E-2 
CATMA1OA56260F1 AT1G66970 -2.04 0.00E+0 0.28 4.17E-1 0.19 1.00E+0 0.83 1.09E-5 -1.87 0.00E+0 0.25 1.00E+0 -1.31 0.00E+0 
CATMA1OA56290F1 AT1G67000 -1.69 0.00E+0 0.87 9.35E-7 0.15 1.00E+0 0.85 5.57E-6 -2.23 0.00E+0 0.59 4.31E-2 -1.40 0.00E+0 
CATMA1OA56360R1 AT1G67060 -0.11 1.00E+0 -0.06 1.00E+0 0.38 1.47E-1 -0.13 1.00E+0 -0.17 1.00E+0 -0.09 1.00E+0 -0.62 1.76E-3 
CATMA1OC72020R1 AT1G67070 -2.69 0.00E+0 1.08 3.46E-10 0.43 6.28E-2 0.54 1.67E-2 -2.09 0.00E+0 1.46 0.00E+0 -1.84 0.00E+0 
CATMA1OA56390F1 AT1G67090 0.04 1.00E+0 -1.44 0.00E+0 -0.22 9.71E-1 -0.48 5.67E-2 0.44 4.50E-2 -1.01 8.65E-7 0.08 1.00E+0 
CATMA1OA56400R1 AT1G67100 -1.70 0.00E+0 -0.32 2.76E-1 -1.47 0.00E+0 -0.41 1.58E-1 -1.53 0.00E+0 0.13 1.00E+0 -0.18 1.00E+0 
CATMA1OA56420F1 AT1G67110 2.47 0.00E+0 1.64 0.00E+0 1.39 0.00E+0 1.00 3.78E-8 0.88 1.14E-7 0.02 1.00E+0 0.43 9.13E-2 
CATMA1OA56440F1 AT1G67120 0.97 3.48E-7 1.15 1.43E-11 0.10 1.00E+0 0.39 2.10E-1 -0.20 9.86E-1 -0.10 1.00E+0 -0.03 1.00E+0 
CATMA1OC72425R1 AT1G67148 -1.19 8.97E-11 -0.11 1.00E+0 0.41 8.62E-2 -0.01 1.00E+0 -1.39 0.00E+0 -0.17 1.00E+0 -1.74 0.00E+0 
CATMA1OA56520R1 AT1G67190 0.61 4.51E-3 0.40 1.00E-1 -0.09 1.00E+0 -0.05 1.00E+0 0.02 1.00E+0 -0.10 1.00E+0 0.11 1.00E+0 
CATMA1OC72426F1 AT1G67195 -0.28 5.12E-1 -0.78 1.57E-5 0.31 4.27E-1 0.02 1.00E+0 0.88 1.07E-7 0.42 5.55E-1 0.64 1.27E-3 
CATMA1OC72427F1 AT1G67265 -0.07 1.00E+0 -0.61 1.82E-3 0.18 1.00E+0 0.01 1.00E+0 0.68 1.23E-4 -0.07 1.00E+0 0.59 4.26E-3 
CATMA1OF02698F1 AT1G67270 -1.79 0.00E+0 -0.01 1.00E+0 -0.67 1.36E-4 0.30 5.50E-1 -1.89 0.00E+0 -0.38 9.42E-1 -1.12 7.26E-11 
CATMA1ON99164R1 AT1G67330 0.94 8.91E-7 -0.33 2.30E-1 0.16 1.00E+0 -0.21 1.00E+0 1.04 1.13E-10 -0.21 1.00E+0 0.68 3.66E-4 
CATMA1OA56680F1 AT1G67360 -1.86 0.00E+0 -1.99 0.00E+0 -0.68 1.11E-4 -1.20 9.01E-12 0.51 1.13E-2 0.35 1.00E+0 -0.04 1.00E+0 
CATMA1OA56690F1 AT1G67370 -0.43 9.56E-2 -0.72 1.11E-4 0.29 5.14E-1 0.42 1.45E-1 0.31 3.59E-1 0.01 1.00E+0 0.30 4.73E-1 
CATMA1OD02699F1 AT1G67400 -0.93 1.17E-6 -1.35 0.00E+0 -0.32 3.59E-1 -0.82 1.70E-5 0.34 2.40E-1 -0.27 1.00E+0 -0.16 1.00E+0 
CATMA1OA56730F1 AT1G67410 0.68 9.91E-4 0.19 8.10E-1 -0.29 5.18E-1 -0.29 6.03E-1 0.40 8.87E-2 -0.08 1.00E+0 0.20 1.00E+0 
CATMA1OA56810R1 AT1G67470 0.38 1.96E-1 1.26 1.01E-13 -0.17 1.00E+0 0.77 6.62E-5 -0.59 1.60E-3 0.43 4.93E-1 0.17 1.00E+0 
CATMA1OA56820R1 AT1G67480 0.91 1.93E-6 1.01 6.01E-9 0.00 1.00E+0 0.41 1.56E-1 0.03 1.00E+0 0.11 1.00E+0 0.57 5.49E-3 
CATMA1OA56860F1 AT1G67520 -0.40 1.48E-1 0.50 1.56E-2 0.10 1.00E+0 0.53 2.31E-2 -0.84 4.87E-7 0.23 1.00E+0 -0.51 2.08E-2 
CATMA1OB56880R1 AT1G67530 0.64 2.44E-3 0.57 4.19E-3 -0.01 1.00E+0 0.12 1.00E+0 0.15 1.00E+0 0.06 1.00E+0 0.22 8.88E-1 
CATMA1OA56900R1 AT1G67550 -0.12 1.00E+0 -0.77 2.04E-5 -0.26 6.81E-1 -0.43 1.24E-1 0.58 1.67E-3 -0.24 1.00E+0 0.42 1.07E-1 
CATMA1OA56940F1 AT1G67590 0.08 1.00E+0 -0.71 1.37E-4 -0.38 1.45E-1 -0.60 5.34E-3 0.45 3.53E-2 -0.32 1.00E+0 0.37 2.08E-1 
CATMA1OA57080R1 AT1G67700 0.67 1.44E-3 0.29 3.66E-1 -0.14 1.00E+0 -0.11 1.00E+0 0.40 8.93E-2 0.09 1.00E+0 0.38 1.85E-1 
CATMA1OC72033F1 AT1G67710 0.36 2.54E-1 0.88 6.34E-7 -0.53 7.27E-3 -0.17 1.00E+0 -0.38 1.30E-1 0.11 1.00E+0 -0.18 1.00E+0 
CATMA1OC72035R1 AT1G67730 -0.21 8.52E-1 -0.34 2.08E-1 0.56 3.41E-3 -0.30 5.43E-1 0.07 1.00E+0 -0.09 1.00E+0 -0.87 1.36E-6 
CATMA1ON102790R1 AT1G67750 0.69 8.78E-4 0.27 4.42E-1 0.06 1.00E+0 0.12 1.00E+0 0.17 1.00E+0 -0.34 1.00E+0 0.29 5.53E-1 
CATMA1OA57120F1 AT1G67760 -1.52 0.00E+0 -0.31 3.20E-1 -0.91 2.28E-8 0.21 1.00E+0 -0.60 1.14E-3 0.72 2.95E-3 0.34 2.94E-1 
CATMA1OA57200F1 AT1G67800 -1.32 4.10E-13 -0.38 1.31E-1 0.46 3.56E-2 -0.06 1.00E+0 -1.28 0.00E+0 -0.31 1.00E+0 -1.72 0.00E+0 
CATMA1OA57210R1 AT1G67810 -3.35 0.00E+0 -2.43 0.00E+0 0.26 7.20E-1 -1.86 0.00E+0 -0.69 9.05E-5 0.44 4.47E-1 -2.62 0.00E+0 
CATMA1OA57220R1 AT1G67820 -1.18 1.85E-10 -1.28 3.15E-14 -0.33 3.20E-1 -1.02 1.45E-8 0.29 4.51E-1 0.28 1.00E+0 -0.26 6.98E-1 
CATMA1OA57260R1 AT1G67850 -0.57 1.04E-2 -0.71 1.39E-4 0.27 6.25E-1 0.07 1.00E+0 -0.65 3.05E-4 -0.70 4.34E-3 -0.76 4.19E-5 
CATMA1OA57280F1 AT1G67860 -4.58 0.00E+0 -4.28 0.00E+0 -1.19 0.00E+0 -1.39 0.00E+0 -0.29 4.31E-1 0.11 1.00E+0 -0.70 2.59E-4 
CATMA1OA57290F1 AT1G67865 -4.27 0.00E+0 -4.14 0.00E+0 0.34 2.71E-1 0.01 1.00E+0 0.81 1.23E-6 0.70 4.22E-3 0.58 4.45E-3 
CATMA1OA57300F1 AT1G67870 -1.83 0.00E+0 -1.87 0.00E+0 0.06 1.00E+0 -0.26 7.80E-1 0.22 8.53E-1 0.07 1.00E+0 -0.09 1.00E+0 
CATMA1OC72042F1 AT1G67910 1.07 1.08E-8 1.33 0.00E+0 0.18 1.00E+0 0.89 1.85E-6 -0.29 4.71E-1 0.06 1.00E+0 0.55 9.49E-3 
CATMA1OA57350R1 AT1G67920 0.48 4.82E-2 0.85 2.07E-6 0.18 1.00E+0 0.61 4.63E-3 -0.19 1.00E+0 0.17 1.00E+0 0.25 7.58E-1 
CATMA1OC72047F1 AT1G67970 -0.41 1.24E-1 -0.09 1.00E+0 0.11 1.00E+0 0.02 1.00E+0 -0.59 1.51E-3 -0.25 1.00E+0 -0.60 3.29E-3 
CATMA1OA57396R1 AT1G67980 -2.18 0.00E+0 1.26 7.13E-14 -0.19 1.00E+0 0.89 1.67E-6 -2.73 0.00E+0 0.70 4.70E-3 -1.79 0.00E+0 
CATMA1OC72049R1 AT1G67990 -0.62 3.50E-3 0.14 1.00E+0 -0.29 5.41E-1 0.10 1.00E+0 -0.88 1.06E-7 0.09 1.00E+0 -0.52 1.76E-2 
CATMA1OA57430R1 AT1G68040 -2.04 0.00E+0 -1.80 0.00E+0 -0.74 1.66E-5 -0.70 5.58E-4 -0.48 2.11E-2 0.45 3.75E-1 -0.45 6.01E-2 
CATMA1OA57435R1 AT1G68050 -0.10 1.00E+0 -0.82 5.18E-6 -0.29 5.30E-1 -0.32 4.71E-1 0.20 9.76E-1 -0.30 1.00E+0 0.25 7.55E-1 
CATMA1OA57520R1 AT1G68150 1.13 9.56E-10 0.45 4.03E-2 0.01 1.00E+0 0.26 7.78E-1 0.55 3.81E-3 -0.08 1.00E+0 0.82 6.24E-6 
CATMA1OA57610R1 AT1G68238 1.65 0.00E+0 2.33 0.00E+0 1.11 1.06E-12 1.71 0.00E+0 -0.45 3.63E-2 0.28 1.00E+0 0.16 1.00E+0 
CATMA1OA57720R1 AT1G68330 -0.82 3.33E-5 -0.66 4.92E-4 -0.11 1.00E+0 -0.35 3.33E-1 0.01 1.00E+0 0.20 1.00E+0 -0.17 1.00E+0 
CATMA1OA57740R1 AT1G68350 -0.91 2.03E-6 -1.52 0.00E+0 0.87 1.17E-7 0.12 1.00E+0 0.66 2.03E-4 0.03 1.00E+0 -0.12 1.00E+0 
CATMA1OA57750F1 AT1G68360 -0.89 4.05E-6 -0.97 2.24E-8 0.12 1.00E+0 -0.31 5.35E-1 0.22 8.48E-1 0.19 1.00E+0 -0.31 4.34E-1 
CATMA1OA57770R1 AT1G68390 -1.24 1.58E-11 -1.18 4.54E-12 -0.02 1.00E+0 -0.62 3.32E-3 -0.05 1.00E+0 0.11 1.00E+0 -0.86 2.05E-6 
CATMA1OA57780F1 AT1G68400 -0.59 7.13E-3 -0.40 9.47E-2 -0.44 5.24E-2 -0.45 8.20E-2 -0.18 1.00E+0 -0.11 1.00E+0 -0.23 8.58E-1 
CATMA1OA57830F1 AT1G68450 -0.77 1.08E-4 0.12 1.00E+0 -0.24 8.28E-1 -0.18 1.00E+0 -1.14 8.06E-13 -0.30 1.00E+0 -1.03 3.58E-9 
CATMA1OA57850F1 AT1G68470 -1.01 7.41E-8 -0.61 1.48E-3 -0.21 1.00E+0 -0.77 7.58E-5 -0.08 1.00E+0 0.22 1.00E+0 -0.64 1.15E-3 
CATMA1OA57910R1 AT1G68540 0.05 1.00E+0 0.91 2.17E-7 0.56 3.54E-3 0.83 1.29E-5 -0.18 1.00E+0 0.50 2.04E-1 0.19 1.00E+0 
CATMA1ON99166R1 AT1G68570 -1.45 0.00E+0 -1.22 5.48E-13 -1.03 6.48E-11 -1.13 1.50E-10 -0.33 2.74E-1 0.33 1.00E+0 -0.31 4.32E-1 
CATMA1OC72059R1 AT1G68585 -0.60 5.79E-3 0.26 4.97E-1 -0.21 1.00E+0 -0.23 9.47E-1 -0.51 9.52E-3 0.57 6.60E-2 -0.23 8.75E-1 
CATMA1OA58000R1 AT1G68620 -3.21 0.00E+0 1.09 2.07E-10 -0.12 1.00E+0 0.39 2.10E-1 -3.04 0.00E+0 1.44 0.00E+0 -2.52 0.00E+0 
CATMA1ON102796F1 AT1G68640 -0.88 6.05E-6 -0.93 1.32E-7 0.15 1.00E+0 -0.22 9.70E-1 -0.05 1.00E+0 0.01 1.00E+0 -0.54 1.10E-2 
CATMA1OA58030R1 AT1G68650 -1.90 0.00E+0 -1.89 0.00E+0 0.30 4.56E-1 -0.19 1.00E+0 -0.14 1.00E+0 -0.01 1.00E+0 -0.53 1.42E-2 
CATMA1OA58040F1 AT1G68660 0.20 8.57E-1 0.73 8.29E-5 0.00 1.00E+0 0.39 2.20E-1 -0.29 4.71E-1 0.17 1.00E+0 0.14 1.00E+0 
CATMA1OA58050R1 AT1G68670 1.55 0.00E+0 2.01 0.00E+0 0.35 2.42E-1 1.26 3.85E-13 -0.63 5.19E-4 0.01 1.00E+0 0.22 9.00E-1 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA1OA58070R1 AT1G68690 -0.49 3.90E-2 0.52 1.08E-2 -0.02 1.00E+0 0.34 3.83E-1 -1.44 0.00E+0 -0.01 1.00E+0 -0.98 2.31E-8 
CATMA1OA58130F1 AT1G68740 0.23 7.49E-1 0.61 1.82E-3 -0.14 1.00E+0 0.26 7.91E-1 -0.52 7.38E-3 -0.26 1.00E+0 -0.23 8.39E-1 
CATMA1OA58140F1 AT1G68750 0.83 2.16E-5 0.85 2.12E-6 -0.01 1.00E+0 -0.32 4.68E-1 0.24 7.29E-1 0.11 1.00E+0 0.12 1.00E+0 
CATMA1OC72061F1 AT1G68765 -0.54 1.86E-2 0.40 9.74E-2 -0.04 1.00E+0 0.32 4.63E-1 -0.23 8.00E-1 0.77 9.63E-4 0.11 1.00E+0 
CATMA1OA58190F1 AT1G68795 0.90 2.64E-6 0.08 1.00E+0 -0.20 1.00E+0 -0.22 9.93E-1 1.04 7.90E-11 0.35 1.00E+0 1.02 4.15E-9 
CATMA1ON92178F1 AT1G68825 0.79 7.76E-5 -0.04 1.00E+0 0.24 8.10E-1 -0.04 1.00E+0 0.47 2.55E-2 -0.18 1.00E+0 0.30 4.97E-1 
CATMA1OA58235R1 AT1G68840 0.02 1.00E+0 -0.51 1.44E-2 -0.05 1.00E+0 -0.74 1.85E-4 0.41 7.69E-2 -0.15 1.00E+0 -0.28 5.96E-1 
CATMA1OA58250F1 AT1G68850 -1.47 0.00E+0 -0.28 4.34E-1 1.68 0.00E+0 -1.68 0.00E+0 -0.79 2.77E-6 0.49 2.42E-1 -3.96 0.00E+0 
CATMA1ON92586F1 AT1G68862 0.61 4.53E-3 0.36 1.67E-1 -0.30 4.51E-1 -0.07 1.00E+0 0.20 9.86E-1 -0.07 1.00E+0 0.47 4.50E-2 
CATMA1OA58260R1 AT1G68870 0.59 6.67E-3 -0.18 8.53E-1 0.22 9.94E-1 -0.30 5.76E-1 0.81 1.17E-6 -0.01 1.00E+0 0.39 1.55E-1 
CATMA1OA58290F1 AT1G68880 1.56 0.00E+0 1.57 0.00E+0 1.43 0.00E+0 2.07 0.00E+0 0.37 1.52E-1 0.33 1.00E+0 1.22 5.43E-13 
CATMA1OA58410R1 AT1G69040 -0.71 5.16E-4 -0.45 4.35E-2 0.28 5.82E-1 0.54 1.74E-2 -0.46 2.86E-2 -0.22 1.00E+0 -0.25 7.26E-1 
CATMA1OA58420R1 AT1G69050 -0.69 8.23E-4 -0.55 5.67E-3 0.14 1.00E+0 0.20 1.00E+0 -0.06 1.00E+0 0.13 1.00E+0 -0.11 1.00E+0 
CATMA1OA58450F1 AT1G69080 -0.19 9.00E-1 -0.95 6.11E-8 -0.29 5.47E-1 -0.71 3.45E-4 0.66 2.21E-4 -0.02 1.00E+0 0.14 1.00E+0 
CATMA1OF00568F1 AT1G69150 -0.53 1.96E-2 -0.07 1.00E+0 0.26 7.07E-1 0.24 8.93E-1 -0.39 1.02E-1 0.09 1.00E+0 -0.59 3.90E-3 
CATMA1OA58530F1 AT1G69230 -1.47 0.00E+0 -1.48 0.00E+0 -0.55 4.35E-3 -1.34 0.00E+0 -0.09 1.00E+0 -0.10 1.00E+0 -0.77 3.07E-5 
CATMA1OC72070R1 AT1G69325 -0.74 2.42E-4 -0.67 3.49E-4 -0.36 2.00E-1 -0.51 3.23E-2 0.31 3.44E-1 0.27 1.00E+0 -0.10 1.00E+0 
CATMA1OA58650F1 AT1G69360 1.38 3.16E-14 1.16 9.94E-12 0.13 1.00E+0 0.47 6.55E-2 0.14 1.00E+0 -0.11 1.00E+0 0.86 2.05E-6 
CATMA1OC72071R1 AT1G69370 0.44 9.14E-2 0.62 1.30E-3 0.24 8.58E-1 0.24 8.76E-1 0.13 1.00E+0 0.25 1.00E+0 0.12 1.00E+0 
CATMA1OA58680R1 AT1G69400 0.17 9.72E-1 -0.01 1.00E+0 -0.22 9.73E-1 0.13 1.00E+0 0.39 1.15E-1 0.02 1.00E+0 0.70 2.43E-4 
CATMA1OA58690R1 AT1G69410 0.40 1.54E-1 0.74 5.00E-5 -0.18 1.00E+0 0.31 5.27E-1 -0.08 1.00E+0 0.10 1.00E+0 0.38 1.78E-1 
CATMA1OA58740F1 AT1G69450 0.34 3.03E-1 0.29 3.91E-1 -0.50 1.32E-2 0.19 1.00E+0 0.11 1.00E+0 0.05 1.00E+0 0.80 1.50E-5 
CATMA1OA58770F1 AT1G69480 -0.80 5.81E-5 -0.59 2.62E-3 -0.08 1.00E+0 -0.22 9.83E-1 0.16 1.00E+0 0.35 1.00E+0 0.24 7.90E-1 
CATMA1OA58800R1 AT1G69490 -2.49 0.00E+0 0.27 4.70E-1 -0.95 3.26E-9 0.34 3.58E-1 -0.73 2.03E-5 2.03 0.00E+0 0.57 5.63E-3 
CATMA1OC72074R1 AT1G69520 -0.58 8.23E-3 -0.28 3.98E-1 0.51 1.07E-2 -0.21 1.00E+0 -0.45 3.61E-2 -0.21 1.00E+0 -1.13 3.55E-11 
CATMA1OC72075R1 AT1G69526 1.62 0.00E+0 1.46 0.00E+0 0.40 1.14E-1 0.93 3.85E-7 0.17 1.00E+0 -0.02 1.00E+0 0.65 9.03E-4 
CATMA1OA58850R1 AT1G69530 -2.88 0.00E+0 -1.79 0.00E+0 -1.18 0.00E+0 -0.11 1.00E+0 -1.29 0.00E+0 -0.18 1.00E+0 -0.17 1.00E+0 
CATMA1OA58880F1 AT1G69550 -0.40 1.43E-1 0.19 8.19E-1 -0.04 1.00E+0 0.30 5.59E-1 -0.72 3.31E-5 -0.05 1.00E+0 -0.44 7.50E-2 
CATMA1OA58905F1 AT1G69570 -0.12 1.00E+0 -0.19 8.12E-1 -0.75 9.04E-6 -0.93 4.30E-7 0.47 2.36E-2 0.33 1.00E+0 0.28 5.58E-1 
CATMA1OA58910R1 AT1G69580 -0.53 2.01E-2 -0.23 6.52E-1 0.51 1.26E-2 0.67 9.65E-4 -0.01 1.00E+0 0.19 1.00E+0 0.28 5.82E-1 
CATMA1OA58990R1 AT1G69680 -0.66 1.79E-3 -0.03 1.00E+0 -0.58 2.10E-3 -0.10 1.00E+0 -0.43 5.17E-2 0.33 1.00E+0 -0.07 1.00E+0 
CATMA1OA59010R1 AT1G69690 -0.55 1.39E-2 -1.17 7.43E-12 0.12 1.00E+0 -0.68 8.01E-4 0.51 9.77E-3 -0.03 1.00E+0 -0.24 8.21E-1 
CATMA1ON102810F1 AT1G69760 0.59 7.51E-3 0.43 5.52E-2 0.33 3.27E-1 -0.07 1.00E+0 0.46 3.12E-2 0.20 1.00E+0 0.19 1.00E+0 
CATMA1OA59090F1 AT1G69770 -0.63 3.15E-3 -0.70 1.82E-4 -0.11 1.00E+0 0.00 1.00E+0 0.02 1.00E+0 -0.19 1.00E+0 0.09 1.00E+0 
CATMA1OB59095R1 AT1G69780 -0.63 2.93E-3 -0.95 5.88E-8 0.09 1.00E+0 -0.20 1.00E+0 0.06 1.00E+0 -0.16 1.00E+0 -0.08 1.00E+0 
CATMA1OF02703F1 AT1G69820 -0.87 7.47E-6 -1.14 2.86E-11 -0.10 1.00E+0 -0.31 5.11E-1 -0.07 1.00E+0 -0.46 3.69E-1 -0.34 3.00E-1 
CATMA1OA59160F1 AT1G69840 -0.34 3.19E-1 -0.03 1.00E+0 0.49 1.68E-2 0.04 1.00E+0 -0.32 2.93E-1 0.09 1.00E+0 -0.67 5.89E-4 
CATMA1OA59165F1 AT1G69850 0.41 1.40E-1 0.68 2.77E-4 0.02 1.00E+0 0.10 1.00E+0 -0.08 1.00E+0 0.21 1.00E+0 0.04 1.00E+0 
CATMA1OA59190R1 AT1G69880 -1.12 1.64E-9 -0.50 1.66E-2 -0.49 1.74E-2 -1.44 0.00E+0 -0.19 1.00E+0 0.59 4.25E-2 -0.82 7.04E-6 
CATMA1OA59200F1 AT1G69890 -0.66 1.73E-3 0.45 4.22E-2 -0.08 1.00E+0 0.25 8.31E-1 -0.47 2.50E-2 0.65 1.34E-2 -0.18 1.00E+0 
CATMA1OA59220R1 AT1G69910 -0.84 1.69E-5 -0.55 6.53E-3 -0.12 1.00E+0 -0.19 1.00E+0 -0.31 3.48E-1 0.18 1.00E+0 -0.43 8.15E-2 
CATMA1OA59230F1 AT1G69920 -3.83 0.00E+0 1.36 0.00E+0 0.58 2.32E-3 0.10 1.00E+0 -4.36 0.00E+0 0.73 2.20E-3 -4.60 0.00E+0 
CATMA1OA59240F1 AT1G69930 -3.28 0.00E+0 1.79 0.00E+0 -0.47 2.71E-2 0.14 1.00E+0 -2.85 0.00E+0 2.29 0.00E+0 -2.33 0.00E+0 
CATMA1OA59277F1 AT1G69970 -0.61 4.67E-3 -0.90 3.86E-7 -0.28 5.98E-1 -1.07 2.01E-9 0.30 4.14E-1 0.02 1.00E+0 -0.26 7.04E-1 
CATMA1ON95216F1 AT1G69990 -0.21 8.44E-1 0.08 1.00E+0 0.06 1.00E+0 0.61 4.50E-3 0.00 1.00E+0 0.08 1.00E+0 0.70 2.56E-4 
CATMA1OA59300F1 AT1G70000 -0.42 1.18E-1 -0.76 3.33E-5 -0.19 1.00E+0 -0.28 6.90E-1 0.28 4.83E-1 0.02 1.00E+0 0.33 3.31E-1 
CATMA1OA59360F1 AT1G70080 0.52 2.69E-2 -0.53 8.77E-3 0.04 1.00E+0 -0.38 2.36E-1 0.61 8.28E-4 -0.24 1.00E+0 0.25 7.31E-1 
CATMA1OA59410F1 AT1G70130 0.14 1.00E+0 0.08 1.00E+0 0.00 1.00E+0 0.34 3.96E-1 0.14 1.00E+0 0.06 1.00E+0 0.59 3.77E-3 
CATMA1ON95217F1 AT1G70140 -0.98 2.36E-7 0.18 8.52E-1 -0.06 1.00E+0 0.36 3.03E-1 -0.85 2.98E-7 0.42 5.80E-1 -0.37 2.04E-1 
CATMA1OA59450R1 AT1G70170 -2.21 0.00E+0 -1.15 1.36E-11 0.26 7.11E-1 -0.93 5.12E-7 -1.15 3.16E-13 0.09 1.00E+0 -2.21 0.00E+0 
CATMA1OA59505R1 AT1G70210 -0.87 7.79E-6 -0.54 7.89E-3 0.02 1.00E+0 -0.04 1.00E+0 0.01 1.00E+0 0.29 1.00E+0 0.11 1.00E+0 
CATMA1OA59520R1 AT1G70230 -0.36 2.42E-1 -0.98 2.11E-8 -0.03 1.00E+0 -0.31 5.10E-1 0.45 3.31E-2 -0.26 1.00E+0 0.09 1.00E+0 
CATMA1OA59540F1 AT1G70260 -3.39 0.00E+0 -3.08 0.00E+0 -1.08 5.19E-12 -0.35 3.22E-1 0.05 1.00E+0 0.38 9.38E-1 0.84 3.94E-6 
CATMA1OA59570F1 AT1G70290 1.37 3.16E-14 0.98 1.74E-8 -0.54 5.22E-3 0.20 1.00E+0 0.30 3.88E-1 -0.07 1.00E+0 0.97 3.18E-8 
CATMA1OA59610F1 AT1G70340 -0.13 1.00E+0 -0.80 8.99E-6 -0.11 1.00E+0 -0.21 1.00E+0 0.27 5.57E-1 -0.08 1.00E+0 0.24 7.92E-1 
CATMA1OA59635F1 AT1G70370 -0.01 1.00E+0 -0.59 2.62E-3 0.09 1.00E+0 -0.42 1.28E-1 0.28 4.89E-1 -0.25 1.00E+0 -0.19 1.00E+0 
CATMA1OA59670F1 AT1G70410 0.70 6.42E-4 0.59 2.80E-3 1.26 0.00E+0 1.43 0.00E+0 0.18 1.00E+0 0.05 1.00E+0 0.31 4.39E-1 
CATMA1OA59680F1 AT1G70420 0.27 5.66E-1 0.76 3.47E-5 0.07 1.00E+0 0.33 4.33E-1 -0.45 3.79E-2 -0.09 1.00E+0 -0.24 7.89E-1 
CATMA1OA59710F1 AT1G70440 -1.44 0.00E+0 0.02 1.00E+0 -0.27 6.34E-1 0.09 1.00E+0 -1.52 0.00E+0 0.19 1.00E+0 -1.20 2.11E-12 
CATMA1OA59720R1 AT1G70450 -0.79 6.41E-5 -1.52 0.00E+0 0.04 1.00E+0 0.22 1.00E+0 0.47 2.69E-2 -0.31 1.00E+0 0.57 5.87E-3 
CATMA1OA59770F1 AT1G70500 0.81 3.94E-5 0.02 1.00E+0 0.64 4.25E-4 0.84 9.58E-6 0.09 1.00E+0 -0.58 5.08E-2 0.42 1.04E-1 
CATMA1OA59780F1 AT1G70520 -0.19 9.12E-1 0.26 4.83E-1 0.00 1.00E+0 0.14 1.00E+0 -0.65 2.44E-4 -0.08 1.00E+0 -0.51 2.12E-2 
CATMA1OA59790F1 AT1G70530 0.25 6.51E-1 0.83 3.64E-6 0.09 1.00E+0 0.36 3.12E-1 -0.50 1.16E-2 0.10 1.00E+0 -0.19 1.00E+0 
CATMA1OA59830R1 AT1G70560 0.06 1.00E+0 -0.98 1.72E-8 0.01 1.00E+0 -0.15 1.00E+0 0.80 1.70E-6 -0.15 1.00E+0 0.61 2.46E-3 
CATMA1OA59880R1 AT1G70610 -0.41 1.39E-1 -0.55 6.54E-3 -0.34 2.79E-1 0.60 5.86E-3 0.01 1.00E+0 0.02 1.00E+0 1.05 1.46E-9 
CATMA1OA59910R1 AT1G70630 0.13 1.00E+0 0.70 1.47E-4 -0.26 6.77E-1 0.09 1.00E+0 -0.34 2.48E-1 0.35 1.00E+0 0.09 1.00E+0 
CATMA1OC72087R1 AT1G70670 0.77 1.12E-4 0.21 7.16E-1 0.72 2.73E-5 0.63 2.67E-3 0.50 1.33E-2 0.15 1.00E+0 0.48 3.64E-2 
CATMA1OA59970R1 AT1G70690 -0.69 8.02E-4 -0.79 1.43E-5 0.21 1.00E+0 -0.30 5.66E-1 -0.14 1.00E+0 0.04 1.00E+0 -0.67 4.86E-4 
CATMA1OA59980R1 AT1G70700 0.29 4.79E-1 0.38 1.19E-1 0.30 4.42E-1 0.69 5.82E-4 0.68 1.07E-4 0.79 5.76E-4 1.06 8.24E-10 
CATMA1OA59990F1 AT1G70710 -0.64 2.32E-3 -0.55 6.13E-3 -0.22 9.47E-1 -0.41 1.49E-1 0.05 1.00E+0 -0.32 1.00E+0 -0.05 1.00E+0 
CATMA1OA60030F1 AT1G70740 -0.78 1.02E-4 -0.29 3.64E-1 0.19 1.00E+0 -0.05 1.00E+0 -0.38 1.30E-1 0.03 1.00E+0 -0.88 8.18E-7 
CATMA1ON102820F1 AT1G70750 -0.69 7.59E-4 -0.53 8.99E-3 -0.26 7.26E-1 -0.07 1.00E+0 -0.11 1.00E+0 0.20 1.00E+0 0.09 1.00E+0 
CATMA1OF02704R1 AT1G70800 -0.82 2.78E-5 -0.28 3.99E-1 0.29 5.30E-1 0.30 5.66E-1 -0.34 2.20E-1 0.34 1.00E+0 -0.16 1.00E+0 
CATMA1OC72092R1 AT1G70810 -1.48 0.00E+0 0.47 3.05E-2 0.45 4.10E-2 1.31 4.16E-14 -1.67 0.00E+0 0.31 1.00E+0 -0.77 3.69E-5 
CATMA1OA60110F1 AT1G70830 -0.37 2.24E-1 -1.70 0.00E+0 0.58 1.79E-3 2.10 0.00E+0 1.23 0.00E+0 0.14 1.00E+0 2.59 0.00E+0 
CATMA1OA60130F1 AT1G70850 0.24 7.00E-1 0.23 6.50E-1 -1.09 4.30E-12 -0.57 9.63E-3 0.04 1.00E+0 0.02 1.00E+0 0.33 3.56E-1 
CATMA1OC72438F1 AT1G70860 1.28 2.16E-12 0.94 8.03E-8 -0.35 2.34E-1 0.44 1.07E-1 0.39 1.06E-1 -0.03 1.00E+0 0.96 5.56E-8 
CATMA1ON92300F1 AT1G70885 0.12 1.00E+0 -0.15 9.59E-1 -0.76 7.70E-6 -0.53 2.34E-2 0.32 3.26E-1 0.07 1.00E+0 0.76 4.16E-5 
CATMA1OA60220R1 AT1G70920 -0.73 3.04E-4 -0.04 1.00E+0 0.26 7.03E-1 -0.02 1.00E+0 -0.59 1.38E-3 -0.03 1.00E+0 -0.84 3.50E-6 
CATMA1OA60270F1 AT1G70985 0.35 2.71E-1 0.00 1.00E+0 0.13 1.00E+0 -0.65 1.77E-3 0.46 2.76E-2 0.05 1.00E+0 -0.36 2.48E-1 
CATMA1OA60280F1 AT1G70990 0.07 1.00E+0 -0.70 1.76E-4 0.14 1.00E+0 -0.53 2.17E-2 0.64 4.04E-4 -0.04 1.00E+0 -0.02 1.00E+0 
CATMA1OA60300R1 AT1G71010 0.31 3.93E-1 0.27 4.49E-1 -0.07 1.00E+0 0.55 1.47E-2 0.01 1.00E+0 0.03 1.00E+0 0.61 2.31E-3 
CATMA1OA60310F1 AT1G71015 -0.63 3.19E-3 -1.12 5.45E-11 -0.23 9.10E-1 0.03 1.00E+0 -0.24 7.03E-1 -0.67 9.29E-3 0.42 9.84E-2 
CATMA1OA60340F1 AT1G71050 0.59 7.54E-3 -0.83 3.71E-6 0.03 1.00E+0 -0.54 1.92E-2 1.13 9.10E-13 -0.46 3.25E-1 0.49 3.38E-2 
CATMA1OA60430R1 AT1G71140 -3.56 0.00E+0 1.89 0.00E+0 0.19 1.00E+0 1.06 3.02E-9 -3.13 0.00E+0 2.44 0.00E+0 -2.17 0.00E+0 
CATMA1OA60490F1 AT1G71200 -0.22 7.79E-1 0.02 1.00E+0 -0.35 2.27E-1 0.00 1.00E+0 -0.77 6.87E-6 -0.20 1.00E+0 -0.50 2.71E-2 
CATMA1OA60780F1 AT1G71460 0.67 1.26E-3 0.46 3.25E-2 -0.08 1.00E+0 0.06 1.00E+0 -0.07 1.00E+0 -0.10 1.00E+0 0.00 1.00E+0 
CATMA1OA60820R1 AT1G71500 -0.36 2.31E-1 -0.45 3.97E-2 -0.35 2.55E-1 -0.59 7.21E-3 0.29 4.67E-1 -0.01 1.00E+0 0.07 1.00E+0 
CATMA1OA60840R1 AT1G71530 0.52 2.56E-2 -1.20 1.61E-12 0.01 1.00E+0 -0.21 1.00E+0 1.17 1.04E-13 -0.23 1.00E+0 1.12 5.93E-11 
CATMA1OA60873F1 AT1G71692 -0.80 5.69E-5 -0.64 8.16E-4 -0.30 4.82E-1 -0.14 1.00E+0 0.10 1.00E+0 0.31 1.00E+0 0.29 5.35E-1 
CATMA1OA60876R1 AT1G71695 -1.12 1.88E-9 -1.09 2.08E-10 0.18 1.00E+0 0.41 1.48E-1 -0.09 1.00E+0 0.20 1.00E+0 0.18 1.00E+0 
CATMA1OA60890R1 AT1G71697 -0.72 4.17E-4 0.17 8.95E-1 -0.46 3.23E-2 0.04 1.00E+0 -0.99 8.13E-10 0.01 1.00E+0 -0.46 5.41E-2 
CATMA1OA60920R1 AT1G71720 0.63 3.26E-3 0.35 1.90E-1 0.10 1.00E+0 -0.11 1.00E+0 0.14 1.00E+0 0.05 1.00E+0 0.19 1.00E+0 
CATMA1OA60940R1 AT1G71740 0.65 2.19E-3 -0.54 7.64E-3 0.40 1.16E-1 -0.13 1.00E+0 0.88 9.17E-8 -0.45 3.96E-1 0.52 1.90E-2 
CATMA1OA61020F1 AT1G71810 0.59 6.93E-3 0.26 4.96E-1 0.30 4.62E-1 0.05 1.00E+0 0.30 4.11E-1 -0.01 1.00E+0 0.02 1.00E+0 
CATMA1OC72107R1 AT1G71880 0.03 1.00E+0 0.30 3.37E-1 0.86 1.33E-7 0.70 4.53E-4 -0.17 1.00E+0 0.04 1.00E+0 -0.33 3.55E-1 
CATMA1OC72108R1 AT1G71890 -0.14 1.00E+0 0.14 9.98E-1 0.67 1.61E-4 0.33 4.26E-1 -0.02 1.00E+0 0.00 1.00E+0 -0.05 1.00E+0 
CATMA1OA61140R1 AT1G71930 0.44 9.12E-2 -0.39 1.10E-1 0.45 4.18E-2 0.44 1.01E-1 0.26 6.36E-1 -0.60 3.49E-2 0.45 6.28E-2 
CATMA1OA61210R1 AT1G71990 -0.03 1.00E+0 -0.82 4.20E-6 -0.32 3.38E-1 -0.65 1.85E-3 0.49 1.53E-2 -0.20 1.00E+0 0.00 1.00E+0 
CATMA1ON92437R1 AT1G72060 0.49 4.36E-2 1.62 0.00E+0 0.90 3.57E-8 0.30 5.77E-1 -0.83 6.94E-7 0.47 3.15E-1 -1.22 6.84E-13 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA1OC72112F1 AT1G72070 1.17 2.53E-10 1.09 2.05E-10 0.48 2.10E-2 0.64 1.94E-3 0.50 1.19E-2 0.30 1.00E+0 0.42 1.08E-1 
CATMA1OA61350R1 AT1G72130 -0.73 3.15E-4 -0.69 2.01E-4 -0.03 1.00E+0 0.25 8.12E-1 0.03 1.00E+0 0.15 1.00E+0 0.27 6.20E-1 
CATMA1OA61380R1 AT1G72150 -0.03 1.00E+0 -0.33 2.47E-1 -0.17 1.00E+0 0.31 5.32E-1 0.24 7.36E-1 -0.07 1.00E+0 0.68 4.49E-4 
CATMA1OC72116R1 AT1G72180 0.61 4.73E-3 0.64 8.22E-4 0.06 1.00E+0 0.48 5.29E-2 -0.09 1.00E+0 -0.05 1.00E+0 0.33 3.29E-1 
CATMA1OA61430F1 AT1G72200 1.55 0.00E+0 0.18 8.78E-1 0.49 1.67E-2 0.53 2.24E-2 1.38 0.00E+0 0.00 1.00E+0 1.33 0.00E+0 
CATMA1OA61440R1 AT1G72210 -0.98 2.08E-7 -0.13 1.00E+0 -0.95 3.25E-9 0.12 1.00E+0 -0.69 9.15E-5 0.30 1.00E+0 0.53 1.38E-2 
CATMA1OA61450F1 AT1G72220 1.17 2.23E-10 0.46 3.62E-2 0.67 1.71E-4 0.69 6.92E-4 0.73 2.65E-5 0.00 1.00E+0 0.69 2.80E-4 
CATMA1OA61460R1 AT1G72230 -0.83 2.32E-5 -1.13 4.11E-11 0.06 1.00E+0 -0.93 3.94E-7 0.09 1.00E+0 -0.20 1.00E+0 -1.02 5.08E-9 
CATMA1OA61480R1 AT1G72250 -0.90 3.23E-6 -0.68 2.84E-4 -0.59 1.61E-3 -0.35 3.53E-1 -0.25 6.53E-1 -0.21 1.00E+0 0.06 1.00E+0 
CATMA1OA61530F1 AT1G72280 -0.46 6.22E-2 -0.43 6.36E-2 0.06 1.00E+0 0.09 1.00E+0 -0.79 2.66E-6 -0.29 1.00E+0 -0.49 3.36E-2 
CATMA1OA61550F1 AT1G72300 1.42 0.00E+0 1.11 8.10E-11 0.02 1.00E+0 0.58 8.51E-3 0.29 4.49E-1 0.02 1.00E+0 0.71 1.73E-4 
CATMA1OA61590F1 AT1G72350 0.42 1.12E-1 0.64 7.85E-4 -0.28 6.07E-1 0.10 1.00E+0 0.06 1.00E+0 0.34 1.00E+0 0.27 6.27E-1 
CATMA1OA61600R1 AT1G72360 1.05 2.35E-8 1.00 9.28E-9 -0.38 1.42E-1 0.00 1.00E+0 0.14 1.00E+0 0.02 1.00E+0 0.52 1.68E-2 
CATMA1OA61630F1 AT1G72416 1.31 5.68E-13 1.35 0.00E+0 0.19 1.00E+0 0.23 9.63E-1 0.02 1.00E+0 -0.01 1.00E+0 0.12 1.00E+0 
CATMA1OA61650F1 AT1G72430 0.31 4.03E-1 -0.67 3.80E-4 0.46 3.80E-2 -0.22 9.98E-1 0.81 1.20E-6 -0.20 1.00E+0 0.12 1.00E+0 
CATMA1OA61690R1 AT1G72470 -0.04 1.00E+0 -0.69 2.39E-4 0.03 1.00E+0 -0.09 1.00E+0 0.47 2.51E-2 -0.10 1.00E+0 0.34 2.99E-1 
CATMA1ON102841R1 AT1G72510 0.61 4.53E-3 0.11 1.00E+0 0.06 1.00E+0 -0.18 1.00E+0 0.67 1.52E-4 0.16 1.00E+0 0.39 1.49E-1 
CATMA1OA61750R1 AT1G72520 -2.37 0.00E+0 0.14 9.91E-1 0.82 6.98E-7 0.55 1.62E-2 -2.18 0.00E+0 0.27 1.00E+0 -2.10 0.00E+0 
CATMA1OA61770F1 AT1G72540 -1.14 6.98E-10 -1.74 0.00E+0 -0.08 1.00E+0 -1.00 3.42E-8 0.25 6.61E-1 -0.50 1.94E-1 -0.86 1.56E-6 
CATMA1OC72120R1 AT1G72590 0.64 2.49E-3 0.37 1.40E-1 -0.13 1.00E+0 0.10 1.00E+0 0.39 1.13E-1 0.10 1.00E+0 0.59 3.84E-3 
CATMA1OA61830R1 AT1G72600 0.03 1.00E+0 -0.74 6.10E-5 -0.23 8.86E-1 -0.55 1.46E-2 0.55 4.15E-3 -0.13 1.00E+0 0.52 1.58E-2 
CATMA1OA61920R1 AT1G72700 -0.42 1.17E-1 -0.59 2.78E-3 0.14 1.00E+0 -0.37 2.68E-1 -0.05 1.00E+0 -0.04 1.00E+0 -0.43 8.69E-2 
CATMA1OA61940F1 AT1G72720 0.59 7.36E-3 0.59 2.74E-3 0.12 1.00E+0 0.08 1.00E+0 0.32 2.94E-1 0.10 1.00E+0 0.30 4.63E-1 
CATMA1OA62020R1 AT1G72790 -0.31 3.98E-1 -0.73 6.49E-5 0.18 1.00E+0 0.00 1.00E+0 0.20 9.81E-1 -0.13 1.00E+0 0.22 9.21E-1 
CATMA1OA62055F1 AT1G72830 -1.71 0.00E+0 -1.70 0.00E+0 -0.83 5.30E-7 -1.13 1.52E-10 0.23 7.87E-1 0.43 5.18E-1 -0.05 1.00E+0 
CATMA1OA62060F1 AT1G72840 0.90 2.70E-6 0.15 9.60E-1 0.12 1.00E+0 0.09 1.00E+0 0.32 3.13E-1 -0.40 7.70E-1 0.47 4.83E-2 
CATMA1ON99169F1 AT1G72860 0.13 1.00E+0 -0.46 3.35E-2 -0.34 2.84E-1 0.04 1.00E+0 0.63 4.85E-4 -0.05 1.00E+0 0.69 3.30E-4 
CATMA1OA62090R1 AT1G72870 0.54 1.63E-2 -0.12 1.00E+0 -0.05 1.00E+0 0.43 1.26E-1 0.50 1.34E-2 -0.36 1.00E+0 1.15 1.56E-11 
CATMA1ON95223R1 AT1G72890 -0.67 1.26E-3 0.28 4.31E-1 -0.19 1.00E+0 0.13 1.00E+0 -1.22 1.57E-14 -0.22 1.00E+0 -0.77 3.50E-5 
CATMA1ON95224R1 AT1G72900 -1.34 1.51E-13 0.41 8.49E-2 0.93 7.62E-9 0.94 2.89E-7 -1.78 0.00E+0 0.03 1.00E+0 -1.67 0.00E+0 
CATMA1ON102847R1 AT1G72910 -0.15 1.00E+0 0.02 1.00E+0 0.38 1.43E-1 0.25 8.62E-1 -0.63 4.37E-4 -0.12 1.00E+0 -0.70 2.30E-4 
CATMA1OC72124R1 AT1G72920 -1.99 0.00E+0 -0.10 1.00E+0 0.48 2.46E-2 0.33 4.00E-1 -2.37 0.00E+0 -0.29 1.00E+0 -2.39 0.00E+0 
CATMA1OA62155R1 AT1G72930 -1.86 0.00E+0 -0.53 9.43E-3 0.59 1.50E-3 0.68 7.59E-4 -2.24 0.00E+0 -0.89 4.00E-5 -2.28 0.00E+0 
CATMA1ON102848R1 AT1G72940 -2.40 0.00E+0 -0.42 7.25E-2 0.40 1.08E-1 0.00 1.00E+0 -1.98 0.00E+0 -0.22 1.00E+0 -2.61 0.00E+0 
CATMA1OA62180R1 AT1G72960 0.31 4.22E-1 0.29 3.95E-1 0.79 2.62E-6 0.34 3.86E-1 -0.50 1.27E-2 -0.15 1.00E+0 -0.62 1.74E-3 
CATMA1OA62185R1 AT1G72970 -0.58 8.15E-3 0.44 4.96E-2 -0.39 1.34E-1 -0.22 1.00E+0 -0.65 2.60E-4 0.74 2.03E-3 -0.06 1.00E+0 
CATMA1OA62220R1 AT1G73000 -0.91 2.07E-6 -1.42 0.00E+0 -0.36 1.95E-1 -1.07 2.05E-9 0.54 5.04E-3 0.05 1.00E+0 -0.25 7.61E-1 
CATMA1OA62230F1 AT1G73010 -0.92 1.61E-6 -1.48 0.00E+0 -0.16 1.00E+0 -0.97 1.19E-7 0.78 4.70E-6 0.38 8.70E-1 0.11 1.00E+0 
CATMA1OA62270F1 AT1G73040 -2.78 0.00E+0 -2.47 0.00E+0 0.28 5.80E-1 1.07 2.18E-9 -0.34 2.25E-1 0.16 1.00E+0 0.56 7.50E-3 
CATMA1OA62320R1 AT1G73090 0.62 3.85E-3 0.42 7.36E-2 -0.06 1.00E+0 -0.22 9.74E-1 0.21 9.35E-1 0.07 1.00E+0 0.01 1.00E+0 
CATMA1OA62360F1 AT1G73120 -3.54 0.00E+0 -3.74 0.00E+0 -0.30 4.48E-1 -0.09 1.00E+0 0.90 3.94E-8 1.10 4.58E-8 1.10 1.83E-10 
CATMA1OA62400R1 AT1G73160 -0.01 1.00E+0 -1.01 4.71E-9 0.26 6.93E-1 -0.28 6.86E-1 0.49 1.58E-2 -0.14 1.00E+0 0.23 8.52E-1 
CATMA1OA62410F1 AT1G73165 2.81 0.00E+0 2.57 0.00E+0 0.72 2.55E-5 1.91 0.00E+0 -0.06 1.00E+0 -0.05 1.00E+0 1.11 9.37E-11 
CATMA1OA62500R1 AT1G73220 -2.33 0.00E+0 -2.21 0.00E+0 -0.57 2.60E-3 -1.70 0.00E+0 -0.04 1.00E+0 0.41 6.29E-1 -1.17 7.61E-12 
CATMA1OA62540F1 AT1G73260 -1.08 8.15E-9 1.46 0.00E+0 -0.08 1.00E+0 1.33 0.00E+0 -1.32 0.00E+0 1.09 7.21E-8 0.20 1.00E+0 
CATMA1ON95225F1 AT1G73270 0.88 4.91E-6 0.50 1.81E-2 -0.02 1.00E+0 0.49 4.31E-2 0.29 4.29E-1 -0.12 1.00E+0 0.77 3.13E-5 
CATMA1ON92190F1 AT1G73280 0.87 7.11E-6 0.12 1.00E+0 -0.05 1.00E+0 0.25 8.28E-1 0.43 5.55E-2 -0.03 1.00E+0 0.76 4.28E-5 
CATMA1ON95226F1 AT1G73290 0.89 4.23E-6 0.28 4.30E-1 0.13 1.00E+0 0.22 1.00E+0 0.54 5.04E-3 -0.07 1.00E+0 0.64 1.21E-3 
CATMA1ON92505F1 AT1G73300 2.26 0.00E+0 0.48 2.40E-2 0.22 9.41E-1 0.08 1.00E+0 1.55 0.00E+0 0.14 1.00E+0 1.33 0.00E+0 
CATMA1ON95227F1 AT1G73310 0.87 8.06E-6 0.34 2.08E-1 0.03 1.00E+0 0.27 7.05E-1 0.46 2.89E-2 -0.04 1.00E+0 0.76 4.82E-5 
CATMA1OA62630F1 AT1G73330 -0.73 3.40E-4 -0.50 1.86E-2 -0.66 2.05E-4 -0.40 1.74E-1 0.01 1.00E+0 0.10 1.00E+0 0.00 1.00E+0 
CATMA1OA62640R1 AT1G73340 1.14 8.53E-10 -0.04 1.00E+0 0.32 3.39E-1 0.16 1.00E+0 0.88 1.04E-7 -0.21 1.00E+0 0.95 6.88E-8 
CATMA1OA62725R1 AT1G73410 -0.91 2.10E-6 -0.37 1.39E-1 1.38 0.00E+0 -1.43 0.00E+0 -0.32 2.99E-1 0.27 1.00E+0 -2.85 0.00E+0 
CATMA1OA62790R1 AT1G73480 0.99 1.58E-7 1.21 1.07E-12 -0.26 7.02E-1 0.03 1.00E+0 -0.15 1.00E+0 0.02 1.00E+0 0.08 1.00E+0 
CATMA1ON102851F1 AT1G73500 -1.47 0.00E+0 -1.12 5.13E-11 -0.18 1.00E+0 -0.69 5.84E-4 -0.07 1.00E+0 0.25 1.00E+0 -0.60 2.88E-3 
CATMA1OA62840F1 AT1G73540 -0.52 2.56E-2 -1.03 2.34E-9 0.00 1.00E+0 -0.46 7.20E-2 0.39 1.15E-1 -0.18 1.00E+0 -0.04 1.00E+0 
CATMA1OF00582R1 AT1G73603 0.03 1.00E+0 -0.60 2.30E-3 -0.16 1.00E+0 -0.39 2.19E-1 0.45 3.46E-2 0.02 1.00E+0 0.04 1.00E+0 
CATMA1OA62950R1 AT1G73630 0.72 3.88E-4 0.71 1.43E-4 -0.14 1.00E+0 0.12 1.00E+0 0.07 1.00E+0 0.16 1.00E+0 0.28 5.84E-1 
CATMA1ON102853F1 AT1G73660 0.52 2.44E-2 -0.15 9.71E-1 -0.34 2.79E-1 -0.66 1.25E-3 0.65 2.42E-4 0.17 1.00E+0 0.42 1.06E-1 
CATMA1OA63010F1 AT1G73680 -0.51 2.81E-2 -1.15 1.38E-11 -0.14 1.00E+0 -0.58 7.67E-3 0.62 7.01E-4 -0.09 1.00E+0 0.34 3.23E-1 
CATMA1OA63100R1 AT1G73780 -1.17 2.04E-10 -2.78 0.00E+0 0.26 6.82E-1 -0.64 2.13E-3 1.43 0.00E+0 -0.37 9.63E-1 0.38 1.71E-1 
CATMA1OC72137F1 AT1G73805 -1.13 9.40E-10 0.08 1.00E+0 0.55 4.57E-3 0.62 3.68E-3 -1.68 0.00E+0 -0.31 1.00E+0 -1.47 0.00E+0 
CATMA1OA63140F1 AT1G73810 -0.60 5.45E-3 -0.63 1.08E-3 -0.27 6.53E-1 -0.67 1.12E-3 -0.10 1.00E+0 0.10 1.00E+0 -0.47 4.73E-2 
CATMA1OA63240R1 AT1G73885 1.29 1.23E-12 0.79 1.12E-5 -0.25 7.66E-1 0.28 6.76E-1 0.64 3.95E-4 0.19 1.00E+0 1.24 2.69E-13 
CATMA1OA63270R1 AT1G73920 1.28 2.17E-12 1.74 0.00E+0 0.16 1.00E+0 1.10 5.61E-10 -0.23 8.01E-1 0.12 1.00E+0 0.75 5.76E-5 
CATMA1OA63356F1 AT1G74000 -0.44 8.91E-2 -0.13 1.00E+0 0.79 2.36E-6 -0.95 2.49E-7 0.24 7.11E-1 0.42 5.82E-1 -1.54 0.00E+0 
CATMA1OA63360F1 AT1G74010 -1.21 3.90E-11 -0.52 1.05E-2 0.04 1.00E+0 -0.28 6.64E-1 -0.43 5.82E-2 0.38 8.79E-1 -0.76 4.77E-5 
CATMA1OB63370F1 AT1G74020 -0.65 1.87E-3 -0.54 8.46E-3 0.09 1.00E+0 -0.35 3.51E-1 0.12 1.00E+0 0.22 1.00E+0 -0.37 2.16E-1 
CATMA1OA63420R1 AT1G74055 -1.17 2.17E-10 -0.51 1.31E-2 -0.03 1.00E+0 -0.15 1.00E+0 0.06 1.00E+0 0.61 3.12E-2 -0.11 1.00E+0 
CATMA1OA63450R1 AT1G74080 -2.25 0.00E+0 -0.23 6.59E-1 -0.07 1.00E+0 -0.24 8.93E-1 -2.43 0.00E+0 -0.17 1.00E+0 -2.58 0.00E+0 
CATMA1OA63470R1 AT1G74090 0.87 7.25E-6 1.14 2.39E-11 0.43 5.84E-2 0.46 8.03E-2 -0.05 1.00E+0 0.28 1.00E+0 -0.12 1.00E+0 
CATMA1OA63480F1 AT1G74100 -1.30 8.08E-13 -0.01 1.00E+0 0.18 1.00E+0 -0.12 1.00E+0 -1.38 0.00E+0 -0.04 1.00E+0 -1.59 0.00E+0 
CATMA1OA63515R1 AT1G74140 -1.85 0.00E+0 0.14 1.00E+0 0.00 1.00E+0 0.28 6.60E-1 -2.29 0.00E+0 -0.17 1.00E+0 -2.09 0.00E+0 
CATMA1OA63540R1 AT1G74150 0.84 1.80E-5 0.81 6.85E-6 0.04 1.00E+0 0.02 1.00E+0 0.01 1.00E+0 0.14 1.00E+0 -0.05 1.00E+0 
CATMA1OA63570F1 AT1G74180 1.15 4.75E-10 0.95 6.60E-8 0.06 1.00E+0 0.63 2.74E-3 0.39 1.10E-1 0.08 1.00E+0 0.80 1.50E-5 
CATMA1OA63750R1 AT1G74360 -1.67 0.00E+0 0.21 7.57E-1 0.30 4.46E-1 0.29 6.07E-1 -1.62 0.00E+0 0.32 1.00E+0 -1.52 0.00E+0 
CATMA1OA63760F1 AT1G74370 0.86 1.00E-5 0.54 8.28E-3 0.00 1.00E+0 -0.11 1.00E+0 0.37 1.42E-1 -0.16 1.00E+0 0.08 1.00E+0 
CATMA1OA63770R1 AT1G74380 0.04 1.00E+0 -0.62 1.40E-3 0.12 1.00E+0 -0.19 1.00E+0 0.32 3.15E-1 -0.25 1.00E+0 0.03 1.00E+0 
CATMA1ON92520F1 AT1G74440 -0.24 7.15E-1 0.57 3.70E-3 0.19 1.00E+0 0.12 1.00E+0 -0.91 3.39E-8 0.02 1.00E+0 -1.02 3.88E-9 
CATMA1ON102859R1 AT1G74450 1.34 2.00E-13 1.17 6.17E-12 -0.15 1.00E+0 -0.25 8.32E-1 0.18 1.00E+0 -0.05 1.00E+0 0.08 1.00E+0 
CATMA1ON92655R1 AT1G74458 0.46 6.81E-2 1.03 3.11E-9 0.32 3.52E-1 0.48 5.34E-2 -0.17 1.00E+0 0.19 1.00E+0 -0.09 1.00E+0 
CATMA1OA63870F1 AT1G74460 -0.87 7.94E-6 -0.80 1.04E-5 1.08 4.92E-12 -2.28 0.00E+0 0.02 1.00E+0 -0.03 1.00E+0 -2.88 0.00E+0 
CATMA1OA63880R1 AT1G74470 0.63 2.83E-3 -0.41 8.30E-2 -0.61 9.02E-4 -1.04 8.55E-9 0.66 2.19E-4 -0.34 1.00E+0 0.25 7.37E-1 
CATMA1OA63900F1 AT1G74490 -1.14 6.69E-10 -1.44 0.00E+0 -0.16 1.00E+0 -0.79 3.55E-5 0.23 8.07E-1 -0.24 1.00E+0 -0.43 9.31E-2 
CATMA1OA63910F1 AT1G74500 -0.80 5.85E-5 -2.06 0.00E+0 0.06 1.00E+0 -0.59 7.04E-3 0.64 3.48E-4 -0.51 1.68E-1 0.10 1.00E+0 
CATMA1OA63980F1 AT1G74590 -1.98 0.00E+0 -0.18 8.83E-1 0.10 1.00E+0 0.10 1.00E+0 -2.51 0.00E+0 -0.67 9.72E-3 -2.48 0.00E+0 
CATMA1OC72153R1 AT1G74630 -0.43 1.07E-1 -1.04 1.70E-9 -0.01 1.00E+0 -0.26 7.64E-1 0.13 1.00E+0 -0.06 1.00E+0 -0.11 1.00E+0 
CATMA1OA64030F1 AT1G74660 0.47 5.43E-2 0.61 1.52E-3 0.40 1.02E-1 0.20 1.00E+0 0.26 6.37E-1 0.26 1.00E+0 -0.01 1.00E+0 
CATMA1OA64050R1 AT1G74680 0.42 1.23E-1 0.71 1.17E-4 -0.03 1.00E+0 0.40 1.72E-1 -0.06 1.00E+0 0.13 1.00E+0 0.41 1.28E-1 
CATMA1OA64075R1 AT1G74710 -2.24 0.00E+0 -1.33 0.00E+0 0.73 1.80E-5 0.02 1.00E+0 -1.11 2.29E-12 0.13 1.00E+0 -1.77 0.00E+0 
CATMA1OA64100F1 AT1G74740 -0.24 7.19E-1 -0.38 1.30E-1 0.22 9.64E-1 -0.37 2.81E-1 -0.03 1.00E+0 -0.08 1.00E+0 -0.59 3.47E-3 
CATMA1OA64120F1 AT1G74770 1.74 0.00E+0 1.15 1.28E-11 -0.34 2.96E-1 0.77 6.76E-5 0.55 3.77E-3 -0.03 1.00E+0 1.70 0.00E+0 
CATMA1OA64130R1 AT1G74780 1.09 4.36E-9 0.80 1.03E-5 0.07 1.00E+0 -0.13 1.00E+0 0.32 3.16E-1 0.03 1.00E+0 0.13 1.00E+0 
CATMA1OA64200F1 AT1G74830 0.05 1.00E+0 -1.13 4.10E-11 0.10 1.00E+0 0.00 1.00E+0 1.03 1.47E-10 -0.37 9.68E-1 0.76 4.21E-5 
CATMA1OA64210F1 AT1G74840 0.82 3.09E-5 0.29 3.67E-1 -0.16 1.00E+0 -0.13 1.00E+0 0.42 6.32E-2 -0.06 1.00E+0 0.45 5.87E-2 
CATMA1OA64300R1 AT1G74930 0.30 4.42E-1 -0.70 1.67E-4 -0.11 1.00E+0 -0.35 3.35E-1 0.55 4.21E-3 -0.44 4.28E-1 0.68 4.28E-4 
CATMA1OA64310R1 AT1G74940 0.02 1.00E+0 -0.41 7.54E-2 -0.58 1.84E-3 -0.63 2.94E-3 0.37 1.57E-1 0.06 1.00E+0 0.42 1.04E-1 
CATMA1OA64320F1 AT1G74950 -0.15 1.00E+0 0.32 2.62E-1 -0.15 1.00E+0 0.63 2.65E-3 -0.16 1.00E+0 0.44 4.56E-1 0.69 3.12E-4 
CATMA1OA64350R1 AT1G75000 -2.50 0.00E+0 0.15 9.74E-1 -0.71 3.95E-5 -0.56 1.15E-2 -2.55 0.00E+0 0.16 1.00E+0 -2.26 0.00E+0 
CATMA1OA64360F1 AT1G75010 0.62 3.70E-3 0.52 1.11E-2 -0.16 1.00E+0 0.22 9.78E-1 -0.13 1.00E+0 -0.23 1.00E+0 0.19 1.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA1OC72158R1 AT1G75030 -0.69 8.85E-4 0.97 2.20E-8 0.95 3.23E-9 -0.68 7.52E-4 -1.76 0.00E+0 0.49 2.23E-1 -2.98 0.00E+0 
CATMA1OA64376R1 AT1G75040 -3.65 0.00E+0 0.09 1.00E+0 -2.07 0.00E+0 0.10 1.00E+0 -4.02 0.00E+0 0.11 1.00E+0 -1.65 0.00E+0 
CATMA1OA64400R1 AT1G75080 -0.76 1.36E-4 -0.64 8.31E-4 -0.09 1.00E+0 -0.34 3.82E-1 -0.13 1.00E+0 0.04 1.00E+0 -0.27 6.37E-1 
CATMA1OA64490F1 AT1G75150 -0.33 3.31E-1 -0.73 7.22E-5 0.01 1.00E+0 -0.18 1.00E+0 -0.04 1.00E+0 -0.23 1.00E+0 0.03 1.00E+0 
CATMA1ON98328R1 AT1G75163 0.23 7.59E-1 0.64 8.18E-4 -0.28 5.96E-1 0.33 4.21E-1 -0.40 9.49E-2 0.20 1.00E+0 0.37 2.05E-1 
CATMA1ON98329R1 AT1G75166 0.64 2.58E-3 0.63 1.10E-3 -0.17 1.00E+0 0.08 1.00E+0 -0.03 1.00E+0 -0.01 1.00E+0 0.29 5.34E-1 
CATMA1OA64530R1 AT1G75190 0.71 4.65E-4 0.79 1.11E-5 -0.26 7.10E-1 0.35 3.34E-1 -0.22 8.36E-1 0.07 1.00E+0 0.57 5.55E-3 
CATMA1OA64570R1 AT1G75230 1.06 1.47E-8 1.89 0.00E+0 -0.21 1.00E+0 -0.23 9.19E-1 -0.19 1.00E+0 0.22 1.00E+0 -0.02 1.00E+0 
CATMA1OA64600R1 AT1G75260 -0.70 5.84E-4 -0.61 1.78E-3 -0.28 5.94E-1 -0.53 2.06E-2 0.17 1.00E+0 0.11 1.00E+0 0.08 1.00E+0 
CATMA1OA64615R1 AT1G75280 -0.31 3.99E-1 -0.67 3.53E-4 0.02 1.00E+0 -0.18 1.00E+0 0.15 1.00E+0 -0.18 1.00E+0 -0.03 1.00E+0 
CATMA1OC72161R1 AT1G75300 -0.27 5.84E-1 -0.72 8.99E-5 0.36 1.92E-1 -0.07 1.00E+0 0.34 2.42E-1 -0.01 1.00E+0 -0.12 1.00E+0 
CATMA1OA64720F1 AT1G75380 -0.61 4.74E-3 -0.84 2.86E-6 -0.74 1.61E-5 -0.68 8.64E-4 0.24 7.05E-1 0.01 1.00E+0 0.19 1.00E+0 
CATMA1OC72163F1 AT1G75450 -0.94 8.78E-7 -0.29 3.77E-1 -0.21 1.00E+0 -0.39 2.03E-1 -0.64 3.57E-4 0.41 6.50E-1 -0.61 2.66E-3 
CATMA1OA64850F1 AT1G75520 -1.28 2.30E-12 0.75 4.05E-5 -0.65 2.80E-4 -0.22 9.70E-1 -1.08 1.38E-11 1.06 1.54E-7 -0.85 2.94E-6 
CATMA1OA64870R1 AT1G75540 0.74 2.49E-4 0.70 1.79E-4 0.02 1.00E+0 0.09 1.00E+0 0.19 1.00E+0 0.18 1.00E+0 0.29 5.21E-1 
CATMA1OA64880F1 AT1G75550 0.81 4.09E-5 0.30 3.53E-1 0.17 1.00E+0 0.07 1.00E+0 0.18 1.00E+0 -0.16 1.00E+0 0.20 1.00E+0 
CATMA1OA64900R1 AT1G75580 0.88 5.62E-6 0.65 6.28E-4 -0.11 1.00E+0 -0.01 1.00E+0 -0.08 1.00E+0 0.11 1.00E+0 0.14 1.00E+0 
CATMA1OA64910F1 AT1G75590 -0.31 4.22E-1 -1.09 1.78E-10 -0.20 1.00E+0 0.15 1.00E+0 0.06 1.00E+0 -0.51 1.61E-1 0.57 5.80E-3 
CATMA1OA64940F1 AT1G75620 -0.31 4.12E-1 -0.86 1.24E-6 0.13 1.00E+0 -0.61 3.90E-3 0.80 2.37E-6 -0.02 1.00E+0 0.08 1.00E+0 
CATMA1OA64950F1 AT1G75640 -0.46 6.66E-2 -0.81 7.30E-6 -0.19 1.00E+0 -0.57 9.84E-3 0.13 1.00E+0 -0.25 1.00E+0 -0.24 8.18E-1 
CATMA1OA64990F1 AT1G75690 0.35 2.68E-1 -0.31 3.05E-1 0.17 1.00E+0 -0.12 1.00E+0 0.72 2.69E-5 -0.08 1.00E+0 0.49 3.20E-2 
CATMA1ON95236R1 AT1G75700 -0.37 2.10E-1 -0.76 2.99E-5 0.03 1.00E+0 -0.54 1.99E-2 0.61 8.70E-4 0.21 1.00E+0 0.04 1.00E+0 
CATMA1OA65010R1 AT1G75710 0.22 8.15E-1 -1.03 2.71E-9 -0.11 1.00E+0 -0.66 1.28E-3 0.49 1.69E-2 -0.45 3.87E-1 -0.13 1.00E+0 
CATMA1OA65030F1 AT1G75720 -0.79 6.23E-5 -0.90 3.18E-7 0.23 8.95E-1 -0.40 1.83E-1 0.43 5.45E-2 0.16 1.00E+0 -0.31 4.20E-1 
CATMA1OA65040F1 AT1G75730 -0.47 5.27E-2 -0.25 5.26E-1 0.11 1.00E+0 -0.50 3.77E-2 -0.10 1.00E+0 0.11 1.00E+0 -0.63 1.62E-3 
CATMA1OC72165F1 AT1G75750 0.93 1.05E-6 -0.84 2.71E-6 0.20 1.00E+0 -0.06 1.00E+0 1.03 1.26E-10 -0.67 9.52E-3 0.81 1.01E-5 
CATMA1OC72166F1 AT1G75760 0.16 9.87E-1 -0.04 1.00E+0 0.78 4.14E-6 -0.17 1.00E+0 0.17 1.00E+0 0.12 1.00E+0 -0.75 5.19E-5 
CATMA1OC72167F1 AT1G75780 -0.50 3.34E-2 -1.85 0.00E+0 0.03 1.00E+0 -0.68 8.80E-4 0.92 2.27E-8 -0.67 8.45E-3 0.36 2.29E-1 
CATMA1OA65110F1 AT1G75820 0.47 5.72E-2 0.89 5.47E-7 -0.11 1.00E+0 0.59 7.05E-3 -0.58 1.67E-3 -0.22 1.00E+0 0.08 1.00E+0 
CATMA1OA65113R1 AT1G75830 -1.07 1.03E-8 0.43 5.84E-2 -1.29 0.00E+0 0.06 1.00E+0 -1.27 0.00E+0 0.19 1.00E+0 0.05 1.00E+0 
CATMA1OA65150R1 AT1G75880 -1.01 7.17E-8 0.38 1.18E-1 -0.51 1.24E-2 -0.24 8.88E-1 -0.79 3.13E-6 0.45 4.13E-1 -0.46 5.02E-2 
CATMA1OA65170R1 AT1G75900 -1.66 0.00E+0 1.25 1.30E-13 -0.97 1.08E-9 -0.19 1.00E+0 -2.02 0.00E+0 1.53 0.00E+0 -1.02 4.77E-9 
CATMA1OA65180R1 AT1G75910 -0.11 1.00E+0 -0.47 3.07E-2 -0.21 1.00E+0 0.07 1.00E+0 0.46 3.27E-2 0.00 1.00E+0 0.64 1.05E-3 
CATMA1OA65260F1 AT1G76020 -0.58 7.66E-3 -0.98 1.70E-8 -0.10 1.00E+0 -0.39 2.10E-1 0.21 9.09E-1 0.01 1.00E+0 -0.06 1.00E+0 
CATMA1OA65310F1 AT1G76080 1.65 0.00E+0 1.83 0.00E+0 -0.02 1.00E+0 1.01 2.03E-8 -0.26 5.88E-1 0.09 1.00E+0 0.77 3.20E-5 
CATMA1OA65315F1 AT1G76090 -0.01 1.00E+0 -1.25 1.77E-13 0.13 1.00E+0 -0.19 1.00E+0 0.90 3.96E-8 -0.39 8.57E-1 0.61 2.55E-3 
CATMA1OA65380F1 AT1G76160 -0.28 5.40E-1 -0.75 4.16E-5 -0.09 1.00E+0 -0.39 2.06E-1 0.31 3.47E-1 -0.12 1.00E+0 -0.06 1.00E+0 
CATMA1OA65420F1 AT1G76210 0.19 9.00E-1 -0.42 7.15E-2 0.17 1.00E+0 -0.45 8.90E-2 0.78 4.10E-6 0.19 1.00E+0 0.33 3.30E-1 
CATMA1OA65430F1 AT1G76220 1.20 6.56E-11 0.01 1.00E+0 0.07 1.00E+0 0.24 9.00E-1 0.76 8.33E-6 -0.49 2.13E-1 0.64 1.24E-3 
CATMA1OA65440F1 AT1G76240 0.36 2.52E-1 -1.35 0.00E+0 0.53 6.47E-3 -0.29 6.41E-1 1.02 2.10E-10 -0.95 6.52E-6 0.08 1.00E+0 
CATMA1OA65450F1 AT1G76250 0.75 1.78E-4 0.05 1.00E+0 0.79 2.41E-6 -0.06 1.00E+0 0.48 1.90E-2 -0.24 1.00E+0 -0.39 1.52E-1 
CATMA1ON95239F1 AT1G76310 -0.65 2.02E-3 -0.59 2.69E-3 -0.15 1.00E+0 -0.10 1.00E+0 -0.20 9.40E-1 -0.08 1.00E+0 -0.11 1.00E+0 
CATMA1OA65550F1 AT1G76340 -0.17 9.76E-1 -0.64 7.30E-4 0.01 1.00E+0 -0.33 3.97E-1 0.29 4.49E-1 0.01 1.00E+0 -0.08 1.00E+0 
CATMA1OA65560R1 AT1G76350 -0.96 4.90E-7 -1.30 1.09E-14 -0.51 1.27E-2 -0.71 3.68E-4 0.27 5.46E-1 -0.03 1.00E+0 0.11 1.00E+0 
CATMA1OA65570F1 AT1G76360 -0.02 1.00E+0 -0.59 2.82E-3 0.08 1.00E+0 -0.53 2.19E-2 0.32 3.12E-1 -0.19 1.00E+0 -0.28 6.00E-1 
CATMA1ON102896F1 AT1G76380 0.62 3.93E-3 0.53 1.01E-2 -0.29 5.32E-1 -0.14 1.00E+0 0.10 1.00E+0 0.03 1.00E+0 0.22 9.02E-1 
CATMA1OC72178R1 AT1G76410 0.93 1.10E-6 0.84 2.47E-6 0.34 2.64E-1 1.06 3.40E-9 0.31 3.63E-1 0.26 1.00E+0 1.02 4.71E-9 
CATMA1OA65660F1 AT1G76430 -2.15 0.00E+0 -0.87 9.48E-7 0.02 1.00E+0 0.29 5.93E-1 -1.20 3.06E-14 0.13 1.00E+0 -1.00 8.80E-9 
CATMA1OC72179R1 AT1G76450 0.56 1.33E-2 0.85 1.76E-6 0.16 1.00E+0 0.09 1.00E+0 -0.09 1.00E+0 0.11 1.00E+0 -0.11 1.00E+0 
CATMA1OC72180F1 AT1G76460 -0.26 6.10E-1 -0.63 1.08E-3 -0.23 8.73E-1 -0.16 1.00E+0 0.59 1.49E-3 0.24 1.00E+0 0.59 4.07E-3 
CATMA1OC72181F1 AT1G76480 -0.76 1.37E-4 -1.05 9.60E-10 -0.19 1.00E+0 -1.11 4.09E-10 0.59 1.49E-3 0.07 1.00E+0 -0.20 9.91E-1 
CATMA1OA65695R1 AT1G76490 -0.06 1.00E+0 -0.59 2.70E-3 -0.15 1.00E+0 -0.34 3.87E-1 0.37 1.40E-1 -0.16 1.00E+0 0.26 7.11E-1 
CATMA1OA65720R1 AT1G76520 -0.78 9.84E-5 -0.39 1.08E-1 -0.23 8.87E-1 -0.10 1.00E+0 -0.02 1.00E+0 0.33 1.00E+0 0.16 1.00E+0 
CATMA1OA65740F1 AT1G76540 -0.65 1.92E-3 -0.85 1.76E-6 0.00 1.00E+0 -0.49 4.72E-2 0.25 6.89E-1 0.03 1.00E+0 -0.31 4.47E-1 
CATMA1OA65760R1 AT1G76560 0.56 1.14E-2 0.26 4.85E-1 -0.01 1.00E+0 0.63 2.52E-3 0.24 7.36E-1 0.08 1.00E+0 0.89 7.51E-7 
CATMA1OA65770R1 AT1G76570 0.73 3.07E-4 0.49 2.00E-2 0.15 1.00E+0 1.05 4.70E-9 0.43 5.38E-2 0.03 1.00E+0 1.28 4.74E-14 
CATMA1OA65790R1 AT1G76590 1.28 1.97E-12 0.98 2.04E-8 -0.63 5.12E-4 0.12 1.00E+0 0.40 9.18E-2 0.15 1.00E+0 1.19 2.61E-12 
CATMA1OA65800R1 AT1G76600 -1.73 0.00E+0 0.50 1.54E-2 0.34 2.87E-1 0.39 1.99E-1 -1.20 1.57E-14 1.26 8.87E-11 -0.98 2.67E-8 
CATMA1ON102911F1 AT1G76640 -0.52 2.66E-2 -0.64 7.23E-4 -0.38 1.46E-1 -0.04 1.00E+0 0.29 4.30E-1 0.11 1.00E+0 0.62 1.97E-3 
CATMA1OA65860F1 AT1G76650 -2.38 0.00E+0 -1.80 0.00E+0 0.35 2.47E-1 -1.30 4.16E-14 -0.19 1.00E+0 0.22 1.00E+0 -1.89 0.00E+0 
CATMA1ON102914R1 AT1G76680 -1.91 0.00E+0 -0.86 1.13E-6 0.21 1.00E+0 -0.38 2.45E-1 -0.40 9.27E-2 0.44 4.45E-1 -1.02 4.86E-9 
CATMA1ON92246R1 AT1G76690 -1.73 0.00E+0 -1.27 6.15E-14 0.05 1.00E+0 -0.43 1.20E-1 -0.31 3.69E-1 0.47 3.19E-1 -0.68 4.41E-4 
CATMA1OF02719R1 AT1G76705 0.08 1.00E+0 -0.87 1.08E-6 0.08 1.00E+0 -0.04 1.00E+0 0.74 1.43E-5 -0.07 1.00E+0 0.48 3.61E-2 
CATMA1OA66000R1 AT1G76780 -0.63 3.27E-3 -0.55 6.41E-3 -0.04 1.00E+0 -0.24 9.00E-1 0.00 1.00E+0 0.10 1.00E+0 -0.26 6.83E-1 
CATMA1OC72184F1 AT1G76790 -1.02 5.11E-8 -0.06 1.00E+0 -0.59 1.63E-3 0.26 7.80E-1 -0.79 3.38E-6 0.18 1.00E+0 0.03 1.00E+0 
CATMA1OA66020R1 AT1G76800 -2.42 0.00E+0 -2.45 0.00E+0 0.47 2.76E-2 0.62 3.76E-3 0.20 9.72E-1 0.21 1.00E+0 0.43 8.11E-2 
CATMA1ON99172R1 AT1G76880 0.66 1.70E-3 0.08 1.00E+0 0.10 1.00E+0 -0.26 7.71E-1 0.52 7.85E-3 -0.03 1.00E+0 0.18 1.00E+0 
CATMA1ON99173F1 AT1G76890 1.44 0.00E+0 0.16 9.47E-1 -0.15 1.00E+0 -0.17 1.00E+0 1.16 1.76E-13 -0.10 1.00E+0 1.18 4.29E-12 
CATMA1ON95242R1 AT1G76910 -0.10 1.00E+0 0.49 2.10E-2 0.01 1.00E+0 0.70 5.44E-4 -0.38 1.35E-1 0.03 1.00E+0 0.35 2.61E-1 
CATMA1OC72188F1 AT1G76930 -0.67 1.40E-3 0.82 4.99E-6 -0.51 1.07E-2 0.36 3.06E-1 -1.20 3.06E-14 0.58 4.77E-2 -0.25 7.27E-1 
CATMA1ON92048F1 AT1G76952 -1.50 0.00E+0 -1.17 6.47E-12 -0.04 1.00E+0 -0.32 4.63E-1 -0.09 1.00E+0 0.27 1.00E+0 -0.21 9.68E-1 
CATMA1OA66220F1 AT1G76980 -0.45 7.46E-2 -0.18 8.66E-1 -0.28 6.04E-1 0.15 1.00E+0 0.06 1.00E+0 0.27 1.00E+0 0.66 6.46E-4 
CATMA1OA66230R1 AT1G76990 -0.13 1.00E+0 -0.33 2.29E-1 -0.67 1.45E-4 -0.34 3.61E-1 0.28 5.14E-1 0.13 1.00E+0 0.55 8.45E-3 
CATMA1OA66250R1 AT1G77000 -0.67 1.22E-3 -0.03 1.00E+0 -0.35 2.31E-1 -0.10 1.00E+0 -0.62 5.63E-4 0.07 1.00E+0 -0.23 8.68E-1 
CATMA1OA66300F1 AT1G77090 0.52 2.57E-2 0.68 2.91E-4 -0.43 6.59E-2 -0.30 5.75E-1 -0.30 3.94E-1 0.19 1.00E+0 0.03 1.00E+0 
CATMA1OA66315R1 AT1G77110 -0.28 5.43E-1 -0.76 3.25E-5 0.34 2.92E-1 0.29 6.06E-1 0.09 1.00E+0 -0.32 1.00E+0 0.09 1.00E+0 
CATMA1OA66320R1 AT1G77120 -1.68 0.00E+0 -1.74 0.00E+0 -1.60 0.00E+0 -1.78 0.00E+0 0.26 6.13E-1 0.32 1.00E+0 -0.12 1.00E+0 
CATMA1OA66410F1 AT1G77200 -0.25 6.64E-1 -0.63 9.12E-4 -0.10 1.00E+0 -0.53 2.26E-2 0.38 1.26E-1 0.01 1.00E+0 0.17 1.00E+0 
CATMA1OA66420F1 AT1G77210 -0.39 1.79E-1 0.78 1.77E-5 -0.61 9.37E-4 0.82 1.56E-5 -0.89 7.14E-8 0.45 3.87E-1 0.51 2.17E-2 
CATMA1OA66500F1 AT1G77280 -0.65 1.93E-3 -0.66 4.22E-4 0.04 1.00E+0 0.93 4.19E-7 0.25 6.59E-1 0.18 1.00E+0 1.14 2.67E-11 
CATMA1OA66550F1 AT1G77330 0.00 1.00E+0 -1.99 0.00E+0 0.25 7.40E-1 -0.16 1.00E+0 1.02 1.90E-10 -0.90 2.72E-5 0.55 9.92E-3 
CATMA1OA66600F1 AT1G77380 1.64 0.00E+0 1.85 0.00E+0 0.53 7.39E-3 1.52 0.00E+0 -0.28 5.22E-1 -0.06 1.00E+0 0.76 4.41E-5 
CATMA1OC72195R1 AT1G77450 -1.64 0.00E+0 -1.42 0.00E+0 -0.37 1.82E-1 -0.40 1.78E-1 0.56 2.87E-3 0.66 1.09E-2 0.62 2.00E-3 
CATMA1OA66671R1 AT1G77490 0.13 1.00E+0 -0.44 5.36E-2 -0.22 9.84E-1 -0.64 2.04E-3 0.29 4.29E-1 -0.26 1.00E+0 0.08 1.00E+0 
CATMA1OC72198R1 AT1G77500 -0.37 2.11E-1 -0.45 4.19E-2 0.37 1.80E-1 -0.53 2.39E-2 0.04 1.00E+0 -0.09 1.00E+0 -0.77 2.82E-5 
CATMA1OC72199R1 AT1G77510 -0.67 1.20E-3 0.05 1.00E+0 0.22 9.38E-1 0.47 6.46E-2 -0.94 9.63E-9 -0.10 1.00E+0 -0.57 6.66E-3 
CATMA1OC72200R1 AT1G77520 -0.98 2.35E-7 -0.71 1.28E-4 -0.14 1.00E+0 -0.26 7.61E-1 -0.09 1.00E+0 -0.03 1.00E+0 -0.01 1.00E+0 
CATMA1ON92263F1 AT1G77525 0.72 3.90E-4 0.59 2.80E-3 0.06 1.00E+0 0.11 1.00E+0 0.09 1.00E+0 0.03 1.00E+0 0.22 8.77E-1 
CATMA1OA66714R1 AT1G77570 0.34 2.89E-1 0.73 6.56E-5 0.26 6.96E-1 0.74 1.72E-4 -0.38 1.38E-1 0.32 1.00E+0 0.25 7.25E-1 
CATMA1ON102930F1 AT1G77590 -1.03 4.56E-8 -1.09 1.94E-10 0.76 7.70E-6 -0.93 4.87E-7 -0.05 1.00E+0 -0.08 1.00E+0 -1.62 0.00E+0 
CATMA1OA66768R1 AT1G77640 0.48 4.76E-2 -0.24 5.88E-1 0.04 1.00E+0 -0.36 3.14E-1 0.68 1.04E-4 0.12 1.00E+0 0.29 5.20E-1 
CATMA1ON102933R1 AT1G77700 -0.56 1.21E-2 -0.88 6.22E-7 0.00 1.00E+0 -0.71 3.59E-4 0.37 1.44E-1 0.28 1.00E+0 -0.25 7.23E-1 
CATMA1OA66870R1 AT1G77720 0.64 2.33E-3 0.51 1.39E-2 0.00 1.00E+0 0.25 8.29E-1 0.17 1.00E+0 0.03 1.00E+0 0.44 7.86E-2 
CATMA1OA66880R1 AT1G77730 -0.49 4.45E-2 -0.23 6.30E-1 0.60 1.17E-3 -0.37 2.60E-1 -0.29 4.24E-1 0.19 1.00E+0 -1.58 0.00E+0 
CATMA1OA66910F1 AT1G77760 1.36 7.17E-14 2.05 0.00E+0 0.80 1.44E-6 1.65 0.00E+0 -0.88 1.10E-7 0.02 1.00E+0 0.01 1.00E+0 
CATMA1OA66980F1 AT1G77830 -0.12 1.00E+0 -0.70 1.64E-4 -0.20 1.00E+0 -0.48 5.39E-2 0.41 7.97E-2 -0.06 1.00E+0 -0.14 1.00E+0 
CATMA1OA67000R1 AT1G77850 0.58 8.32E-3 0.64 8.61E-4 0.39 1.25E-1 0.22 9.79E-1 0.22 8.65E-1 0.23 1.00E+0 -0.04 1.00E+0 
CATMA1OA67040R1 AT1G77885 1.18 1.83E-10 1.44 0.00E+0 0.29 5.36E-1 0.74 1.75E-4 -0.16 1.00E+0 0.22 1.00E+0 0.43 8.75E-2 
CATMA1OA67050R1 AT1G77890 -0.59 6.52E-3 -0.25 5.69E-1 0.16 1.00E+0 -0.10 1.00E+0 -0.40 8.78E-2 0.01 1.00E+0 -0.59 3.73E-3 
CATMA1OA67060R1 AT1G77920 -0.88 5.67E-6 -0.38 1.28E-1 -0.18 1.00E+0 0.02 1.00E+0 -0.45 3.94E-2 0.06 1.00E+0 -0.30 4.64E-1 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA1ON102937F1 AT1G77990 1.55 0.00E+0 1.75 0.00E+0 0.20 1.00E+0 0.72 2.92E-4 0.42 6.89E-2 0.34 1.00E+0 0.60 3.12E-3 
CATMA1OA67116R1 AT1G78000 3.37 0.00E+0 3.80 0.00E+0 1.31 0.00E+0 2.68 0.00E+0 -0.37 1.57E-1 0.23 1.00E+0 0.95 6.14E-8 
CATMA1OA67120R1 AT1G78010 0.47 5.59E-2 0.61 1.82E-3 -0.06 1.00E+0 0.16 1.00E+0 0.02 1.00E+0 0.13 1.00E+0 0.35 2.66E-1 
CATMA1OA67130R1 AT1G78020 -0.48 5.05E-2 -1.16 9.22E-12 -0.28 6.06E-1 -1.06 2.79E-9 0.45 4.00E-2 0.18 1.00E+0 -0.23 8.66E-1 
CATMA1OC72210R1 AT1G78030 -0.65 2.03E-3 0.79 1.25E-5 0.11 1.00E+0 0.40 1.78E-1 -1.42 0.00E+0 -0.01 1.00E+0 -1.31 1.62E-14 
CATMA1OA67150R1 AT1G78040 -0.10 1.00E+0 -0.66 4.84E-4 -0.26 6.90E-1 -0.53 2.08E-2 0.39 1.13E-1 -0.17 1.00E+0 0.02 1.00E+0 
CATMA1ON102938R1 AT1G78050 0.13 1.00E+0 0.89 4.19E-7 0.54 5.11E-3 1.20 7.26E-12 -0.53 7.03E-3 0.34 1.00E+0 0.08 1.00E+0 
CATMA1OA67170F1 AT1G78060 -0.20 8.87E-1 -0.11 1.00E+0 -0.52 1.02E-2 -0.59 6.22E-3 -0.05 1.00E+0 0.12 1.00E+0 -0.15 1.00E+0 
CATMA1OA67180R1 AT1G78070 -0.95 6.58E-7 -0.58 3.43E-3 -0.46 3.31E-2 -0.49 4.86E-2 -0.14 1.00E+0 0.20 1.00E+0 -0.18 1.00E+0 
CATMA1OA67190R1 AT1G78080 0.97 3.62E-7 0.96 4.01E-8 -0.37 1.81E-1 0.09 1.00E+0 0.19 1.00E+0 0.00 1.00E+0 0.73 1.09E-4 
CATMA1OA67195R1 AT1G78090 1.11 1.92E-9 2.23 0.00E+0 1.31 0.00E+0 1.99 0.00E+0 -0.49 1.57E-2 0.70 4.93E-3 0.23 8.65E-1 
CATMA1OA67240F1 AT1G78120 0.69 7.36E-4 0.44 4.95E-2 0.16 1.00E+0 0.27 7.53E-1 0.15 1.00E+0 -0.23 1.00E+0 0.21 9.61E-1 
CATMA1OA67290R1 AT1G78170 -0.39 1.81E-1 0.38 1.31E-1 -0.28 5.70E-1 0.01 1.00E+0 -0.63 4.85E-4 0.26 1.00E+0 -0.32 4.07E-1 
CATMA1OA67340F1 AT1G78210 0.29 5.01E-1 0.66 4.59E-4 0.28 5.95E-1 0.31 5.12E-1 -0.17 1.00E+0 0.12 1.00E+0 -0.13 1.00E+0 
CATMA1OA67350R1 AT1G78230 -0.18 9.36E-1 -1.51 0.00E+0 0.30 4.79E-1 -0.37 2.67E-1 1.47 0.00E+0 0.18 1.00E+0 1.09 3.03E-10 
CATMA1OA67370R1 AT1G78260 0.23 7.63E-1 -1.96 0.00E+0 0.57 2.93E-3 0.04 1.00E+0 1.33 0.00E+0 -0.68 7.32E-3 0.92 1.84E-7 
CATMA1OC72213R1 AT1G78280 0.37 2.10E-1 0.69 2.20E-4 -0.05 1.00E+0 0.02 1.00E+0 -0.21 9.33E-1 0.12 1.00E+0 -0.03 1.00E+0 
CATMA1OC72214F1 AT1G78290 1.89 0.00E+0 1.72 0.00E+0 -0.21 1.00E+0 0.85 5.96E-6 0.21 9.38E-1 -0.04 1.00E+0 1.26 9.28E-14 
CATMA1OA67430F1 AT1G78320 -0.77 1.04E-4 -0.38 1.21E-1 -0.06 1.00E+0 -0.15 1.00E+0 -0.04 1.00E+0 0.33 1.00E+0 -0.06 1.00E+0 
CATMA1OC72216F1 AT1G78340 -1.08 6.08E-9 0.15 9.61E-1 0.18 1.00E+0 -0.30 5.88E-1 -1.45 0.00E+0 -0.25 1.00E+0 -1.76 0.00E+0 
CATMA1OC72217F1 AT1G78360 -1.10 3.24E-9 0.41 8.21E-2 -0.25 7.90E-1 0.49 4.31E-2 -1.53 0.00E+0 -0.06 1.00E+0 -0.80 1.39E-5 
CATMA1OA67470F1 AT1G78370 -0.17 9.83E-1 1.07 5.45E-10 0.23 9.26E-1 0.02 1.00E+0 -0.83 5.70E-7 0.44 4.51E-1 -0.97 3.95E-8 
CATMA1OA67475F1 AT1G78380 0.46 6.22E-2 0.99 1.27E-8 0.02 1.00E+0 0.13 1.00E+0 -0.26 5.93E-1 0.32 1.00E+0 -0.16 1.00E+0 
CATMA1OA67500R1 AT1G78410 -1.89 0.00E+0 -0.47 3.16E-2 0.69 7.53E-5 -0.35 3.37E-1 -1.56 0.00E+0 0.03 1.00E+0 -2.74 0.00E+0 
CATMA1OC72219F1 AT1G78480 -0.55 1.60E-2 -0.47 2.72E-2 -0.35 2.47E-1 -0.64 2.34E-3 0.16 1.00E+0 0.27 1.00E+0 0.09 1.00E+0 
CATMA1OA67570R1 AT1G78490 -0.76 1.51E-4 -0.63 1.02E-3 -0.32 3.38E-1 -0.46 7.51E-2 -0.18 1.00E+0 -0.15 1.00E+0 -0.03 1.00E+0 
CATMA1OC72221F1 AT1G78520 0.31 4.23E-1 -1.35 0.00E+0 0.50 1.42E-2 -0.44 1.06E-1 1.41 0.00E+0 -0.39 8.54E-1 0.42 1.01E-1 
CATMA1OA67600F1 AT1G78530 -0.22 7.87E-1 -1.01 4.69E-9 -0.23 9.26E-1 -0.62 3.76E-3 0.88 8.99E-8 0.00 1.00E+0 0.26 7.09E-1 
CATMA1ON92440R1 AT1G78570 -0.62 4.17E-3 -0.70 1.47E-4 -0.10 1.00E+0 -0.36 2.95E-1 0.02 1.00E+0 -0.03 1.00E+0 -0.30 5.02E-1 
CATMA1OA67690R1 AT1G78630 0.62 3.75E-3 0.39 1.14E-1 0.00 1.00E+0 -0.16 1.00E+0 0.15 1.00E+0 -0.04 1.00E+0 0.06 1.00E+0 
CATMA1OA67770R1 AT1G78710 -0.19 9.20E-1 -0.59 2.62E-3 -0.32 3.45E-1 -0.10 1.00E+0 0.35 1.94E-1 -0.01 1.00E+0 0.49 3.13E-2 
CATMA1OC72225F1 AT1G78780 -1.40 1.10E-14 -0.35 1.86E-1 -0.72 2.90E-5 -0.59 7.04E-3 -0.94 7.99E-9 0.11 1.00E+0 -0.71 1.91E-4 
CATMA1OA67910F1 AT1G78815 -1.24 1.48E-11 -1.24 2.71E-13 -0.12 1.00E+0 -0.32 4.61E-1 0.12 1.00E+0 0.06 1.00E+0 0.03 1.00E+0 
CATMA1OA67930F1 AT1G78830 -0.49 4.15E-2 0.84 2.87E-6 -0.18 1.00E+0 -0.01 1.00E+0 -1.16 2.74E-13 0.18 1.00E+0 -0.94 1.21E-7 
CATMA1OA67950F1 AT1G78850 -0.20 8.87E-1 0.70 1.81E-4 -0.09 1.00E+0 0.72 2.93E-4 -1.01 3.74E-10 -0.09 1.00E+0 -0.15 1.00E+0 
CATMA1ON95247F1 AT1G78860 0.50 3.61E-2 0.40 8.80E-2 0.54 6.11E-3 1.04 7.49E-9 -0.37 1.50E-1 -0.48 2.73E-1 0.14 1.00E+0 
CATMA1OA68040F1 AT1G78930 1.20 5.72E-11 1.15 1.84E-11 0.05 1.00E+0 0.40 1.92E-1 -0.12 1.00E+0 0.12 1.00E+0 0.20 9.82E-1 
CATMA1OB68050F1 AT1G78940 -0.66 1.62E-3 -0.45 4.41E-2 0.33 3.35E-1 0.22 9.77E-1 -0.03 1.00E+0 -0.21 1.00E+0 -0.27 6.54E-1 
CATMA1OA68060F1 AT1G78950 -0.49 4.36E-2 -0.01 1.00E+0 0.93 8.29E-9 -0.07 1.00E+0 -0.59 1.31E-3 0.14 1.00E+0 -1.70 0.00E+0 
CATMA1ON92515R1 AT1G78970 -0.30 4.34E-1 -1.03 3.04E-9 -0.24 8.04E-1 -0.74 1.70E-4 0.68 9.59E-5 -0.29 1.00E+0 0.19 1.00E+0 
CATMA1OA68100F1 AT1G78990 -1.28 2.34E-12 -1.79 0.00E+0 0.82 7.14E-7 -2.10 0.00E+0 0.70 6.46E-5 0.11 1.00E+0 -2.29 0.00E+0 
CATMA1OA68150R1 AT1G79040 -0.91 1.89E-6 -0.21 7.38E-1 -1.48 0.00E+0 -0.80 2.93E-5 -0.44 4.68E-2 0.13 1.00E+0 0.45 6.63E-2 
CATMA1OA68170R1 AT1G79060 -0.10 1.00E+0 -0.68 2.90E-4 -0.12 1.00E+0 -0.47 6.20E-2 0.32 2.95E-1 -0.19 1.00E+0 0.15 1.00E+0 
CATMA1OA68230R1 AT1G79110 -1.24 1.36E-11 -1.04 1.99E-9 -0.02 1.00E+0 -0.55 1.49E-2 -0.02 1.00E+0 0.13 1.00E+0 -0.32 4.00E-1 
CATMA1OA68250R1 AT1G79130 0.26 6.03E-1 -1.56 0.00E+0 0.18 1.00E+0 -0.69 6.10E-4 1.61 0.00E+0 -0.21 1.00E+0 0.91 3.80E-7 
CATMA1OA68290F1 AT1G79160 -1.60 0.00E+0 0.36 1.55E-1 0.78 3.36E-6 -0.73 2.08E-4 -1.32 0.00E+0 0.81 3.53E-4 -2.71 0.00E+0 
CATMA1OA68310R1 AT1G79180 -0.91 2.13E-6 -0.10 1.00E+0 -0.11 1.00E+0 -0.09 1.00E+0 -0.48 2.10E-2 0.40 6.96E-1 -0.47 4.67E-2 
CATMA1ON102952F1 AT1G79245 -1.53 0.00E+0 -0.47 3.21E-2 -0.35 2.40E-1 -0.06 1.00E+0 -1.03 1.27E-10 0.14 1.00E+0 -0.65 9.69E-4 
CATMA1OA68380R1 AT1G79260 -0.28 5.12E-1 -0.60 1.96E-3 0.09 1.00E+0 -0.16 1.00E+0 0.26 6.27E-1 -0.01 1.00E+0 0.08 1.00E+0 
CATMA1OA68410R1 AT1G79310 -0.63 3.24E-3 -0.02 1.00E+0 -0.61 1.02E-3 0.38 2.47E-1 -0.22 8.65E-1 0.46 3.24E-1 0.92 2.01E-7 
CATMA1OA68420R1 AT1G79320 -1.03 4.01E-8 -1.61 0.00E+0 -0.28 5.98E-1 -0.45 9.11E-2 0.20 9.88E-1 -0.35 1.00E+0 0.13 1.00E+0 
CATMA1OA68430R1 AT1G79330 -0.95 5.53E-7 -1.44 0.00E+0 0.28 5.80E-1 -0.29 6.17E-1 0.10 1.00E+0 -0.11 1.00E+0 -0.22 9.16E-1 
CATMA1OC72235R1 AT1G79380 -0.13 1.00E+0 -0.14 1.00E+0 -0.34 2.72E-1 0.27 7.15E-1 0.01 1.00E+0 0.03 1.00E+0 0.62 1.85E-3 
CATMA1OA68520R1 AT1G79420 -0.90 3.01E-6 -0.78 1.91E-5 -0.19 1.00E+0 -0.46 7.52E-2 0.00 1.00E+0 0.29 1.00E+0 -0.18 1.00E+0 
CATMA1OA68530F1 AT1G79430 0.99 1.79E-7 0.98 1.60E-8 -0.06 1.00E+0 -0.04 1.00E+0 0.08 1.00E+0 0.14 1.00E+0 0.15 1.00E+0 
CATMA1OA68550F1 AT1G79470 -1.21 3.96E-11 -0.61 1.50E-3 0.04 1.00E+0 -0.03 1.00E+0 -0.79 2.82E-6 -0.09 1.00E+0 -0.71 1.83E-4 
CATMA1OA68570R1 AT1G79490 0.77 1.21E-4 0.56 5.33E-3 -0.11 1.00E+0 -0.14 1.00E+0 0.10 1.00E+0 -0.24 1.00E+0 0.07 1.00E+0 
CATMA1OA68600F1 AT1G79520 0.27 5.57E-1 0.89 5.46E-7 -0.27 6.68E-1 -0.02 1.00E+0 -0.19 1.00E+0 0.59 4.45E-2 0.22 9.20E-1 
CATMA1OA68640F1 AT1G79540 0.67 1.41E-3 0.33 2.56E-1 0.27 6.31E-1 0.00 1.00E+0 0.13 1.00E+0 -0.20 1.00E+0 0.02 1.00E+0 
CATMA1OA68670R1 AT1G79560 0.75 2.14E-4 0.72 9.08E-5 -0.15 1.00E+0 -0.11 1.00E+0 -0.20 9.41E-1 -0.15 1.00E+0 -0.14 1.00E+0 
CATMA1OA68690F1 AT1G79580 0.26 6.39E-1 -0.67 3.98E-4 -0.16 1.00E+0 -0.61 3.94E-3 0.52 8.03E-3 -0.54 1.06E-1 0.15 1.00E+0 
CATMA1OA68810F1 AT1G79680 -0.89 4.03E-6 0.34 2.23E-1 -0.01 1.00E+0 0.23 9.24E-1 -1.11 2.32E-12 0.12 1.00E+0 -0.50 2.42E-2 
CATMA1OA68830F1 AT1G79700 -0.43 9.45E-2 -0.56 4.59E-3 0.42 7.93E-2 -1.01 2.00E-8 0.34 2.25E-1 0.14 1.00E+0 -1.05 1.11E-9 
CATMA1OA68860F1 AT1G79720 -0.31 4.15E-1 -0.90 3.14E-7 -0.31 4.27E-1 -0.53 2.00E-2 0.25 6.73E-1 -0.43 5.51E-1 0.17 1.00E+0 
CATMA1OA68900R1 AT1G79760 -0.53 1.97E-2 -1.38 0.00E+0 0.10 1.00E+0 -0.66 1.33E-3 0.51 1.05E-2 -0.42 6.10E-1 -0.25 7.34E-1 
CATMA1OA68990R1 AT1G79840 0.37 2.20E-1 -1.16 1.16E-11 -0.03 1.00E+0 -0.91 9.72E-7 0.97 2.29E-9 -0.48 2.64E-1 0.36 2.27E-1 
CATMA1OA69010F1 AT1G79860 -0.40 1.49E-1 -1.29 2.12E-14 0.03 1.00E+0 0.03 1.00E+0 0.91 2.48E-8 -0.02 1.00E+0 0.87 1.36E-6 
CATMA1OC72242R1 AT1G79890 -0.64 2.71E-3 -0.39 1.12E-1 -0.11 1.00E+0 0.17 1.00E+0 -0.40 8.56E-2 -0.25 1.00E+0 -0.37 2.20E-1 
CATMA1OA69070F1 AT1G79900 -0.16 9.99E-1 0.60 2.26E-3 -0.12 1.00E+0 0.41 1.58E-1 -0.10 1.00E+0 0.68 7.32E-3 0.39 1.66E-1 
CATMA1OA69080R1 AT1G79910 -0.13 1.00E+0 -1.21 1.10E-12 -0.12 1.00E+0 -0.49 4.76E-2 1.02 2.64E-10 -0.14 1.00E+0 0.51 2.18E-2 
CATMA1OA69225F1 AT1G80050 0.95 7.02E-7 0.97 2.68E-8 -0.34 2.60E-1 0.29 5.93E-1 0.20 9.76E-1 0.12 1.00E+0 0.79 1.74E-5 
CATMA1OA69300R1 AT1G80120 -0.79 6.06E-5 -1.58 0.00E+0 -0.13 1.00E+0 -1.21 4.78E-12 0.62 6.73E-4 -0.14 1.00E+0 -0.44 7.92E-2 
CATMA1OA69330R1 AT1G80150 0.62 3.50E-3 0.63 1.04E-3 0.10 1.00E+0 0.14 1.00E+0 0.10 1.00E+0 0.06 1.00E+0 0.05 1.00E+0 
CATMA1OA69340R1 AT1G80160 -1.62 0.00E+0 0.82 5.64E-6 -0.01 1.00E+0 0.65 1.55E-3 -0.21 9.32E-1 2.37 0.00E+0 0.59 3.82E-3 
CATMA1OA69430F1 AT1G80240 1.51 0.00E+0 -0.53 1.01E-2 0.26 6.77E-1 0.08 1.00E+0 1.23 0.00E+0 -0.88 4.69E-5 0.99 1.38E-8 
CATMA1ON102965F1 AT1G80280 -0.11 1.00E+0 -1.34 0.00E+0 0.11 1.00E+0 -0.19 1.00E+0 0.68 1.12E-4 -0.68 7.94E-3 0.34 3.16E-1 
CATMA1OA69510R1 AT1G80320 -0.83 2.58E-5 -0.55 6.49E-3 0.66 1.86E-4 -0.32 4.61E-1 -0.32 3.02E-1 0.01 1.00E+0 -1.48 0.00E+0 
CATMA1OA69540F1 AT1G80360 -1.55 0.00E+0 -2.12 0.00E+0 -0.23 9.08E-1 0.57 1.03E-2 0.56 2.99E-3 -0.17 1.00E+0 1.32 0.00E+0 
CATMA1OA69550R1 AT1G80380 2.14 0.00E+0 3.01 0.00E+0 0.42 7.69E-2 1.83 0.00E+0 -0.47 2.67E-2 0.43 5.46E-1 0.95 7.17E-8 
CATMA1OA69620R1 AT1G80440 0.07 1.00E+0 -0.77 2.60E-5 -0.75 9.43E-6 0.41 1.50E-1 0.76 8.98E-6 -0.12 1.00E+0 1.93 0.00E+0 
CATMA1OA69630F1 AT1G80450 1.96 0.00E+0 1.24 2.34E-13 0.73 2.41E-5 0.27 7.24E-1 0.78 4.15E-6 0.17 1.00E+0 0.51 2.32E-2 
CATMA1OA69650R1 AT1G80470 1.57 0.00E+0 2.92 0.00E+0 0.13 1.00E+0 2.19 0.00E+0 -0.94 9.79E-9 0.42 6.11E-1 0.99 1.64E-8 
CATMA1OA69660F1 AT1G80480 0.63 3.41E-3 0.77 1.99E-5 -0.13 1.00E+0 0.18 1.00E+0 -0.09 1.00E+0 0.04 1.00E+0 0.40 1.42E-1 
CATMA1ON95250R1 AT1G80520 1.06 1.66E-8 0.17 9.08E-1 0.79 2.35E-6 0.11 1.00E+0 0.56 3.33E-3 -0.16 1.00E+0 -0.16 1.00E+0 
CATMA1OA69770R1 AT1G80570 0.40 1.54E-1 0.28 4.19E-1 -0.04 1.00E+0 0.49 4.92E-2 0.20 9.70E-1 0.07 1.00E+0 0.62 1.85E-3 
CATMA1OA69790F1 AT1G80590 -1.04 3.07E-8 0.25 5.47E-1 0.35 2.48E-1 0.35 3.36E-1 -1.03 1.58E-10 0.13 1.00E+0 -0.92 1.92E-7 
CATMA1OA69910F1 AT1G80690 -0.38 1.95E-1 -0.64 6.99E-4 -0.15 1.00E+0 -0.50 3.51E-2 0.25 6.92E-1 -0.09 1.00E+0 -0.16 1.00E+0 
CATMA1OA69943F1 AT1G80730 -0.67 1.23E-3 -0.27 4.73E-1 -0.20 1.00E+0 -0.22 9.71E-1 -0.27 5.72E-1 0.11 1.00E+0 -0.30 4.56E-1 
CATMA1OA69970F1 AT1G80760 -1.29 1.60E-12 -1.39 0.00E+0 -0.63 5.03E-4 -0.98 8.04E-8 0.33 2.87E-1 0.12 1.00E+0 -0.13 1.00E+0 
CATMA1OA69980R1 AT1G80770 0.21 8.47E-1 0.59 2.87E-3 0.27 6.30E-1 0.24 9.08E-1 -0.28 5.03E-1 0.08 1.00E+0 -0.08 1.00E+0 
CATMA1ON92521R1 AT1G80800 -0.79 7.58E-5 -0.05 1.00E+0 -0.38 1.53E-1 -0.16 1.00E+0 -0.15 1.00E+0 0.22 1.00E+0 0.15 1.00E+0 
CATMA1OA70050R1 AT1G80820 -1.37 4.18E-14 0.23 6.31E-1 0.55 3.99E-3 0.08 1.00E+0 -1.11 2.81E-12 0.53 1.31E-1 -1.44 0.00E+0 
CATMA1OB70055F1 AT1G80830 1.72 0.00E+0 1.56 0.00E+0 0.00 1.00E+0 0.78 5.21E-5 -0.01 1.00E+0 -0.28 1.00E+0 0.73 1.04E-4 
CATMA1ON92243R1 AT1G80840 -0.59 7.31E-3 -0.59 2.37E-3 0.57 2.78E-3 -0.28 6.70E-1 0.08 1.00E+0 0.19 1.00E+0 -0.74 7.98E-5 
CATMA1OA70090R1 AT1G80870 0.36 2.36E-1 0.78 1.85E-5 -0.37 1.86E-1 0.57 1.01E-2 -0.35 2.15E-1 0.05 1.00E+0 0.51 2.00E-2 
CATMA1OA70110R1 AT1G80890 0.72 3.67E-4 0.73 8.32E-5 0.20 1.00E+0 0.18 1.00E+0 0.07 1.00E+0 0.13 1.00E+0 0.10 1.00E+0 
CATMA1ON92517F1 AT1G80900 -0.59 6.52E-3 -0.58 3.27E-3 -0.19 1.00E+0 -0.34 3.89E-1 0.01 1.00E+0 -0.06 1.00E+0 -0.14 1.00E+0 
CATMA1OC72253F1 AT1G80920 0.75 1.83E-4 0.81 7.04E-6 -0.27 6.13E-1 0.17 1.00E+0 -0.01 1.00E+0 0.06 1.00E+0 0.42 1.00E-1 
CATMA2ON101319R1 AT2G01150 -1.68 0.00E+0 -1.74 0.00E+0 -0.20 1.00E+0 -0.79 3.78E-5 0.01 1.00E+0 -0.06 1.00E+0 -0.54 1.25E-2 
CATMA2OC47002F1 AT2G01175 -0.94 8.48E-7 -0.52 1.20E-2 -0.19 1.00E+0 0.02 1.00E+0 -0.32 2.92E-1 0.10 1.00E+0 0.05 1.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA2OA00340F1 AT2G01275 -0.33 3.29E-1 -1.20 1.86E-12 0.45 3.88E-2 -0.51 3.42E-2 0.65 3.11E-4 -0.24 1.00E+0 -0.13 1.00E+0 
CATMA2OC47004F1 AT2G01300 -0.41 1.27E-1 0.14 9.98E-1 0.49 1.82E-2 -0.03 1.00E+0 -0.62 6.10E-4 0.07 1.00E+0 -1.00 1.19E-8 
CATMA2OA00410R1 AT2G01340 -1.82 0.00E+0 -0.45 3.95E-2 0.03 1.00E+0 -0.47 6.70E-2 -1.13 1.19E-12 0.58 5.51E-2 -1.37 0.00E+0 
CATMA2OA00480F1 AT2G01430 -0.90 2.62E-6 0.24 6.04E-1 0.48 2.39E-2 0.50 4.07E-2 -0.64 3.98E-4 0.50 2.08E-1 -0.59 4.10E-3 
CATMA2OB00520R1 AT2G01480 0.08 1.00E+0 -0.50 1.66E-2 -0.15 1.00E+0 -0.48 5.42E-2 0.62 5.96E-4 0.05 1.00E+0 0.12 1.00E+0 
CATMA2OA00550F1 AT2G01505 -0.13 1.00E+0 -0.77 2.50E-5 -0.10 1.00E+0 -0.21 1.00E+0 0.40 8.49E-2 -0.37 9.81E-1 0.44 6.99E-2 
CATMA2OC47009R1 AT2G01520 -1.37 3.16E-14 -0.86 1.53E-6 -0.93 8.65E-9 -0.83 1.26E-5 -0.17 1.00E+0 0.28 1.00E+0 -0.36 2.34E-1 
CATMA2OA00615F1 AT2G01570 0.97 2.76E-7 0.61 1.48E-3 -0.02 1.00E+0 0.15 1.00E+0 0.30 3.81E-1 -0.02 1.00E+0 0.36 2.47E-1 
CATMA2OA00620F1 AT2G01580 -0.52 2.43E-2 -0.01 1.00E+0 0.11 1.00E+0 -0.28 6.51E-1 -0.52 8.61E-3 0.24 1.00E+0 -0.94 1.15E-7 
CATMA2OA00660F1 AT2G01610 -1.68 0.00E+0 -1.46 0.00E+0 -0.33 3.36E-1 -0.15 1.00E+0 -0.25 6.56E-1 -0.07 1.00E+0 -0.04 1.00E+0 
CATMA2OA00720F1 AT2G01670 -0.21 8.30E-1 0.41 7.58E-2 0.26 7.08E-1 0.71 3.55E-4 -0.72 3.59E-5 0.03 1.00E+0 -0.13 1.00E+0 
CATMA2OA00780R1 AT2G01735 -0.03 1.00E+0 -0.14 9.95E-1 -0.07 1.00E+0 0.31 5.35E-1 0.31 3.40E-1 0.19 1.00E+0 0.65 8.93E-4 
CATMA2OA00800R1 AT2G01750 0.59 7.12E-3 0.35 1.93E-1 -0.11 1.00E+0 0.01 1.00E+0 0.01 1.00E+0 -0.05 1.00E+0 0.20 1.00E+0 
CATMA2OA00820R1 AT2G01760 -0.61 4.55E-3 -0.41 8.47E-2 -0.11 1.00E+0 -0.07 1.00E+0 -0.28 4.72E-1 -0.21 1.00E+0 -0.08 1.00E+0 
CATMA2OA00905R1 AT2G01850 0.69 8.06E-4 0.40 9.65E-2 -0.24 8.33E-1 -0.02 1.00E+0 0.26 5.85E-1 -0.02 1.00E+0 0.47 4.83E-2 
CATMA2OA00910R1 AT2G01860 1.03 3.60E-8 0.91 2.68E-7 -0.19 1.00E+0 0.43 1.12E-1 0.07 1.00E+0 0.11 1.00E+0 0.76 4.27E-5 
CATMA2OC47010F1 AT2G01880 -0.46 6.32E-2 -1.56 0.00E+0 0.25 7.38E-1 0.47 6.77E-2 1.41 0.00E+0 0.39 8.06E-1 1.70 0.00E+0 
CATMA2OA00940F1 AT2G01890 0.07 1.00E+0 -0.80 8.46E-6 -0.58 1.84E-3 0.13 1.00E+0 0.90 5.06E-8 -0.01 1.00E+0 1.55 0.00E+0 
CATMA2OA00950R1 AT2G01900 2.82 0.00E+0 1.91 0.00E+0 0.53 7.27E-3 0.13 1.00E+0 0.99 8.89E-10 0.02 1.00E+0 0.59 4.26E-3 
CATMA2OA00990F1 AT2G01930 0.92 1.51E-6 0.80 8.75E-6 0.03 1.00E+0 0.03 1.00E+0 0.17 1.00E+0 0.14 1.00E+0 0.19 1.00E+0 
CATMA2OA01000R1 AT2G01940 1.18 1.69E-10 0.53 8.48E-3 0.27 6.10E-1 0.28 6.51E-1 0.67 1.70E-4 -0.42 5.74E-1 0.64 1.20E-3 
CATMA2OA01060F1 AT2G02000 1.46 0.00E+0 1.39 0.00E+0 -0.22 9.73E-1 -0.29 6.27E-1 0.13 1.00E+0 -0.11 1.00E+0 0.04 1.00E+0 
CATMA2OC47012F1 AT2G02010 -1.30 9.44E-13 -0.14 9.87E-1 -0.25 7.80E-1 -0.19 1.00E+0 -0.82 1.08E-6 0.29 1.00E+0 -1.00 1.05E-8 
CATMA2OA01080R1 AT2G02020 0.98 2.17E-7 0.79 1.29E-5 0.39 1.35E-1 0.36 2.84E-1 0.22 8.31E-1 0.13 1.00E+0 0.19 1.00E+0 
CATMA2OA01120R1 AT2G02060 -2.17 0.00E+0 -0.97 2.90E-8 -0.54 5.08E-3 0.39 2.11E-1 -0.99 7.15E-10 0.01 1.00E+0 0.04 1.00E+0 
CATMA2OA01140R1 AT2G02070 0.74 2.72E-4 -0.03 1.00E+0 -0.08 1.00E+0 -0.10 1.00E+0 0.59 1.41E-3 -0.34 1.00E+0 0.45 6.59E-2 
CATMA2OA01150F1 AT2G02080 1.56 0.00E+0 0.35 1.87E-1 0.24 8.60E-1 -0.34 3.87E-1 0.92 1.52E-8 -0.39 8.43E-1 0.52 1.76E-2 
CATMA2OA01180R1 AT2G02120 -0.69 7.55E-4 0.65 6.61E-4 -0.44 5.53E-2 0.80 2.96E-5 -1.14 5.74E-13 0.29 1.00E+0 0.12 1.00E+0 
CATMA2OD00616R1 AT2G02130 0.72 4.17E-4 -0.16 9.32E-1 0.39 1.36E-1 -0.14 1.00E+0 0.63 5.20E-4 -0.25 1.00E+0 0.13 1.00E+0 
CATMA2OC47015F1 AT2G02250 -0.43 1.00E-1 -0.82 4.98E-6 -0.21 1.00E+0 -0.10 1.00E+0 0.17 1.00E+0 -0.03 1.00E+0 0.15 1.00E+0 
CATMA2OA01284F1 AT2G02300 -0.67 1.29E-3 -0.22 7.07E-1 0.19 1.00E+0 0.34 3.60E-1 -0.38 1.25E-1 -0.14 1.00E+0 -0.05 1.00E+0 
CATMA2OA01287F1 AT2G02310 0.79 6.91E-5 -0.17 9.19E-1 -0.10 1.00E+0 0.71 3.49E-4 0.99 8.31E-10 -0.02 1.00E+0 1.81 0.00E+0 
CATMA2OC47017F1 AT2G02320 -1.25 9.08E-12 -0.04 1.00E+0 0.10 1.00E+0 0.14 1.00E+0 -1.30 0.00E+0 0.12 1.00E+0 -1.09 2.35E-10 
CATMA2OA01298F1 AT2G02350 -0.94 8.50E-7 -0.37 1.36E-1 0.18 1.00E+0 0.28 6.63E-1 -0.96 3.71E-9 -0.12 1.00E+0 -0.67 5.40E-4 
CATMA2OC47020R1 AT2G02380 -0.67 1.36E-3 -0.24 6.12E-1 0.14 1.00E+0 0.04 1.00E+0 -0.13 1.00E+0 0.15 1.00E+0 -0.24 7.86E-1 
CATMA2OD02731R1 AT2G02390 -0.72 4.08E-4 -0.20 7.73E-1 -0.16 1.00E+0 -0.01 1.00E+0 -0.41 8.32E-2 0.14 1.00E+0 -0.19 1.00E+0 
CATMA2OA01470R1 AT2G02580 0.17 9.56E-1 0.74 6.08E-5 0.36 2.22E-1 1.74 0.00E+0 -1.18 8.98E-14 -0.42 6.00E-1 0.12 1.00E+0 
CATMA2ON90850R1 AT2G02610 1.18 1.54E-10 -0.91 2.61E-7 0.44 5.17E-2 -0.65 1.69E-3 1.55 0.00E+0 -0.53 1.20E-1 0.39 1.71E-1 
CATMA2OC47024R1 AT2G02620 0.43 9.44E-2 -0.70 1.75E-4 0.15 1.00E+0 0.24 8.97E-1 0.37 1.40E-1 -0.63 2.04E-2 0.49 2.88E-2 
CATMA2OC47025R1 AT2G02630 1.68 0.00E+0 0.60 2.10E-3 0.41 9.03E-2 0.24 8.93E-1 1.00 6.02E-10 -0.05 1.00E+0 0.76 5.05E-5 
CATMA2ON90463R1 AT2G02640 1.43 0.00E+0 0.02 1.00E+0 0.35 2.55E-1 -0.29 6.41E-1 1.23 0.00E+0 -0.24 1.00E+0 0.63 1.34E-3 
CATMA2OA01560R1 AT2G02680 0.75 1.95E-4 0.44 5.09E-2 0.10 1.00E+0 0.33 4.29E-1 0.27 5.66E-1 0.00 1.00E+0 0.47 4.37E-2 
CATMA2OA01600F1 AT2G02710 1.27 3.93E-12 1.28 3.15E-14 -0.49 1.81E-2 0.74 1.62E-4 0.02 1.00E+0 0.11 1.00E+0 1.40 0.00E+0 
CATMA2OA01680F1 AT2G02780 0.40 1.42E-1 -0.42 6.41E-2 0.01 1.00E+0 -0.19 1.00E+0 0.60 1.12E-3 -0.16 1.00E+0 0.27 6.50E-1 
CATMA2OA01770F1 AT2G02850 -2.85 0.00E+0 -0.25 5.31E-1 -0.08 1.00E+0 -0.56 1.28E-2 -1.43 0.00E+0 1.14 1.12E-8 -1.92 0.00E+0 
CATMA2ON90433F1 AT2G02930 -1.92 0.00E+0 0.54 7.85E-3 0.29 5.23E-1 0.77 8.01E-5 -2.38 0.00E+0 0.17 1.00E+0 -1.75 0.00E+0 
CATMA2OA01885R1 AT2G02990 -0.80 5.85E-5 -0.61 1.69E-3 -0.18 1.00E+0 -0.77 7.36E-5 -0.29 4.71E-1 -0.13 1.00E+0 -0.90 4.25E-7 
CATMA2ON101345F1 AT2G03090 -1.64 0.00E+0 -1.55 0.00E+0 -0.46 3.37E-2 -0.14 1.00E+0 -0.34 2.44E-1 -0.23 1.00E+0 0.01 1.00E+0 
CATMA2OA02040R1 AT2G03130 1.42 0.00E+0 1.76 0.00E+0 -0.05 1.00E+0 0.15 1.00E+0 0.03 1.00E+0 0.79 5.17E-4 -0.10 1.00E+0 
CATMA2OA02110F1 AT2G03200 -1.15 5.39E-10 -0.53 8.82E-3 1.27 0.00E+0 -0.87 3.03E-6 -0.43 5.84E-2 0.24 1.00E+0 -2.46 0.00E+0 
CATMA2OA02130R1 AT2G03230 0.38 2.02E-1 0.69 2.05E-4 0.00 1.00E+0 -0.02 1.00E+0 -0.10 1.00E+0 0.31 1.00E+0 0.16 1.00E+0 
CATMA2OA02150F1 AT2G03240 -1.18 1.47E-10 -0.12 1.00E+0 -0.05 1.00E+0 0.18 1.00E+0 -0.96 3.47E-9 -0.02 1.00E+0 -0.82 7.69E-6 
CATMA2OA02160F1 AT2G03250 -1.50 0.00E+0 0.02 1.00E+0 0.45 3.89E-2 0.14 1.00E+0 -1.56 0.00E+0 0.05 1.00E+0 -2.37 0.00E+0 
CATMA2OB02180F1 AT2G03260 -0.98 2.61E-7 -0.57 4.18E-3 0.51 1.21E-2 -0.29 6.21E-1 -0.98 1.17E-9 -0.44 4.60E-1 -1.74 0.00E+0 
CATMA2OA02280F1 AT2G03360 -1.63 0.00E+0 -0.21 7.55E-1 -0.73 2.10E-5 0.11 1.00E+0 -0.94 7.09E-9 0.54 1.04E-1 -0.08 1.00E+0 
CATMA2ON94710F1 AT2G03370 -0.86 1.07E-5 -0.54 7.79E-3 -0.40 1.04E-1 -0.29 6.26E-1 -0.35 1.92E-1 0.02 1.00E+0 0.06 1.00E+0 
CATMA2OA02330R1 AT2G03410 -1.17 2.49E-10 -0.80 7.95E-6 -0.42 7.06E-2 -0.38 2.43E-1 -0.31 3.56E-1 -0.05 1.00E+0 -0.18 1.00E+0 
CATMA2OA02410R1 AT2G03480 -0.17 9.80E-1 -0.66 4.82E-4 0.14 1.00E+0 -0.18 1.00E+0 0.22 8.78E-1 -0.26 1.00E+0 -0.14 1.00E+0 
CATMA2OA02430R1 AT2G03505 -0.83 2.14E-5 -0.63 9.98E-4 0.13 1.00E+0 0.19 1.00E+0 -0.47 2.37E-2 -0.36 1.00E+0 -0.52 1.67E-2 
CATMA2OC47040R1 AT2G03530 -0.87 7.08E-6 0.09 1.00E+0 0.13 1.00E+0 0.04 1.00E+0 -0.73 1.99E-5 0.19 1.00E+0 -0.76 3.86E-5 
CATMA2OA02510R1 AT2G03590 -0.53 1.95E-2 -1.72 0.00E+0 -0.50 1.49E-2 -1.25 8.22E-13 0.96 3.03E-9 -0.09 1.00E+0 0.13 1.00E+0 
CATMA2ON94713R1 AT2G03600 0.36 2.34E-1 -0.43 5.82E-2 0.20 1.00E+0 0.51 3.03E-2 0.51 9.46E-3 -0.13 1.00E+0 0.75 6.40E-5 
CATMA2OA02595R1 AT2G03710 1.29 1.77E-12 1.36 0.00E+0 0.13 1.00E+0 -0.27 7.04E-1 0.25 6.63E-1 0.29 1.00E+0 -0.10 1.00E+0 
CATMA2OA02600R1 AT2G03720 -0.15 1.00E+0 -3.11 0.00E+0 0.63 5.75E-4 -0.08 1.00E+0 1.92 0.00E+0 -1.42 1.47E-13 1.25 1.66E-13 
CATMA2OA02650F1 AT2G03740 -0.91 2.46E-6 -1.60 0.00E+0 -0.69 8.54E-5 -0.70 4.45E-4 0.85 3.68E-7 -0.06 1.00E+0 0.68 4.12E-4 
CATMA2OA02665F1 AT2G03760 1.45 0.00E+0 2.13 0.00E+0 0.17 1.00E+0 0.06 1.00E+0 -0.33 2.60E-1 0.35 1.00E+0 -0.27 6.13E-1 
CATMA2OA02700R1 AT2G03810 0.78 8.41E-5 0.67 4.16E-4 0.03 1.00E+0 0.23 9.48E-1 0.25 6.48E-1 0.06 1.00E+0 0.34 3.25E-1 
CATMA2OA02710F1 AT2G03820 0.72 3.90E-4 0.37 1.48E-1 0.17 1.00E+0 0.05 1.00E+0 0.15 1.00E+0 -0.10 1.00E+0 0.11 1.00E+0 
CATMA2OB02740R1 AT2G03850 -1.59 0.00E+0 -0.20 7.92E-1 -0.39 1.23E-1 -0.17 1.00E+0 -0.55 4.05E-3 0.85 1.11E-4 -0.23 8.38E-1 
CATMA2OC47048R1 AT2G03980 -0.65 1.92E-3 0.44 4.83E-2 -0.46 3.64E-2 0.24 8.95E-1 -0.26 5.99E-1 0.82 2.52E-4 0.55 8.76E-3 
CATMA2OA02950F1 AT2G04025 0.84 1.92E-5 -0.65 5.94E-4 0.26 6.84E-1 0.07 1.00E+0 0.53 6.49E-3 -0.82 2.84E-4 0.62 1.97E-3 
CATMA2OA03010R1 AT2G04038 -1.51 0.00E+0 -0.69 2.47E-4 -0.28 5.70E-1 0.17 1.00E+0 -0.35 1.99E-1 0.48 2.55E-1 0.20 9.90E-1 
CATMA2OF00640F1 AT2G04040 -0.93 1.13E-6 0.17 9.20E-1 0.20 1.00E+0 -0.11 1.00E+0 -0.52 8.46E-3 0.34 1.00E+0 -0.96 5.93E-8 
CATMA2ON94715F1 AT2G04050 0.26 5.97E-1 3.88 0.00E+0 1.23 0.00E+0 -0.09 1.00E+0 -3.12 0.00E+0 0.97 3.12E-6 -4.13 0.00E+0 
CATMA2OF02740F1 AT2G04063 -0.97 2.85E-7 -1.00 8.28E-9 -0.05 1.00E+0 -0.43 1.22E-1 0.39 1.15E-1 -0.08 1.00E+0 0.15 1.00E+0 
CATMA2ON90412F1 AT2G04070 -2.03 0.00E+0 2.08 0.00E+0 0.82 6.81E-7 -0.47 6.43E-2 -2.84 0.00E+0 0.58 4.87E-2 -4.10 0.00E+0 
CATMA2ON90696F1 AT2G04080 -0.73 3.39E-4 0.48 2.46E-2 0.43 5.81E-2 0.21 1.00E+0 -1.20 3.06E-14 0.21 1.00E+0 -1.34 0.00E+0 
CATMA2ON94716F1 AT2G04090 1.31 7.15E-13 0.78 1.54E-5 -0.33 3.15E-1 -0.22 1.00E+0 0.40 9.76E-2 0.09 1.00E+0 0.51 1.97E-2 
CATMA2OA03100F1 AT2G04100 0.57 9.72E-3 0.93 1.26E-7 -0.30 4.86E-1 0.22 1.00E+0 -0.31 3.47E-1 0.02 1.00E+0 0.13 1.00E+0 
CATMA2OA03103F1 AT2G04110 3.19 0.00E+0 1.13 4.35E-11 0.56 3.31E-3 0.17 1.00E+0 1.90 0.00E+0 0.34 1.00E+0 1.70 0.00E+0 
CATMA2OA03130F1 AT2G04160 0.43 9.89E-2 -1.44 0.00E+0 0.25 7.60E-1 -0.57 9.61E-3 1.05 6.24E-11 -0.92 1.32E-5 0.14 1.00E+0 
CATMA2OA03140F1 AT2G04170 -0.06 1.00E+0 -0.29 3.65E-1 0.13 1.00E+0 0.27 7.00E-1 0.17 1.00E+0 -0.59 4.67E-2 0.39 1.49E-1 
CATMA2OA03170F1 AT2G04190 1.31 5.86E-13 1.47 0.00E+0 0.47 2.81E-2 1.61 0.00E+0 0.02 1.00E+0 0.22 1.00E+0 1.04 2.11E-9 
CATMA2OA03200F1 AT2G04230 0.49 4.34E-2 1.04 1.74E-9 0.02 1.00E+0 0.17 1.00E+0 -0.28 5.06E-1 0.34 1.00E+0 0.16 1.00E+0 
CATMA2OA03210R1 AT2G04235 0.40 1.43E-1 -0.07 1.00E+0 -0.29 4.99E-1 0.06 1.00E+0 0.16 1.00E+0 -0.25 1.00E+0 0.69 3.33E-4 
CATMA2ON94717R1 AT2G04260 -1.39 2.14E-14 -0.38 1.21E-1 0.15 1.00E+0 0.21 1.00E+0 -0.84 4.84E-7 0.23 1.00E+0 -0.74 8.21E-5 
CATMA2ON101354F1 AT2G04305 0.59 7.38E-3 0.03 1.00E+0 0.16 1.00E+0 0.03 1.00E+0 0.30 4.12E-1 -0.14 1.00E+0 0.28 5.70E-1 
CATMA2OA03360R1 AT2G04350 -0.90 3.43E-6 -0.64 7.25E-4 -0.34 2.79E-1 -0.21 1.00E+0 -0.30 3.83E-1 0.02 1.00E+0 -0.18 1.00E+0 
CATMA2OA03395R1 AT2G04400 -0.96 4.21E-7 0.45 4.33E-2 -0.04 1.00E+0 0.24 9.13E-1 -1.44 0.00E+0 0.02 1.00E+0 -1.09 2.01E-10 
CATMA2OA03420R1 AT2G04430 -0.48 5.01E-2 -0.49 2.02E-2 0.43 5.89E-2 0.17 1.00E+0 -0.39 1.15E-1 -0.39 8.54E-1 -0.67 5.48E-4 
CATMA2OC47060R1 AT2G04450 -0.71 5.32E-4 -0.32 2.84E-1 0.70 5.75E-5 0.27 7.14E-1 -0.56 2.77E-3 -0.31 1.00E+0 -1.19 2.95E-12 
CATMA2OC47061R1 AT2G04495 -0.56 1.13E-2 -0.10 1.00E+0 0.26 7.24E-1 0.27 7.51E-1 -0.67 1.68E-4 -0.20 1.00E+0 -0.76 4.68E-5 
CATMA2OC47063R1 AT2G04515 -0.65 1.84E-3 0.18 8.51E-1 0.47 2.63E-2 0.02 1.00E+0 -0.86 1.75E-7 -0.03 1.00E+0 -1.12 6.55E-11 
CATMA2OD02743R1 AT2G04680 -0.31 4.26E-1 -2.24 0.00E+0 -0.25 7.53E-1 -0.59 6.71E-3 1.15 4.40E-13 -0.60 3.31E-2 0.95 6.22E-8 
CATMA2ON101356R1 AT2G04700 0.66 1.74E-3 0.67 4.10E-4 -0.23 9.09E-1 0.18 1.00E+0 -0.11 1.00E+0 0.09 1.00E+0 0.28 5.96E-1 
CATMA2OA03690R1 AT2G04780 -0.16 9.85E-1 -0.93 1.20E-7 0.44 5.02E-2 -0.17 1.00E+0 0.50 1.32E-2 -0.32 1.00E+0 -0.09 1.00E+0 
CATMA2OA03710R1 AT2G04795 0.33 3.39E-1 1.19 2.38E-12 -0.44 5.43E-2 0.21 1.00E+0 -0.52 7.25E-3 0.30 1.00E+0 0.07 1.00E+0 
CATMA2OA03720F1 AT2G04800 0.67 1.26E-3 0.47 2.80E-2 0.07 1.00E+0 -0.16 1.00E+0 0.43 5.45E-2 0.19 1.00E+0 0.14 1.00E+0 
CATMA2ON90516R1 AT2G05050 -0.67 1.25E-3 -0.66 4.65E-4 -0.05 1.00E+0 -0.21 1.00E+0 0.07 1.00E+0 0.13 1.00E+0 -0.11 1.00E+0 
CATMA2OA04010F1 AT2G05120 0.60 5.38E-3 0.61 1.78E-3 -0.01 1.00E+0 0.18 1.00E+0 -0.03 1.00E+0 -0.08 1.00E+0 -0.04 1.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA2ON90641R1 AT2G05150 0.52 2.52E-2 0.26 4.91E-1 -0.30 4.49E-1 0.23 9.59E-1 0.27 5.70E-1 0.09 1.00E+0 0.72 1.56E-4 
CATMA2OC47075F1 AT2G05160 0.14 1.00E+0 -1.70 0.00E+0 0.64 3.32E-4 0.03 1.00E+0 0.72 3.02E-5 -1.00 1.46E-6 0.26 7.16E-1 
CATMA2OF06006R1 AT2G05180 0.88 5.57E-6 0.19 8.44E-1 0.04 1.00E+0 0.26 8.06E-1 0.40 9.77E-2 -0.18 1.00E+0 0.61 2.67E-3 
CATMA2OA04180F1 AT2G05330 0.22 7.75E-1 0.46 3.26E-2 1.12 7.66E-13 0.03 1.00E+0 -0.31 3.52E-1 0.12 1.00E+0 -1.14 2.49E-11 
CATMA2OA04200R1 AT2G05350 0.83 2.02E-5 1.12 6.70E-11 0.15 1.00E+0 0.12 1.00E+0 0.02 1.00E+0 0.04 1.00E+0 -0.31 4.24E-1 
CATMA2OA04205R1 AT2G05380 1.03 4.16E-8 1.56 0.00E+0 -0.06 1.00E+0 0.11 1.00E+0 0.38 1.32E-1 0.74 2.00E-3 0.52 1.57E-2 
CATMA2OC47081R1 AT2G05400 0.41 1.40E-1 0.48 2.53E-2 0.24 8.07E-1 1.22 3.61E-12 0.37 1.48E-1 -0.11 1.00E+0 1.10 1.56E-10 
CATMA2OC47084R1 AT2G05440 0.61 5.07E-3 1.16 8.78E-12 -0.26 7.22E-1 0.76 9.25E-5 -0.27 5.74E-1 0.39 8.46E-1 0.74 7.39E-5 
CATMA2ON94725R1 AT2G05441 -1.49 0.00E+0 1.37 0.00E+0 -1.56 0.00E+0 0.77 7.34E-5 -1.71 0.00E+0 1.32 8.25E-12 0.69 3.13E-4 
CATMA2OC47085R1 AT2G05510 -1.61 0.00E+0 1.26 9.10E-14 -1.79 0.00E+0 0.41 1.49E-1 -1.59 0.00E+0 1.29 2.53E-11 0.69 3.21E-4 
CATMA2OC47086R1 AT2G05520 0.99 1.68E-7 1.91 0.00E+0 -0.57 2.37E-3 0.84 8.21E-6 -0.61 8.00E-4 0.63 2.09E-2 0.63 1.59E-3 
CATMA2OC47087R1 AT2G05530 -0.64 2.60E-3 1.74 0.00E+0 -1.33 0.00E+0 0.14 1.00E+0 -1.03 1.70E-10 1.30 1.39E-11 0.44 7.19E-2 
CATMA2OA04310R1 AT2G05540 -0.31 4.10E-1 1.23 3.46E-13 -0.85 2.03E-7 0.25 8.57E-1 -0.62 7.08E-4 1.05 2.34E-7 0.73 1.09E-4 
CATMA2OC47838R1 AT2G05580 -0.39 1.80E-1 -0.26 4.82E-1 -0.53 7.30E-3 -0.81 1.93E-5 -0.05 1.00E+0 0.12 1.00E+0 -0.40 1.42E-1 
CATMA2OA04350F1 AT2G05620 0.79 7.36E-5 1.27 6.15E-14 0.07 1.00E+0 0.08 1.00E+0 0.27 5.45E-1 0.65 1.46E-2 0.44 7.15E-2 
CATMA2OA04450R1 AT2G05710 -1.05 2.26E-8 -1.15 1.61E-11 -0.13 1.00E+0 0.02 1.00E+0 -0.09 1.00E+0 -0.17 1.00E+0 0.07 1.00E+0 
CATMA2OC47095R1 AT2G05790 -0.20 8.86E-1 -0.72 9.46E-5 -0.47 2.66E-2 -0.57 1.11E-2 0.15 1.00E+0 -0.44 4.83E-1 0.06 1.00E+0 
CATMA2OA04620R1 AT2G05830 -0.32 3.66E-1 -0.81 5.88E-6 0.98 9.99E-10 1.42 0.00E+0 0.50 1.40E-2 0.14 1.00E+0 1.09 2.15E-10 
CATMA2OA04670F1 AT2G05910 -0.57 1.06E-2 -0.24 6.13E-1 0.06 1.00E+0 -0.74 1.52E-4 0.13 1.00E+0 0.44 4.56E-1 -0.72 1.57E-4 
CATMA2OA04740F1 AT2G05940 -0.47 5.27E-2 -0.20 7.84E-1 0.65 2.45E-4 0.52 2.82E-2 -0.16 1.00E+0 0.16 1.00E+0 -0.33 3.47E-1 
CATMA2OF00668R1 AT2G06095 0.50 3.62E-2 0.65 6.33E-4 0.03 1.00E+0 0.00 1.00E+0 0.04 1.00E+0 0.01 1.00E+0 0.11 1.00E+0 
CATMA2OA04990R1 AT2G06255 1.23 1.91E-11 0.99 1.23E-8 0.43 6.15E-2 0.65 1.68E-3 0.34 2.51E-1 0.15 1.00E+0 0.43 8.75E-2 
CATMA2OA05190F1 AT2G06520 0.04 1.00E+0 -0.49 1.94E-2 -0.20 1.00E+0 -0.60 5.40E-3 0.15 1.00E+0 -0.21 1.00E+0 0.02 1.00E+0 
CATMA2OA05540R1 AT2G06850 0.35 2.71E-1 -0.96 3.28E-8 0.17 1.00E+0 -0.15 1.00E+0 0.71 4.45E-5 -0.61 3.01E-2 0.45 6.08E-2 
CATMA2OA05700F1 AT2G06925 -0.32 3.78E-1 -0.62 1.14E-3 0.06 1.00E+0 -0.24 8.80E-1 0.15 1.00E+0 -0.26 1.00E+0 -0.12 1.00E+0 
CATMA2OA05730F1 AT2G06960 1.50 0.00E+0 2.50 0.00E+0 0.50 1.37E-2 0.45 8.20E-2 -0.64 3.73E-4 0.16 1.00E+0 -0.51 2.06E-2 
CATMA2ON90842R1 AT2G06985 -0.13 1.00E+0 -0.03 1.00E+0 0.16 1.00E+0 0.60 5.40E-3 0.11 1.00E+0 0.05 1.00E+0 0.34 3.03E-1 
CATMA2OC47105F1 AT2G07000 0.11 1.00E+0 -0.48 2.37E-2 0.06 1.00E+0 -0.06 1.00E+0 0.66 1.82E-4 0.09 1.00E+0 0.48 3.54E-2 
CATMA2OA05990F1 AT2G07180 -0.39 1.67E-1 0.00 1.00E+0 -0.07 1.00E+0 -0.12 1.00E+0 -0.59 1.36E-3 -0.21 1.00E+0 -0.71 1.73E-4 
CATMA2ON94730F1 AT2G07440 1.32 4.85E-13 0.99 1.09E-8 0.71 3.46E-5 0.94 2.89E-7 0.24 7.23E-1 0.04 1.00E+0 0.41 1.15E-1 
CATMA2OA06250R1 AT2G07640 -0.71 4.74E-4 -0.35 1.93E-1 -0.10 1.00E+0 -0.09 1.00E+0 -0.25 6.76E-1 0.22 1.00E+0 -0.18 1.00E+0 
CATMA2OD05052R1 AT2G07669 0.85 1.46E-5 1.34 0.00E+0 -0.29 5.29E-1 0.14 1.00E+0 -0.23 7.75E-1 0.23 1.00E+0 0.10 1.00E+0 
CATMA2OC47117R1 AT2G07678 0.55 1.37E-2 1.53 0.00E+0 -0.07 1.00E+0 0.20 1.00E+0 -0.44 4.55E-2 0.40 7.33E-1 0.06 1.00E+0 
CATMA2OA06900R1 AT2G07699 0.44 8.64E-2 0.94 9.35E-8 -0.19 1.00E+0 0.09 1.00E+0 -0.22 8.78E-1 0.14 1.00E+0 0.05 1.00E+0 
CATMA2ON94734F1 AT2G07706 1.00 1.31E-7 1.04 2.03E-9 -0.42 7.74E-2 -0.06 1.00E+0 -0.05 1.00E+0 0.10 1.00E+0 0.34 3.26E-1 
CATMA2ON101426R1 AT2G07709 1.51 0.00E+0 1.48 0.00E+0 -0.21 1.00E+0 -0.08 1.00E+0 0.02 1.00E+0 0.08 1.00E+0 0.15 1.00E+0 
CATMA2OA07070F1 AT2G07711 1.06 1.29E-8 0.86 1.31E-6 -0.29 5.34E-1 -0.15 1.00E+0 0.10 1.00E+0 0.09 1.00E+0 0.29 5.19E-1 
CATMA2OA07100F1 AT2G07712 0.32 3.63E-1 0.45 3.93E-2 0.07 1.00E+0 -0.47 6.84E-2 0.03 1.00E+0 -0.09 1.00E+0 -0.68 4.22E-4 
CATMA2ON90769R1 AT2G07722 0.98 2.39E-7 1.13 3.53E-11 -0.25 7.98E-1 0.07 1.00E+0 -0.03 1.00E+0 0.08 1.00E+0 0.11 1.00E+0 
CATMA2ON90405F1 AT2G07723 0.52 2.71E-2 0.70 1.51E-4 -0.12 1.00E+0 -0.35 3.28E-1 -0.13 1.00E+0 0.07 1.00E+0 -0.32 3.93E-1 
CATMA2OA06480R1 AT2G07768 0.49 4.02E-2 0.91 2.05E-7 -0.34 2.59E-1 0.08 1.00E+0 -0.04 1.00E+0 -0.06 1.00E+0 0.33 3.59E-1 
CATMA2ON90799R2 AT2G07775 0.21 8.38E-1 0.63 9.41E-4 -0.07 1.00E+0 0.19 1.00E+0 -0.10 1.00E+0 0.06 1.00E+0 -0.13 1.00E+0 
CATMA2OA06380F1 AT2G07777 0.61 4.43E-3 0.60 1.91E-3 -0.29 5.06E-1 -0.68 7.72E-4 0.05 1.00E+0 0.10 1.00E+0 -0.36 2.33E-1 
CATMA2ON90425R1 AT2G07783 -0.08 1.00E+0 0.59 2.37E-3 -0.39 1.35E-1 0.10 1.00E+0 -0.56 3.04E-3 0.22 1.00E+0 -0.15 1.00E+0 
CATMA2OA06650F1 AT2G07811 1.08 7.06E-9 1.46 0.00E+0 0.08 1.00E+0 -0.12 1.00E+0 -0.38 1.31E-1 0.26 1.00E+0 -0.47 4.23E-2 
CATMA2ON90831F1 AT2G07835 0.33 3.33E-1 0.09 1.00E+0 -0.15 1.00E+0 -0.67 9.37E-4 0.07 1.00E+0 -0.16 1.00E+0 -0.32 3.82E-1 
CATMA2ON90845R1 AT2G07981 1.79 0.00E+0 1.12 4.89E-11 -0.02 1.00E+0 -0.29 6.31E-1 0.19 1.00E+0 -0.51 1.79E-1 0.05 1.00E+0 
CATMA2ON90711R1 AT2G08986 1.97 0.00E+0 1.15 1.91E-11 -0.11 1.00E+0 -0.28 6.91E-1 0.26 5.84E-1 -0.54 1.09E-1 0.17 1.00E+0 
CATMA2OF00719F1 AT2G09970 0.54 1.80E-2 0.11 1.00E+0 0.06 1.00E+0 -0.16 1.00E+0 0.67 1.43E-4 0.25 1.00E+0 0.39 1.52E-1 
CATMA2OA08830F1 AT2G10560 0.80 4.72E-5 0.33 2.55E-1 0.00 1.00E+0 0.49 4.82E-2 0.32 3.05E-1 -0.01 1.00E+0 0.92 2.13E-7 
CATMA2ON90616F1 AT2G10589 0.56 1.13E-2 0.34 2.20E-1 -0.22 9.40E-1 0.53 2.27E-2 0.23 7.98E-1 -0.08 1.00E+0 0.96 4.35E-8 
CATMA2ON90624R1 AT2G11270 0.07 1.00E+0 0.28 4.32E-1 0.25 7.68E-1 0.71 3.87E-4 -0.13 1.00E+0 -0.08 1.00E+0 0.40 1.42E-1 
CATMA2OA09920R1 AT2G11810 -1.09 4.13E-9 -1.91 0.00E+0 -0.55 4.72E-3 -1.10 6.36E-10 0.61 8.87E-4 -0.39 8.24E-1 -0.08 1.00E+0 
CATMA2OA10420F1 AT2G12400 -0.14 1.00E+0 -0.81 5.97E-6 -0.07 1.00E+0 -0.37 2.63E-1 0.60 9.70E-4 -0.06 1.00E+0 0.22 9.25E-1 
CATMA2OA10610F1 AT2G12462 -1.10 3.71E-9 -1.14 2.76E-11 0.05 1.00E+0 -0.16 1.00E+0 -0.13 1.00E+0 -0.29 1.00E+0 -0.36 2.44E-1 
CATMA2OA10830F1 AT2G12646 0.32 3.69E-1 -0.80 1.02E-5 0.11 1.00E+0 -0.40 1.86E-1 0.71 4.08E-5 -0.43 5.00E-1 0.09 1.00E+0 
CATMA2ON90680F1 AT2G12660 2.00 0.00E+0 0.40 1.00E-1 0.75 8.99E-6 0.73 2.18E-4 1.11 3.33E-12 -0.36 1.00E+0 0.99 1.47E-8 
CATMA2ON90742F1 AT2G13128 0.52 2.66E-2 0.71 1.30E-4 -0.14 1.00E+0 0.16 1.00E+0 -0.09 1.00E+0 0.11 1.00E+0 0.20 9.99E-1 
CATMA2OA11975F1 AT2G13360 1.26 4.61E-12 0.67 3.46E-4 -0.07 1.00E+0 0.37 2.82E-1 0.65 2.36E-4 0.03 1.00E+0 0.95 6.44E-8 
CATMA2ON99086R1 AT2G13430 0.45 8.05E-2 1.14 2.97E-11 -0.01 1.00E+0 0.03 1.00E+0 0.11 1.00E+0 0.21 1.00E+0 0.28 5.80E-1 
CATMA2OA12410R1 AT2G13790 -0.44 8.95E-2 -0.03 1.00E+0 0.17 1.00E+0 0.12 1.00E+0 -0.59 1.58E-3 0.02 1.00E+0 -0.53 1.32E-2 
CATMA2OA12420R1 AT2G13800 -0.47 5.36E-2 0.01 1.00E+0 0.00 1.00E+0 0.19 1.00E+0 -0.60 9.59E-4 -0.14 1.00E+0 -0.31 4.40E-1 
CATMA2OA12430R1 AT2G13810 -5.84 0.00E+0 -1.93 0.00E+0 1.52 0.00E+0 0.79 3.81E-5 -5.00 0.00E+0 -0.43 4.86E-1 -5.52 0.00E+0 
CATMA2OC47165R1 AT2G13900 0.66 1.53E-3 0.76 2.77E-5 0.38 1.45E-1 0.82 1.46E-5 -0.04 1.00E+0 0.11 1.00E+0 0.23 8.60E-1 
CATMA2ON90606R1 AT2G13910 1.63 0.00E+0 0.01 1.00E+0 0.24 8.61E-1 -0.19 1.00E+0 1.25 0.00E+0 -0.33 1.00E+0 0.81 9.94E-6 
CATMA2ON94747R1 AT2G14080 -0.96 5.15E-7 0.25 5.33E-1 -0.71 3.99E-5 0.16 1.00E+0 -0.92 2.21E-8 0.15 1.00E+0 -0.07 1.00E+0 
CATMA2OA12670F1 AT2G14095 0.61 4.38E-3 -1.03 2.90E-9 0.54 5.89E-3 -0.25 8.40E-1 0.88 1.04E-7 -0.92 1.42E-5 0.14 1.00E+0 
CATMA2OA12680F1 AT2G14100 1.53 0.00E+0 0.59 2.75E-3 0.28 5.51E-1 0.50 3.89E-2 0.73 2.38E-5 -0.13 1.00E+0 1.01 7.09E-9 
CATMA2OA12750R1 AT2G14247 3.82 0.00E+0 3.85 0.00E+0 -1.80 0.00E+0 -1.37 0.00E+0 0.55 3.77E-3 0.32 1.00E+0 1.06 9.80E-10 
CATMA2OA12770R1 AT2G14255 0.72 3.99E-4 0.87 8.38E-7 -0.08 1.00E+0 0.04 1.00E+0 -0.11 1.00E+0 -0.04 1.00E+0 0.00 1.00E+0 
CATMA2OA13120R1 AT2G14440 0.56 1.32E-2 0.72 8.58E-5 0.20 1.00E+0 0.37 2.72E-1 -0.26 6.37E-1 -0.01 1.00E+0 -0.07 1.00E+0 
CATMA2ON101532F1 AT2G14510 0.93 1.05E-6 0.73 7.54E-5 0.04 1.00E+0 0.36 3.03E-1 0.03 1.00E+0 -0.10 1.00E+0 0.31 4.41E-1 
CATMA2OB13240F1 AT2G14520 -0.46 6.22E-2 -0.52 1.26E-2 -0.48 2.37E-2 -0.67 1.18E-3 -0.08 1.00E+0 -0.19 1.00E+0 -0.11 1.00E+0 
CATMA2OC47174R1 AT2G14560 0.28 5.48E-1 0.08 1.00E+0 0.41 8.47E-2 0.93 4.61E-7 -0.64 3.77E-4 -0.52 1.38E-1 0.07 1.00E+0 
CATMA2OA13495R1 AT2G14750 -0.46 6.57E-2 0.88 6.35E-7 -0.06 1.00E+0 0.03 1.00E+0 -1.12 1.40E-12 0.26 1.00E+0 -0.95 7.81E-8 
CATMA2OA13540R1 AT2G14820 -0.11 1.00E+0 -0.75 4.73E-5 -0.09 1.00E+0 -0.16 1.00E+0 0.27 5.46E-1 -0.58 5.56E-2 0.50 2.58E-2 
CATMA2ON101541R1 AT2G14840 0.24 6.98E-1 1.29 2.12E-14 -1.28 0.00E+0 0.21 1.00E+0 -1.04 8.64E-11 -0.04 1.00E+0 0.52 1.79E-2 
CATMA2OA13640F1 AT2G14880 0.88 5.96E-6 0.59 2.48E-3 0.47 2.81E-2 -0.12 1.00E+0 0.45 3.93E-2 0.37 1.00E+0 -0.22 9.13E-1 
CATMA2ON101543R1 AT2G14890 0.10 1.00E+0 -0.66 4.17E-4 0.09 1.00E+0 -0.24 8.89E-1 0.41 7.87E-2 -0.33 1.00E+0 0.05 1.00E+0 
CATMA2OA13690R1 AT2G14920 0.24 7.08E-1 -1.21 8.97E-13 0.62 6.53E-4 0.81 2.07E-5 0.72 3.63E-5 -0.95 6.02E-6 0.80 1.38E-5 
CATMA2OB13760F1 AT2G14960 -0.12 1.00E+0 -0.68 2.99E-4 0.19 1.00E+0 0.16 1.00E+0 0.41 8.23E-2 -0.19 1.00E+0 0.54 1.08E-2 
CATMA2OA13830F1 AT2G15025 2.36 0.00E+0 1.65 0.00E+0 0.64 4.24E-4 0.48 5.81E-2 1.13 1.02E-12 0.19 1.00E+0 1.00 1.23E-8 
CATMA2OA13850R1 AT2G15030 3.02 0.00E+0 2.78 0.00E+0 0.41 9.35E-2 0.71 3.96E-4 0.10 1.00E+0 0.22 1.00E+0 0.65 7.97E-4 
CATMA2ON101549R1 AT2G15080 0.70 7.02E-4 1.06 6.37E-10 -0.15 1.00E+0 0.44 1.02E-1 -0.52 7.33E-3 -0.23 1.00E+0 0.10 1.00E+0 
CATMA2OA13930R1 AT2G15090 -1.07 1.14E-8 1.16 1.10E-11 -0.47 2.69E-2 -0.32 4.85E-1 -1.47 0.00E+0 1.10 3.89E-8 -0.92 2.50E-7 
CATMA2OD02807R1 AT2G15220 -3.20 0.00E+0 0.05 1.00E+0 -0.55 4.72E-3 -0.41 1.55E-1 -3.92 0.00E+0 -0.38 9.24E-1 -3.67 0.00E+0 
CATMA2OA14050R1 AT2G15230 -1.00 1.26E-7 -0.23 6.31E-1 -0.41 9.07E-2 -0.12 1.00E+0 -0.81 1.24E-6 -0.02 1.00E+0 -0.47 4.56E-2 
CATMA2OA14130R1 AT2G15300 0.37 2.14E-1 -1.00 9.97E-9 0.19 1.00E+0 -0.09 1.00E+0 0.66 2.10E-4 -0.74 1.97E-3 0.43 9.22E-2 
CATMA2OA14140R1 AT2G15310 -0.36 2.36E-1 -0.41 8.50E-2 -0.06 1.00E+0 -0.82 1.44E-5 0.29 4.22E-1 0.24 1.00E+0 -0.38 1.94E-1 
CATMA2OA14150F1 AT2G15320 -0.36 2.52E-1 -0.34 2.02E-1 -0.23 8.70E-1 -0.74 1.53E-4 0.18 1.00E+0 0.03 1.00E+0 -0.19 1.00E+0 
CATMA2ON90476F1 AT2G15350 0.17 9.56E-1 -1.56 0.00E+0 0.45 4.23E-2 -0.09 1.00E+0 0.79 2.79E-6 -0.80 3.83E-4 0.32 3.74E-1 
CATMA2ON94756F1 AT2G15370 0.18 9.46E-1 -1.55 0.00E+0 0.44 4.90E-2 -0.11 1.00E+0 0.84 3.97E-7 -1.05 2.32E-7 0.07 1.00E+0 
CATMA2OF00788F1 AT2G15390 -0.65 2.19E-3 -0.58 3.25E-3 0.08 1.00E+0 -0.21 1.00E+0 -0.41 7.09E-2 -0.30 1.00E+0 -0.72 1.39E-4 
CATMA2OC47194R1 AT2G15480 -0.88 5.17E-6 -0.01 1.00E+0 -0.16 1.00E+0 0.16 1.00E+0 -0.81 1.19E-6 0.17 1.00E+0 -0.55 8.76E-3 
CATMA2OA14420R1 AT2G15490 -1.58 0.00E+0 1.89 0.00E+0 -0.19 1.00E+0 0.08 1.00E+0 -2.29 0.00E+0 1.10 4.91E-8 -1.96 0.00E+0 
CATMA2OA14525R1 AT2G15620 0.79 7.55E-5 1.34 0.00E+0 1.25 0.00E+0 1.82 0.00E+0 -0.48 1.90E-2 0.12 1.00E+0 0.35 2.86E-1 
CATMA2ON90533R1 AT2G15680 0.34 3.10E-1 -0.69 2.14E-4 0.02 1.00E+0 -0.19 1.00E+0 0.75 1.02E-5 -0.18 1.00E+0 0.53 1.38E-2 
CATMA2OA14670F1 AT2G15760 -1.61 0.00E+0 -0.82 4.70E-6 0.01 1.00E+0 0.05 1.00E+0 -0.75 1.22E-5 0.16 1.00E+0 -0.59 3.70E-3 
CATMA2OA14690F1 AT2G15780 -2.92 0.00E+0 0.21 7.41E-1 -0.33 3.17E-1 -0.06 1.00E+0 -0.87 1.44E-7 2.40 0.00E+0 -0.55 1.00E-2 
CATMA2OA14730R1 AT2G15830 -1.10 3.05E-9 -2.03 0.00E+0 -0.36 1.99E-1 0.21 1.00E+0 0.61 8.49E-4 -0.34 1.00E+0 1.25 1.66E-13 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA2OA14770F1 AT2G15890 1.35 1.12E-13 0.70 1.49E-4 -0.74 1.57E-5 -0.01 1.00E+0 0.57 2.72E-3 -0.02 1.00E+0 1.31 0.00E+0 
CATMA2OA14790F1 AT2G15910 0.33 3.38E-1 -0.45 4.51E-2 -0.02 1.00E+0 -0.23 9.60E-1 0.64 3.65E-4 -0.21 1.00E+0 0.42 1.02E-1 
CATMA2OC47205R1 AT2G15960 1.37 5.19E-14 1.38 0.00E+0 -0.61 9.50E-4 0.64 2.07E-3 0.63 5.14E-4 0.51 1.71E-1 1.69 0.00E+0 
CATMA2OA14830R1 AT2G15970 0.02 1.00E+0 -0.39 1.06E-1 -0.31 3.98E-1 -0.66 1.18E-3 0.65 2.42E-4 0.21 1.00E+0 0.21 9.72E-1 
CATMA2ON101563F1 AT2G16005 0.42 1.09E-1 1.02 4.36E-9 -0.53 7.85E-3 1.62 0.00E+0 -0.02 1.00E+0 0.49 2.19E-1 1.97 0.00E+0 
CATMA2OC47210F1 AT2G16060 -0.51 3.18E-2 1.25 1.77E-13 -0.70 6.59E-5 0.61 3.98E-3 -1.26 0.00E+0 0.48 2.54E-1 0.15 1.00E+0 
CATMA2ON101567F1 AT2G16250 0.65 2.06E-3 -0.01 1.00E+0 -0.28 5.53E-1 -0.10 1.00E+0 0.05 1.00E+0 -0.32 1.00E+0 0.34 2.92E-1 
CATMA2OA15090F1 AT2G16270 -0.84 1.70E-5 -0.32 2.83E-1 -0.33 3.29E-1 0.11 1.00E+0 -0.25 6.73E-1 0.02 1.00E+0 -0.09 1.00E+0 
CATMA2OA15130F1 AT2G16310 0.50 3.27E-2 0.62 1.19E-3 -0.05 1.00E+0 -0.10 1.00E+0 0.02 1.00E+0 0.05 1.00E+0 0.03 1.00E+0 
CATMA2OA15170R1 AT2G16380 0.22 8.14E-1 0.86 1.38E-6 0.13 1.00E+0 0.65 1.72E-3 -0.56 3.35E-3 0.05 1.00E+0 -0.13 1.00E+0 
CATMA2OA15190F1 AT2G16400 0.46 6.83E-2 0.63 9.98E-4 -0.18 1.00E+0 0.16 1.00E+0 -0.25 6.88E-1 0.03 1.00E+0 0.11 1.00E+0 
CATMA2OA15200F1 AT2G16405 0.43 1.01E-1 0.50 1.56E-2 -0.25 7.66E-1 0.28 6.58E-1 -0.01 1.00E+0 0.11 1.00E+0 0.62 1.83E-3 
CATMA2OA15240F1 AT2G16430 -0.59 7.15E-3 -0.61 1.63E-3 -0.06 1.00E+0 -0.04 1.00E+0 -0.19 1.00E+0 -0.14 1.00E+0 -0.16 1.00E+0 
CATMA2OA15280F1 AT2G16480 -0.42 1.15E-1 -0.45 4.10E-2 -0.46 3.43E-2 -0.69 5.71E-4 -0.05 1.00E+0 -0.08 1.00E+0 -0.16 1.00E+0 
CATMA2OC47228F1 AT2G16580 -0.43 1.02E-1 -0.76 3.49E-5 -0.15 1.00E+0 -0.47 6.29E-2 0.24 7.57E-1 -0.07 1.00E+0 0.05 1.00E+0 
CATMA2OA15350R1 AT2G16630 -1.93 0.00E+0 1.76 0.00E+0 -1.29 0.00E+0 0.04 1.00E+0 -2.15 0.00E+0 1.35 1.57E-12 -0.82 7.49E-6 
CATMA2OA15380F1 AT2G16660 -0.20 8.73E-1 0.27 4.57E-1 0.09 1.00E+0 1.02 1.31E-8 -0.09 1.00E+0 0.38 8.99E-1 0.73 1.08E-4 
CATMA2OA15423F1 AT2G16720 0.63 3.10E-3 0.30 3.37E-1 0.37 1.77E-1 0.35 3.29E-1 0.29 4.33E-1 0.06 1.00E+0 0.30 4.63E-1 
CATMA2OA15426F1 AT2G16730 -0.44 8.41E-2 -1.19 2.15E-12 -0.56 3.39E-3 -0.56 1.26E-2 0.06 1.00E+0 -0.05 1.00E+0 0.02 1.00E+0 
CATMA2OC47232R1 AT2G16740 -0.03 1.00E+0 0.26 4.92E-1 0.23 9.00E-1 0.61 4.52E-3 -0.18 1.00E+0 0.20 1.00E+0 0.26 6.90E-1 
CATMA2OA15440R1 AT2G16750 0.90 3.44E-6 0.12 1.00E+0 0.51 1.21E-2 -0.07 1.00E+0 0.63 5.52E-4 -0.15 1.00E+0 0.06 1.00E+0 
CATMA2OC47233R1 AT2G16760 -1.32 4.29E-13 -0.98 2.12E-8 0.86 1.26E-7 -0.54 1.74E-2 -0.29 4.51E-1 0.07 1.00E+0 -1.64 0.00E+0 
CATMA2ON90595R1 AT2G16835 0.45 8.13E-2 -0.27 4.48E-1 0.17 1.00E+0 -0.12 1.00E+0 0.70 6.39E-5 -0.20 1.00E+0 0.45 6.69E-2 
CATMA2OA15530F1 AT2G16870 -0.31 4.25E-1 0.13 1.00E+0 0.29 5.12E-1 0.50 3.85E-2 -0.59 1.56E-3 -0.12 1.00E+0 -0.32 3.97E-1 
CATMA2ON101578R1 AT2G16960 -0.33 3.29E-1 0.07 1.00E+0 0.04 1.00E+0 -0.46 6.94E-2 -0.21 9.33E-1 0.18 1.00E+0 -0.62 1.81E-3 
CATMA2OA15660R1 AT2G16970 0.57 1.08E-2 -0.02 1.00E+0 0.08 1.00E+0 0.30 5.64E-1 0.47 2.24E-2 0.01 1.00E+0 0.76 4.51E-5 
CATMA2OC47239R1 AT2G16980 -0.75 2.15E-4 -1.54 0.00E+0 -0.58 2.00E-3 -0.97 9.21E-8 0.89 5.71E-8 0.06 1.00E+0 0.60 2.84E-3 
CATMA2OC47240R1 AT2G16990 -0.65 1.99E-3 -0.29 3.90E-1 -0.73 1.92E-5 -0.05 1.00E+0 -0.15 1.00E+0 0.18 1.00E+0 0.52 1.59E-2 
CATMA2OA15740R1 AT2G17033 0.63 3.20E-3 0.54 7.71E-3 -0.12 1.00E+0 0.47 5.94E-2 -0.06 1.00E+0 0.04 1.00E+0 0.45 5.88E-2 
CATMA2OB15750R1 AT2G17036 1.07 1.01E-8 1.07 5.23E-10 0.28 5.68E-1 0.71 4.02E-4 -0.22 8.65E-1 0.10 1.00E+0 0.28 5.95E-1 
CATMA2OA15760R1 AT2G17040 -2.38 0.00E+0 0.63 1.10E-3 0.64 3.84E-4 1.12 2.57E-10 -2.87 0.00E+0 -0.02 1.00E+0 -2.42 0.00E+0 
CATMA2OA15780F1 AT2G17050 0.53 2.01E-2 1.22 5.56E-13 0.36 2.12E-1 0.84 1.01E-5 -0.79 3.19E-6 -0.07 1.00E+0 -0.35 2.86E-1 
CATMA2OA15800R1 AT2G17060 -0.24 7.26E-1 0.30 3.30E-1 0.33 3.01E-1 0.70 5.18E-4 -0.70 6.15E-5 -0.04 1.00E+0 -0.24 8.02E-1 
CATMA2ON90457F1 AT2G17070 0.51 2.87E-2 -0.94 9.18E-8 0.41 9.84E-2 -0.23 9.63E-1 0.94 8.58E-9 -0.41 6.68E-1 0.14 1.00E+0 
CATMA2ON90515F1 AT2G17080 0.63 3.08E-3 -0.79 1.32E-5 0.37 1.86E-1 -0.20 1.00E+0 0.97 2.19E-9 -0.81 3.05E-4 0.43 8.08E-2 
CATMA2OA15860R1 AT2G17120 -0.38 2.03E-1 -0.07 1.00E+0 0.37 1.63E-1 -0.25 8.61E-1 -0.43 5.01E-2 -0.02 1.00E+0 -1.03 2.78E-9 
CATMA2OA15880F1 AT2G17150 0.66 1.46E-3 0.61 1.47E-3 -0.16 1.00E+0 0.22 9.83E-1 0.07 1.00E+0 0.00 1.00E+0 0.50 2.74E-2 
CATMA2OA15960F1 AT2G17220 -0.59 7.63E-3 0.24 6.14E-1 0.20 1.00E+0 0.19 1.00E+0 -0.81 1.46E-6 -0.01 1.00E+0 -0.91 3.80E-7 
CATMA2OA16010R1 AT2G17280 -0.20 8.58E-1 -2.04 0.00E+0 -0.13 1.00E+0 -0.70 5.31E-4 1.24 0.00E+0 -0.49 2.38E-1 0.81 1.05E-5 
CATMA2OB16020F1 AT2G17300 -0.69 8.90E-4 -1.81 0.00E+0 0.30 4.73E-1 -0.88 2.21E-6 0.85 2.73E-7 -0.40 7.09E-1 -0.16 1.00E+0 
CATMA2OA16140R1 AT2G17430 0.47 5.43E-2 0.70 1.63E-4 -0.05 1.00E+0 0.17 1.00E+0 -0.41 7.84E-2 -0.12 1.00E+0 -0.08 1.00E+0 
CATMA2OA16150R1 AT2G17440 1.46 0.00E+0 1.07 5.90E-10 0.00 1.00E+0 0.30 5.64E-1 0.37 1.40E-1 -0.03 1.00E+0 0.75 5.46E-5 
CATMA2ON94767F1 AT2G17442 -0.66 1.50E-3 -0.48 2.42E-2 -0.51 1.25E-2 -0.58 8.67E-3 -0.43 5.14E-2 -0.28 1.00E+0 -0.42 1.08E-1 
CATMA2OA16155F1 AT2G17450 0.04 1.00E+0 -0.62 1.23E-3 -0.13 1.00E+0 -0.51 3.27E-2 0.48 2.06E-2 -0.19 1.00E+0 0.09 1.00E+0 
CATMA2OA16170F1 AT2G17480 -0.63 3.21E-3 -0.33 2.55E-1 0.23 9.04E-1 0.18 1.00E+0 -0.18 1.00E+0 0.14 1.00E+0 -0.28 5.65E-1 
CATMA2OA16180R1 AT2G17500 -1.87 0.00E+0 -1.67 0.00E+0 -0.98 7.38E-10 -2.20 0.00E+0 0.03 1.00E+0 0.32 1.00E+0 -1.27 4.74E-14 
CATMA2OA16240F1 AT2G17550 -0.09 1.00E+0 -0.75 4.06E-5 -0.13 1.00E+0 -0.08 1.00E+0 0.59 1.26E-3 -0.31 1.00E+0 0.53 1.40E-2 
CATMA2OC47247F1 AT2G17590 0.06 1.00E+0 -0.67 3.48E-4 0.09 1.00E+0 -0.25 8.56E-1 0.65 2.43E-4 -0.14 1.00E+0 0.43 8.50E-2 
CATMA2ON94769F1 AT2G17600 -0.08 1.00E+0 -0.71 1.17E-4 -0.02 1.00E+0 -0.26 7.94E-1 0.42 6.27E-2 -0.21 1.00E+0 0.33 3.62E-1 
CATMA2OC47250F1 AT2G17640 1.07 8.77E-9 1.42 0.00E+0 0.08 1.00E+0 0.43 1.14E-1 -0.17 1.00E+0 0.19 1.00E+0 0.30 4.96E-1 
CATMA2OA16310R1 AT2G17650 1.26 4.80E-12 0.47 2.78E-2 0.26 7.07E-1 0.11 1.00E+0 0.72 3.19E-5 0.03 1.00E+0 0.36 2.26E-1 
CATMA2OA16320R1 AT2G17660 0.20 8.63E-1 -1.11 7.75E-11 0.58 2.07E-3 -0.02 1.00E+0 1.31 0.00E+0 -0.01 1.00E+0 0.72 1.54E-4 
CATMA2OA16370F1 AT2G17700 -1.12 1.42E-9 -1.40 0.00E+0 -0.51 1.22E-2 -1.27 3.10E-13 0.25 6.47E-1 0.03 1.00E+0 -0.42 1.05E-1 
CATMA2OA16380R1 AT2G17705 -0.01 1.00E+0 0.12 1.00E+0 0.13 1.00E+0 -0.44 9.70E-2 -0.02 1.00E+0 0.20 1.00E+0 -0.67 5.06E-4 
CATMA2OA16390R1 AT2G17710 0.28 5.25E-1 -0.55 5.84E-3 -0.19 1.00E+0 -0.31 5.21E-1 0.85 2.93E-7 0.01 1.00E+0 0.79 1.84E-5 
CATMA2OA16420F1 AT2G17740 -1.21 3.90E-11 0.06 1.00E+0 -0.45 3.87E-2 -0.21 1.00E+0 -0.88 1.14E-7 0.33 1.00E+0 -0.37 2.16E-1 
CATMA2OA16440R1 AT2G17760 -0.36 2.54E-1 -0.20 7.99E-1 0.38 1.50E-1 -0.22 1.00E+0 -0.04 1.00E+0 0.15 1.00E+0 -0.62 2.01E-3 
CATMA2OA16486F1 AT2G17820 1.48 0.00E+0 1.22 6.91E-13 0.52 8.28E-3 0.67 1.17E-3 0.20 9.89E-1 0.08 1.00E+0 0.35 2.63E-1 
CATMA2ON101586F1 AT2G17840 -0.34 2.91E-1 -0.85 1.97E-6 -0.18 1.00E+0 -0.54 1.65E-2 0.23 7.59E-1 -0.13 1.00E+0 -0.15 1.00E+0 
CATMA2OA16520F1 AT2G17850 -2.98 0.00E+0 -3.33 0.00E+0 -1.96 0.00E+0 -3.47 0.00E+0 1.00 5.24E-10 0.48 2.57E-1 -0.81 8.20E-6 
CATMA2OA16550F1 AT2G17880 0.01 1.00E+0 -0.78 1.87E-5 -0.05 1.00E+0 -0.55 1.38E-2 0.92 2.24E-8 0.05 1.00E+0 0.59 3.94E-3 
CATMA2OA16715R1 AT2G18050 0.35 2.69E-1 0.39 1.08E-1 0.09 1.00E+0 0.45 8.75E-2 0.44 4.68E-2 0.44 4.50E-1 0.82 7.97E-6 
CATMA2OA16790F1 AT2G18120 -1.04 2.51E-8 0.52 1.26E-2 -0.65 2.55E-4 -0.38 2.25E-1 -0.66 1.89E-4 0.75 1.37E-3 -0.60 3.17E-3 
CATMA2OA16820F1 AT2G18150 -2.63 0.00E+0 -0.15 9.60E-1 0.61 7.82E-4 0.37 2.62E-1 -1.04 9.35E-11 1.67 0.00E+0 -1.18 3.62E-12 
CATMA2OA16860F1 AT2G18193 1.02 5.23E-8 2.03 0.00E+0 0.35 2.29E-1 0.53 2.40E-2 -0.41 8.04E-2 0.95 5.41E-6 -0.22 9.19E-1 
CATMA2OA16870F1 AT2G18196 0.59 6.95E-3 0.91 2.37E-7 -0.19 1.00E+0 0.09 1.00E+0 -0.07 1.00E+0 0.25 1.00E+0 0.20 1.00E+0 
CATMA2OA16880F1 AT2G18210 -0.85 1.21E-5 -0.19 8.36E-1 0.04 1.00E+0 -0.23 9.49E-1 -0.01 1.00E+0 0.42 6.08E-1 -0.26 6.89E-1 
CATMA2OA16895F1 AT2G18230 -0.92 1.66E-6 -0.88 6.60E-7 -0.28 5.98E-1 -0.68 8.95E-4 0.10 1.00E+0 0.05 1.00E+0 -0.31 4.15E-1 
CATMA2OA16930R1 AT2G18260 0.82 2.81E-5 0.57 4.35E-3 -0.08 1.00E+0 0.15 1.00E+0 0.06 1.00E+0 0.26 1.00E+0 0.12 1.00E+0 
CATMA2ON90442R1 AT2G18280 0.96 4.99E-7 0.33 2.28E-1 -0.02 1.00E+0 0.05 1.00E+0 0.54 4.81E-3 0.07 1.00E+0 0.63 1.49E-3 
CATMA2OA16960F1 AT2G18290 0.63 2.99E-3 0.35 1.95E-1 0.12 1.00E+0 0.09 1.00E+0 0.34 2.48E-1 0.05 1.00E+0 0.23 8.31E-1 
CATMA2OC47266F1 AT2G18360 -1.93 0.00E+0 -0.09 1.00E+0 -0.65 2.45E-4 0.07 1.00E+0 -1.40 0.00E+0 0.68 7.43E-3 -0.67 5.25E-4 
CATMA2OA17030R1 AT2G18370 -2.61 0.00E+0 -0.28 4.35E-1 -0.49 1.69E-2 -0.58 8.44E-3 -1.86 0.00E+0 0.79 5.85E-4 -1.82 0.00E+0 
CATMA2OA17100F1 AT2G18450 0.58 8.05E-3 -0.15 9.73E-1 0.39 1.20E-1 0.92 6.45E-7 0.31 3.57E-1 -0.52 1.38E-1 0.81 1.09E-5 
CATMA2OA17150R1 AT2G18500 -1.81 0.00E+0 -1.27 5.17E-14 -0.72 3.32E-5 -0.89 1.66E-6 0.00 1.00E+0 0.27 1.00E+0 -0.41 1.11E-1 
CATMA2OC47269F1 AT2G18550 -0.24 7.18E-1 -1.68 0.00E+0 -0.07 1.00E+0 -1.53 0.00E+0 0.93 1.21E-8 -0.28 1.00E+0 -0.18 1.00E+0 
CATMA2OA17260F1 AT2G18600 0.17 9.78E-1 1.01 4.98E-9 0.47 2.95E-2 0.65 1.55E-3 -0.50 1.37E-2 0.36 1.00E+0 -0.25 7.27E-1 
CATMA2OA17300F1 AT2G18650 1.02 6.51E-8 -0.50 1.73E-2 0.05 1.00E+0 -0.39 2.07E-1 1.15 3.58E-13 -0.32 1.00E+0 0.78 2.58E-5 
CATMA2OC47273F1 AT2G18660 -4.71 0.00E+0 -0.23 6.41E-1 1.00 3.62E-10 1.24 1.07E-12 -4.47 0.00E+0 0.22 1.00E+0 -4.02 0.00E+0 
CATMA2OA17340R1 AT2G18690 -1.68 0.00E+0 0.02 1.00E+0 0.67 1.36E-4 -0.15 1.00E+0 -1.80 0.00E+0 -0.06 1.00E+0 -2.38 0.00E+0 
CATMA2OA17350R1 AT2G18700 0.02 1.00E+0 1.15 1.34E-11 0.01 1.00E+0 0.75 1.14E-4 -0.77 6.05E-6 0.33 1.00E+0 0.07 1.00E+0 
CATMA2OA17420R1 AT2G18800 1.75 0.00E+0 0.25 5.48E-1 0.72 2.84E-5 0.69 6.24E-4 0.87 1.44E-7 -0.47 3.21E-1 0.89 5.57E-7 
CATMA2ON94776R1 AT2G18860 0.68 1.06E-3 0.49 1.99E-2 -0.16 1.00E+0 0.18 1.00E+0 0.29 4.37E-1 0.14 1.00E+0 0.55 8.68E-3 
CATMA2OA17482R1 AT2G18876 0.79 7.08E-5 0.22 6.66E-1 -0.02 1.00E+0 0.09 1.00E+0 0.45 3.77E-2 0.01 1.00E+0 0.63 1.34E-3 
CATMA2OA17490R1 AT2G18890 -1.23 1.77E-11 -0.81 6.56E-6 -0.01 1.00E+0 -1.02 1.62E-8 -0.50 1.28E-2 -0.18 1.00E+0 -1.51 0.00E+0 
CATMA2OA17530F1 AT2G18940 0.56 1.26E-2 0.60 2.12E-3 -0.27 6.43E-1 0.28 6.82E-1 -0.05 1.00E+0 0.15 1.00E+0 0.39 1.55E-1 
CATMA2ON101603R1 AT2G18950 -0.11 1.00E+0 0.64 6.99E-4 -0.22 9.58E-1 0.33 4.19E-1 -0.72 2.77E-5 0.11 1.00E+0 -0.09 1.00E+0 
CATMA2OC47282F1 AT2G18980 0.28 5.44E-1 -1.19 2.68E-12 0.33 3.09E-1 -0.21 1.00E+0 0.87 1.59E-7 -0.66 1.08E-2 0.32 3.68E-1 
CATMA2OA17650R1 AT2G19050 0.08 1.00E+0 -0.80 1.03E-5 0.13 1.00E+0 -0.14 1.00E+0 0.53 5.77E-3 -0.39 7.82E-1 0.20 9.99E-1 
CATMA2OC47287R1 AT2G19060 2.07 0.00E+0 0.37 1.43E-1 0.83 4.29E-7 0.23 9.18E-1 1.74 0.00E+0 0.00 1.00E+0 1.20 1.97E-12 
CATMA2OC47292R1 AT2G19200 -1.36 6.18E-14 -0.87 1.00E-6 1.24 0.00E+0 -1.83 0.00E+0 -0.20 9.71E-1 0.29 1.00E+0 -3.04 0.00E+0 
CATMA2OA17820F1 AT2G19210 1.22 2.49E-11 0.22 6.84E-1 0.22 9.77E-1 1.01 2.13E-8 1.09 8.30E-12 0.09 1.00E+0 1.93 0.00E+0 
CATMA2OA17840F1 AT2G19230 -0.25 6.62E-1 -0.28 4.14E-1 -0.09 1.00E+0 0.08 1.00E+0 0.33 2.86E-1 -0.05 1.00E+0 0.61 2.66E-3 
CATMA2OC47920R1 AT2G19250 0.22 7.90E-1 0.14 1.00E+0 -0.22 9.51E-1 0.19 1.00E+0 0.25 6.59E-1 0.04 1.00E+0 0.65 9.91E-4 
CATMA2OA17990F1 AT2G19410 -0.07 1.00E+0 -0.54 8.25E-3 -0.05 1.00E+0 0.20 1.00E+0 0.31 3.72E-1 -0.14 1.00E+0 0.63 1.65E-3 
CATMA2ON94778F1 AT2G19440 -0.28 5.18E-1 -0.68 2.67E-4 -0.03 1.00E+0 0.06 1.00E+0 0.08 1.00E+0 -0.27 1.00E+0 -0.03 1.00E+0 
CATMA2OA18070F1 AT2G19500 -2.26 0.00E+0 0.40 1.02E-1 -1.16 4.61E-14 0.19 1.00E+0 -1.96 0.00E+0 0.61 2.72E-2 -0.85 2.81E-6 
CATMA2OA18120F1 AT2G19580 0.70 5.92E-4 1.12 4.81E-11 0.11 1.00E+0 0.06 1.00E+0 -0.30 3.79E-1 0.21 1.00E+0 -0.24 7.80E-1 
CATMA2OC47304F1 AT2G19590 -0.46 7.05E-2 0.14 1.00E+0 -0.72 2.94E-5 -0.60 5.43E-3 -0.42 6.53E-2 0.21 1.00E+0 -0.24 8.22E-1 
CATMA2OA18160F1 AT2G19620 -0.24 7.12E-1 -0.87 8.76E-7 0.02 1.00E+0 -0.34 3.76E-1 0.23 8.18E-1 -0.28 1.00E+0 0.09 1.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA2OA18200F1 AT2G19660 0.27 5.65E-1 -1.57 0.00E+0 -0.12 1.00E+0 -0.76 1.04E-4 1.07 2.21E-11 -1.04 3.98E-7 0.41 1.19E-1 
CATMA2OC47308R1 AT2G19690 -0.85 1.32E-5 -1.49 0.00E+0 0.11 1.00E+0 -0.56 1.22E-2 0.17 1.00E+0 -0.32 1.00E+0 -0.45 6.66E-2 
CATMA2OC47310F1 AT2G19760 0.28 5.20E-1 -0.50 1.58E-2 0.39 1.33E-1 -0.14 1.00E+0 0.73 2.37E-5 -0.12 1.00E+0 0.14 1.00E+0 
CATMA2OC47312F1 AT2G19800 -1.07 8.74E-9 -0.49 1.97E-2 -0.57 2.34E-3 -0.34 3.66E-1 -0.12 1.00E+0 0.61 2.98E-2 0.19 1.00E+0 
CATMA2OA18340R1 AT2G19810 -0.62 4.14E-3 -0.65 6.48E-4 -0.87 9.17E-8 -0.68 8.65E-4 0.12 1.00E+0 0.13 1.00E+0 0.27 6.15E-1 
CATMA2ON101607R1 AT2G19850 -0.35 2.81E-1 -0.38 1.32E-1 -1.12 8.38E-13 -0.91 7.93E-7 -0.17 1.00E+0 0.14 1.00E+0 0.10 1.00E+0 
CATMA2OA18380R1 AT2G19880 -0.23 7.34E-1 -0.72 1.05E-4 -0.09 1.00E+0 -0.23 9.19E-1 0.23 7.71E-1 -0.22 1.00E+0 0.07 1.00E+0 
CATMA2OC47317R1 AT2G19960 0.48 4.63E-2 0.80 1.00E-5 -0.64 3.76E-4 0.19 1.00E+0 -0.11 1.00E+0 0.11 1.00E+0 0.80 1.12E-5 
CATMA2OA18480F1 AT2G19990 0.58 8.84E-3 1.69 0.00E+0 -0.36 2.21E-1 0.42 1.38E-1 -0.38 1.26E-1 0.96 4.15E-6 0.49 2.84E-2 
CATMA2OA18520R1 AT2G20030 -1.52 0.00E+0 -2.60 0.00E+0 -0.58 2.28E-3 0.28 6.99E-1 1.21 1.57E-14 -0.06 1.00E+0 2.00 0.00E+0 
CATMA2OC47318F1 AT2G20050 0.19 9.16E-1 -0.42 6.61E-2 -0.25 7.80E-1 0.31 4.90E-1 0.49 1.57E-2 -0.04 1.00E+0 0.96 5.05E-8 
CATMA2OA18550F1 AT2G20080 0.79 7.25E-5 -0.77 2.08E-5 0.36 2.05E-1 -0.90 1.19E-6 1.73 0.00E+0 0.15 1.00E+0 0.18 1.00E+0 
CATMA2OA18570R1 AT2G20110 -0.05 1.00E+0 -0.37 1.51E-1 -0.09 1.00E+0 0.41 1.50E-1 0.17 1.00E+0 0.24 1.00E+0 0.86 1.57E-6 
CATMA2OF00812R1 AT2G20142 -0.12 1.00E+0 0.50 1.74E-2 0.75 1.12E-5 0.30 5.60E-1 -0.68 9.67E-5 -0.05 1.00E+0 -1.10 1.40E-10 
CATMA2OA18650F1 AT2G20180 0.85 1.20E-5 0.20 7.99E-1 -0.29 5.03E-1 -0.39 2.11E-1 0.50 1.18E-2 0.08 1.00E+0 0.43 8.21E-2 
CATMA2OA18815R1 AT2G20340 -0.82 2.91E-5 -0.61 1.56E-3 -0.40 1.17E-1 -0.02 1.00E+0 -0.28 5.19E-1 -0.17 1.00E+0 0.06 1.00E+0 
CATMA2OA18840R1 AT2G20362 -0.43 1.00E-1 -0.97 2.74E-8 -0.13 1.00E+0 -0.92 6.71E-7 0.47 2.44E-2 0.01 1.00E+0 -0.17 1.00E+0 
CATMA2OA18970F1 AT2G20470 -0.64 2.72E-3 -0.37 1.52E-1 -0.18 1.00E+0 -0.03 1.00E+0 -0.24 7.20E-1 -0.06 1.00E+0 -0.10 1.00E+0 
CATMA2OA19010F1 AT2G20515 -0.52 2.34E-2 -1.48 0.00E+0 -0.09 1.00E+0 -0.73 2.41E-4 0.53 6.17E-3 -0.38 8.79E-1 -0.03 1.00E+0 
CATMA2OA19020R1 AT2G20520 -0.18 9.54E-1 -2.41 0.00E+0 0.61 9.07E-4 -0.34 3.85E-1 1.92 0.00E+0 -0.27 1.00E+0 1.16 9.48E-12 
CATMA2OC47921F1 AT2G20562 -0.70 7.01E-4 -1.09 2.39E-10 0.65 3.15E-4 -0.28 6.62E-1 -0.14 1.00E+0 -0.42 6.08E-1 -1.03 3.55E-9 
CATMA2OA19130F1 AT2G20610 -0.67 1.21E-3 0.36 1.76E-1 -0.03 1.00E+0 0.19 1.00E+0 -0.86 2.25E-7 0.18 1.00E+0 -0.71 1.77E-4 
CATMA2OA19180F1 AT2G20630 -0.68 9.33E-4 -0.90 2.87E-7 -0.43 6.24E-2 -0.52 2.45E-2 -0.05 1.00E+0 -0.16 1.00E+0 -0.11 1.00E+0 
CATMA2OC47333R1 AT2G20635 -0.22 7.80E-1 -0.83 3.72E-6 0.06 1.00E+0 0.08 1.00E+0 0.40 9.69E-2 -0.03 1.00E+0 0.66 6.77E-4 
CATMA2OA19190R1 AT2G20640 -0.29 4.94E-1 -0.69 1.95E-4 -0.05 1.00E+0 0.33 4.41E-1 0.19 1.00E+0 0.04 1.00E+0 0.61 2.52E-3 
CATMA2OB19220R1 AT2G20680 -0.67 1.41E-3 -0.95 6.08E-8 0.13 1.00E+0 -0.10 1.00E+0 0.15 1.00E+0 0.11 1.00E+0 -0.18 1.00E+0 
CATMA2ON90637F1 AT2G20700 -0.69 8.58E-4 -0.11 1.00E+0 -0.18 1.00E+0 -0.18 1.00E+0 0.06 1.00E+0 0.15 1.00E+0 -0.01 1.00E+0 
CATMA2ON98302F1 AT2G20721 0.48 4.59E-2 0.83 3.76E-6 0.12 1.00E+0 0.32 4.85E-1 -0.27 5.58E-1 0.16 1.00E+0 0.25 7.27E-1 
CATMA2ON98303F1 AT2G20722 0.66 1.69E-3 0.77 1.99E-5 0.24 8.10E-1 0.54 1.94E-2 -0.27 5.58E-1 0.04 1.00E+0 0.34 3.19E-1 
CATMA2ON98304F1 AT2G20723 0.38 2.05E-1 0.57 4.43E-3 0.11 1.00E+0 0.62 3.73E-3 -0.09 1.00E+0 0.12 1.00E+0 0.29 5.15E-1 
CATMA2OA19280F1 AT2G20724 0.10 1.00E+0 -0.85 1.83E-6 0.28 5.60E-1 -0.23 9.41E-1 0.82 9.48E-7 -0.11 1.00E+0 0.29 5.51E-1 
CATMA2OA19310R1 AT2G20750 -0.77 1.22E-4 -2.34 0.00E+0 0.35 2.34E-1 -0.46 7.50E-2 1.04 1.06E-10 -0.45 3.84E-1 0.29 5.31E-1 
CATMA2OC47334R1 AT2G20770 0.63 2.97E-3 0.51 1.30E-2 0.03 1.00E+0 0.18 1.00E+0 0.12 1.00E+0 0.11 1.00E+0 0.19 1.00E+0 
CATMA2OC47335F1 AT2G20780 0.59 7.21E-3 -0.07 1.00E+0 -0.09 1.00E+0 -0.30 5.46E-1 0.45 3.35E-2 -0.08 1.00E+0 0.20 1.00E+0 
CATMA2OA19390R1 AT2G20815 0.74 2.55E-4 0.54 7.07E-3 -0.01 1.00E+0 0.15 1.00E+0 0.05 1.00E+0 0.07 1.00E+0 0.26 6.97E-1 
CATMA2OA19410F1 AT2G20825 -1.04 2.58E-8 -0.88 7.94E-7 -0.32 3.69E-1 0.28 6.93E-1 -0.18 1.00E+0 -0.10 1.00E+0 0.48 3.88E-2 
CATMA2OA19440F1 AT2G20835 -0.87 8.41E-6 -0.86 1.19E-6 0.48 2.45E-2 0.93 5.08E-7 -0.26 6.33E-1 -0.37 1.00E+0 0.15 1.00E+0 
CATMA2OA19480R1 AT2G20880 0.59 6.48E-3 0.09 1.00E+0 -0.57 2.62E-3 -0.45 8.10E-2 0.27 5.56E-1 -0.08 1.00E+0 0.34 3.17E-1 
CATMA2OA19550R1 AT2G20920 0.55 1.50E-2 0.82 4.80E-6 -0.38 1.44E-1 -0.32 4.44E-1 -0.11 1.00E+0 0.13 1.00E+0 0.03 1.00E+0 
CATMA2OA19590R1 AT2G20950 0.10 1.00E+0 1.13 3.17E-11 -0.27 6.34E-1 -0.19 1.00E+0 -0.50 1.36E-2 0.26 1.00E+0 -0.32 3.96E-1 
CATMA2OA19610F1 AT2G20980 -0.57 1.05E-2 -0.77 1.95E-5 -0.02 1.00E+0 -0.37 2.55E-1 -0.05 1.00E+0 -0.31 1.00E+0 -0.01 1.00E+0 
CATMA2ON94784F1 AT2G21020 1.32 3.72E-13 0.72 1.07E-4 0.11 1.00E+0 0.47 6.80E-2 0.52 8.75E-3 0.04 1.00E+0 0.90 4.10E-7 
CATMA2OA19690R1 AT2G21045 1.18 1.54E-10 0.41 7.65E-2 0.39 1.18E-1 0.49 4.77E-2 0.71 4.92E-5 -0.13 1.00E+0 0.82 6.72E-6 
CATMA2OA19750F1 AT2G21100 -1.66 0.00E+0 -1.50 0.00E+0 1.18 4.61E-14 -1.39 0.00E+0 0.05 1.00E+0 0.10 1.00E+0 -2.47 0.00E+0 
CATMA2OA19820F1 AT2G21180 -1.08 8.10E-9 0.24 5.86E-1 -0.48 2.30E-2 -0.17 1.00E+0 -0.66 2.12E-4 0.54 1.08E-1 -0.42 9.60E-2 
CATMA2OA19870F1 AT2G21210 2.03 0.00E+0 3.02 0.00E+0 0.97 1.40E-9 1.65 0.00E+0 -0.50 1.28E-2 0.60 3.76E-2 0.22 9.21E-1 
CATMA2OA20000F1 AT2G21300 -0.42 1.16E-1 -0.60 1.98E-3 -0.21 1.00E+0 -0.17 1.00E+0 -0.02 1.00E+0 -0.17 1.00E+0 0.02 1.00E+0 
CATMA2OA20095R1 AT2G21400 -1.26 6.54E-12 0.27 4.71E-1 -0.91 2.07E-8 -0.21 1.00E+0 -0.98 1.72E-9 0.64 1.74E-2 -0.39 1.53E-1 
CATMA2OA20120F1 AT2G21430 -0.65 2.20E-3 0.01 1.00E+0 0.58 2.30E-3 0.06 1.00E+0 -0.35 2.07E-1 0.59 4.44E-2 -0.62 2.01E-3 
CATMA2OC47343F1 AT2G21540 -0.72 3.67E-4 -2.72 0.00E+0 0.74 1.61E-5 0.05 1.00E+0 1.62 0.00E+0 -0.53 1.32E-1 1.09 2.67E-10 
CATMA2OA20240F1 AT2G21560 0.41 1.41E-1 0.65 5.58E-4 -0.03 1.00E+0 0.49 4.69E-2 -0.06 1.00E+0 0.25 1.00E+0 0.51 2.15E-2 
CATMA2OA20280R1 AT2G21620 -0.40 1.54E-1 -0.60 2.24E-3 -0.05 1.00E+0 -0.43 1.11E-1 0.21 9.24E-1 -0.05 1.00E+0 -0.12 1.00E+0 
CATMA2OA20300R1 AT2G21640 3.31 0.00E+0 3.67 0.00E+0 0.56 3.74E-3 0.60 5.05E-3 -0.14 1.00E+0 0.61 2.78E-2 -0.30 5.00E-1 
CATMA2OA20370R1 AT2G21730 0.83 2.16E-5 0.85 2.05E-6 0.19 1.00E+0 0.44 9.46E-2 -0.05 1.00E+0 0.22 1.00E+0 0.19 1.00E+0 
CATMA2OF02829F1 AT2G21740 -0.39 1.65E-1 -0.07 1.00E+0 0.29 5.13E-1 -0.01 1.00E+0 -0.35 1.98E-1 0.03 1.00E+0 -0.83 4.62E-6 
CATMA2OA20400R1 AT2G21780 -0.87 7.75E-6 -0.08 1.00E+0 -0.98 8.34E-10 -0.40 1.69E-1 -0.77 6.35E-6 0.18 1.00E+0 -0.11 1.00E+0 
CATMA2OA20420F1 AT2G21820 -0.84 1.96E-5 -0.64 7.63E-4 -0.69 9.20E-5 -0.19 1.00E+0 0.18 1.00E+0 0.30 1.00E+0 0.85 2.60E-6 
CATMA2OA20430R1 AT2G21830 0.26 6.35E-1 -0.62 1.31E-3 -0.31 3.97E-1 -0.44 9.82E-2 0.68 1.10E-4 -0.37 9.79E-1 0.49 3.16E-2 
CATMA2OA20440F1 AT2G21840 1.21 5.10E-11 0.71 1.17E-4 -0.40 1.08E-1 0.08 1.00E+0 0.34 2.31E-1 -0.09 1.00E+0 0.73 1.12E-4 
CATMA2OA20480F1 AT2G21880 0.19 9.02E-1 -2.23 0.00E+0 0.39 1.19E-1 -0.22 9.91E-1 1.48 0.00E+0 -0.99 1.56E-6 0.84 3.46E-6 
CATMA2OA20490R1 AT2G21890 0.47 5.65E-2 0.78 1.69E-5 -0.01 1.00E+0 0.11 1.00E+0 -0.01 1.00E+0 0.19 1.00E+0 0.06 1.00E+0 
CATMA2ON90731F1 AT2G21895 -1.40 1.10E-14 1.51 0.00E+0 -1.29 0.00E+0 0.55 1.48E-2 -1.49 0.00E+0 1.13 1.33E-8 0.51 2.02E-2 
CATMA2OA20500F1 AT2G21900 -1.49 0.00E+0 0.21 7.32E-1 0.73 2.14E-5 0.44 9.60E-2 -2.14 0.00E+0 -0.44 4.75E-1 -2.40 0.00E+0 
CATMA2OA20555F1 AT2G21970 -0.40 1.48E-1 -0.61 1.79E-3 -0.07 1.00E+0 -0.32 4.85E-1 0.33 2.57E-1 0.17 1.00E+0 0.16 1.00E+0 
CATMA2OC47351R1 AT2G22000 0.76 1.41E-4 0.45 4.23E-2 0.47 2.80E-2 0.28 6.58E-1 0.45 3.66E-2 0.15 1.00E+0 0.19 1.00E+0 
CATMA2ON101631R1 AT2G22080 0.52 2.45E-2 0.74 5.79E-5 0.18 1.00E+0 0.26 7.61E-1 -0.09 1.00E+0 0.12 1.00E+0 0.15 1.00E+0 
CATMA2OD00819R1 AT2G22121 0.49 4.12E-2 1.93 0.00E+0 0.05 1.00E+0 1.50 0.00E+0 0.17 1.00E+0 1.68 0.00E+0 1.57 0.00E+0 
CATMA2OA20680R1 AT2G22122 1.52 0.00E+0 1.13 3.50E-11 0.76 7.99E-6 1.06 3.66E-9 0.15 1.00E+0 0.12 1.00E+0 0.87 1.42E-6 
CATMA2OA20720F1 AT2G22170 0.11 1.00E+0 -1.49 0.00E+0 -0.01 1.00E+0 -0.36 3.17E-1 0.87 1.30E-7 -0.77 9.50E-4 0.60 3.31E-3 
CATMA2OC47354F1 AT2G22190 1.31 5.86E-13 1.41 0.00E+0 0.07 1.00E+0 0.59 6.49E-3 -0.18 1.00E+0 0.02 1.00E+0 0.33 3.32E-1 
CATMA2OA20740F1 AT2G22200 0.86 8.65E-6 1.16 1.19E-11 1.57 0.00E+0 2.20 0.00E+0 -0.16 1.00E+0 0.10 1.00E+0 0.30 4.55E-1 
CATMA2ON90662R1 AT2G22201 1.64 0.00E+0 1.32 0.00E+0 1.25 0.00E+0 1.36 0.00E+0 -0.18 1.00E+0 -0.19 1.00E+0 -0.09 1.00E+0 
CATMA2OC47356F1 AT2G22240 -1.09 5.40E-9 -0.99 1.33E-8 -0.88 6.81E-8 -1.02 1.33E-8 -0.02 1.00E+0 -0.01 1.00E+0 -0.23 8.38E-1 
CATMA2OA20790F1 AT2G22250 -0.78 8.38E-5 -1.13 4.33E-11 0.28 5.95E-1 0.38 2.22E-1 0.41 7.21E-2 0.04 1.00E+0 0.47 4.57E-2 
CATMA2OA20820R1 AT2G22290 -0.11 1.00E+0 -0.67 4.04E-4 0.18 1.00E+0 0.14 1.00E+0 0.14 1.00E+0 -0.45 3.72E-1 0.18 1.00E+0 
CATMA2OA20850R1 AT2G22330 -0.59 6.99E-3 0.71 1.38E-4 -0.68 1.00E-4 -0.09 1.00E+0 -1.50 0.00E+0 -0.11 1.00E+0 -0.83 5.58E-6 
CATMA2OA20940R1 AT2G22420 -0.63 2.98E-3 0.08 1.00E+0 -0.28 5.61E-1 -0.20 1.00E+0 -0.53 6.69E-3 0.32 1.00E+0 -0.28 5.82E-1 
CATMA2OA20953F1 AT2G22430 -0.89 3.83E-6 -0.48 2.65E-2 -0.38 1.45E-1 -0.12 1.00E+0 -0.31 3.71E-1 0.20 1.00E+0 -0.16 1.00E+0 
CATMA2OA20980F1 AT2G22460 -0.04 1.00E+0 -1.37 0.00E+0 0.17 1.00E+0 0.00 1.00E+0 0.79 3.03E-6 -0.24 1.00E+0 0.47 4.43E-2 
CATMA2OC47361F1 AT2G22470 -0.12 1.00E+0 -1.10 1.36E-10 0.31 4.24E-1 -0.27 7.20E-1 0.72 3.13E-5 -0.17 1.00E+0 0.14 1.00E+0 
CATMA2OA21020F1 AT2G22500 0.04 1.00E+0 -0.43 6.04E-2 0.66 2.14E-4 0.31 5.35E-1 0.28 5.15E-1 -0.17 1.00E+0 -0.09 1.00E+0 
CATMA2OA21030F1 AT2G22510 -1.07 1.01E-8 -1.02 3.16E-9 1.59 0.00E+0 -1.79 0.00E+0 -0.21 9.12E-1 -0.16 1.00E+0 -3.14 0.00E+0 
CATMA2OB21040R1 AT2G22520 0.08 1.00E+0 -0.77 2.33E-5 0.09 1.00E+0 -0.13 1.00E+0 0.56 3.00E-3 0.02 1.00E+0 0.46 5.16E-2 
CATMA2OA21070R1 AT2G22560 -0.07 1.00E+0 -0.94 7.44E-8 0.17 1.00E+0 -0.22 9.84E-1 0.42 5.89E-2 -0.25 1.00E+0 0.23 8.35E-1 
CATMA2OA21110R1 AT2G22610 -0.61 4.80E-3 -0.44 5.27E-2 -0.43 6.52E-2 -0.21 1.00E+0 -0.21 9.25E-1 -0.16 1.00E+0 -0.04 1.00E+0 
CATMA2OC47362F1 AT2G22620 -0.61 4.65E-3 -0.85 1.72E-6 -0.09 1.00E+0 -0.29 6.46E-1 0.08 1.00E+0 -0.06 1.00E+0 -0.04 1.00E+0 
CATMA2OF00825R1 AT2G22630 0.75 2.01E-4 0.48 2.66E-2 0.14 1.00E+0 -0.18 1.00E+0 0.30 4.01E-1 0.08 1.00E+0 -0.01 1.00E+0 
CATMA2OA21250R1 AT2G22760 -0.05 1.00E+0 0.12 1.00E+0 -0.07 1.00E+0 0.57 1.05E-2 0.11 1.00E+0 0.42 5.83E-1 0.74 8.35E-5 
CATMA2OA21260R1 AT2G22770 0.10 1.00E+0 0.64 7.59E-4 -0.68 1.22E-4 0.16 1.00E+0 -0.27 5.63E-1 0.27 1.00E+0 0.54 1.08E-2 
CATMA2OA21290F1 AT2G22795 -0.37 2.12E-1 -0.99 1.43E-8 -0.30 4.69E-1 -0.47 5.91E-2 0.32 2.93E-1 -0.24 1.00E+0 0.15 1.00E+0 
CATMA2OA21340R1 AT2G22860 -0.96 5.03E-7 0.15 9.78E-1 0.31 4.06E-1 0.96 1.25E-7 -0.25 6.76E-1 0.96 4.80E-6 0.37 2.16E-1 
CATMA2ON90706F1 AT2G22880 -0.90 2.71E-6 0.04 1.00E+0 -0.08 1.00E+0 -0.24 8.89E-1 -0.07 1.00E+0 1.01 8.57E-7 -0.25 7.43E-1 
CATMA2OB21370F1 AT2G22890 -0.55 1.45E-2 -0.39 1.09E-1 -0.66 2.19E-4 -0.74 1.91E-4 -0.26 5.95E-1 0.16 1.00E+0 -0.28 5.58E-1 
CATMA2OA21380F1 AT2G22900 -0.77 1.07E-4 -0.88 7.57E-7 -0.34 2.83E-1 -0.73 2.30E-4 0.04 1.00E+0 0.03 1.00E+0 -0.26 6.80E-1 
CATMA2OC47366R1 AT2G22920 -0.82 3.16E-5 -0.87 1.10E-6 -0.93 9.74E-9 -0.83 1.12E-5 0.13 1.00E+0 0.05 1.00E+0 -0.01 1.00E+0 
CATMA2OF00828R1 AT2G22930 -0.99 1.83E-7 0.60 1.84E-3 -0.56 3.43E-3 -0.26 8.05E-1 -1.01 4.48E-10 0.63 2.00E-2 -0.64 1.07E-3 
CATMA2ON94791R1 AT2G22960 0.26 6.06E-1 0.54 8.15E-3 0.15 1.00E+0 0.38 2.41E-1 0.45 3.56E-2 0.27 1.00E+0 0.77 3.12E-5 
CATMA2OC47369R1 AT2G22970 0.15 1.00E+0 -1.04 1.50E-9 -0.15 1.00E+0 -0.36 3.04E-1 0.58 1.70E-3 -0.48 2.66E-1 0.41 1.19E-1 
CATMA2OA21470R1 AT2G22980 0.42 1.14E-1 0.17 9.03E-1 0.29 5.24E-1 0.73 2.11E-4 0.41 7.86E-2 0.28 1.00E+0 0.88 9.30E-7 
CATMA2OC47373F1 AT2G23030 0.05 1.00E+0 0.81 6.85E-6 -0.27 6.37E-1 0.62 3.68E-3 -0.88 9.81E-8 -0.12 1.00E+0 0.04 1.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA2OA21530F1 AT2G23060 0.88 5.84E-6 0.51 1.36E-2 0.30 4.90E-1 0.06 1.00E+0 0.15 1.00E+0 0.04 1.00E+0 0.08 1.00E+0 
CATMA2ON101646F1 AT2G23100 0.63 2.89E-3 0.25 5.62E-1 -0.15 1.00E+0 0.28 6.52E-1 0.57 2.29E-3 -0.09 1.00E+0 0.50 2.37E-2 
CATMA2OA21620R1 AT2G23120 -0.13 1.00E+0 -0.89 4.87E-7 -0.31 4.23E-1 -0.78 5.05E-5 0.96 3.91E-9 0.17 1.00E+0 0.29 5.26E-1 
CATMA2OA21700R1 AT2G23200 -0.65 1.91E-3 -0.03 1.00E+0 0.15 1.00E+0 0.55 1.41E-2 -0.63 5.35E-4 -0.26 1.00E+0 -0.34 3.00E-1 
CATMA2OA21770F1 AT2G23260 -1.26 6.11E-12 -0.10 1.00E+0 0.01 1.00E+0 0.13 1.00E+0 -1.28 0.00E+0 -0.05 1.00E+0 -1.39 0.00E+0 
CATMA2OA21780R1 AT2G23270 -2.96 0.00E+0 -0.03 1.00E+0 1.21 0.00E+0 -0.26 7.79E-1 -3.60 0.00E+0 -0.34 1.00E+0 -3.97 0.00E+0 
CATMA2OB21790F1 AT2G23290 -0.24 7.18E-1 -0.74 5.28E-5 -0.15 1.00E+0 -0.73 2.04E-4 0.38 1.28E-1 -0.04 1.00E+0 -0.14 1.00E+0 
CATMA2OA21800R1 AT2G23300 -0.70 6.77E-4 -1.11 1.09E-10 0.22 9.72E-1 -0.88 2.78E-6 0.27 5.31E-1 -0.12 1.00E+0 -0.79 1.75E-5 
CATMA2OA21820R1 AT2G23320 -0.82 3.02E-5 0.21 7.35E-1 0.44 4.85E-2 -0.17 1.00E+0 -0.62 5.80E-4 0.46 3.64E-1 -1.23 4.00E-13 
CATMA2OC47384R1 AT2G23340 -0.77 1.09E-4 -0.56 5.29E-3 -0.44 4.97E-2 -0.87 2.97E-6 -0.20 9.63E-1 0.13 1.00E+0 -0.47 4.56E-2 
CATMA2ON94798F3 AT2G23348 0.04 1.00E+0 0.14 9.98E-1 -0.07 1.00E+0 0.35 3.30E-1 0.29 4.33E-1 0.21 1.00E+0 0.60 3.15E-3 
CATMA2ON94799F1 AT2G23400 1.16 2.88E-10 -2.01 0.00E+0 0.23 9.14E-1 -0.23 9.53E-1 1.68 0.00E+0 -1.60 0.00E+0 1.32 0.00E+0 
CATMA2OA21877F1 AT2G23410 1.21 4.35E-11 -1.68 0.00E+0 0.18 1.00E+0 -0.35 3.23E-1 1.57 0.00E+0 -1.26 8.40E-11 1.08 4.35E-10 
CATMA2OA21880R1 AT2G23420 -0.17 9.56E-1 0.47 2.95E-2 0.52 8.25E-3 0.25 8.32E-1 -0.65 2.52E-4 0.10 1.00E+0 -0.79 1.82E-5 
CATMA2OA21885F1 AT2G23430 -0.08 1.00E+0 -0.60 2.28E-3 -0.34 2.82E-1 -0.46 7.71E-2 0.54 5.03E-3 0.20 1.00E+0 0.37 2.05E-1 
CATMA2OA21890R1 AT2G23440 -0.19 8.94E-1 -0.52 1.18E-2 -0.55 4.82E-3 -0.76 1.10E-4 0.44 4.41E-2 0.10 1.00E+0 0.37 2.17E-1 
CATMA2OA21935F1 AT2G23530 -1.34 1.61E-13 -0.88 5.88E-7 0.10 1.00E+0 -0.16 1.00E+0 -0.28 4.78E-1 0.12 1.00E+0 -0.50 2.37E-2 
CATMA2OA21940R1 AT2G23540 -1.50 0.00E+0 -0.86 1.32E-6 1.57 0.00E+0 -1.77 0.00E+0 -0.34 2.37E-1 0.26 1.00E+0 -3.51 0.00E+0 
CATMA2OA21960F1 AT2G23550 -0.87 8.25E-6 -0.97 2.28E-8 -0.15 1.00E+0 -0.46 7.72E-2 0.16 1.00E+0 0.23 1.00E+0 -0.07 1.00E+0 
CATMA2ON94800F1 AT2G23560 -0.86 9.51E-6 -0.77 2.36E-5 -0.05 1.00E+0 -0.03 1.00E+0 0.14 1.00E+0 -0.04 1.00E+0 0.18 1.00E+0 
CATMA2OF00834F1 AT2G23590 0.75 2.01E-4 0.93 1.26E-7 0.05 1.00E+0 0.30 5.39E-1 0.01 1.00E+0 -0.01 1.00E+0 0.24 7.86E-1 
CATMA2ON90556F1 AT2G23600 0.81 3.51E-5 1.08 2.88E-10 0.05 1.00E+0 0.56 1.18E-2 -0.23 7.76E-1 0.12 1.00E+0 0.29 5.26E-1 
CATMA2OC47388F1 AT2G23610 -1.05 1.76E-8 -1.16 8.41E-12 -0.06 1.00E+0 -0.27 7.19E-1 -0.17 1.00E+0 0.03 1.00E+0 -0.25 7.46E-1 
CATMA2ON94801F1 AT2G23620 2.96 0.00E+0 1.57 0.00E+0 0.17 1.00E+0 0.17 1.00E+0 1.78 0.00E+0 0.55 9.26E-2 1.79 0.00E+0 
CATMA2OA22030F1 AT2G23630 -0.37 2.07E-1 -1.82 0.00E+0 -0.39 1.19E-1 -0.74 1.94E-4 0.81 1.23E-6 -0.72 3.04E-3 0.52 1.89E-2 
CATMA2OA22060F1 AT2G23670 -0.05 1.00E+0 -0.50 1.72E-2 -0.06 1.00E+0 -0.49 4.60E-2 0.62 6.74E-4 -0.04 1.00E+0 -0.08 1.00E+0 
CATMA2OA22070R1 AT2G23680 -1.23 2.15E-11 1.46 0.00E+0 -0.18 1.00E+0 -0.37 2.75E-1 -2.58 0.00E+0 0.07 1.00E+0 -2.44 0.00E+0 
CATMA2OA22080R1 AT2G23690 0.47 5.86E-2 -0.80 8.45E-6 -0.13 1.00E+0 -0.64 2.18E-3 0.46 2.72E-2 -0.50 1.88E-1 0.35 2.80E-1 
CATMA2OA22090F1 AT2G23700 -0.58 8.77E-3 -1.14 3.07E-11 0.37 1.80E-1 -0.41 1.58E-1 0.13 1.00E+0 -0.27 1.00E+0 -0.65 9.51E-4 
CATMA2OC47392F1 AT2G23755 0.86 9.91E-6 0.65 5.82E-4 -0.27 6.54E-1 0.10 1.00E+0 0.12 1.00E+0 0.17 1.00E+0 0.45 5.79E-2 
CATMA2OA22110F1 AT2G23760 -0.91 2.14E-6 -0.75 4.40E-5 0.07 1.00E+0 0.14 1.00E+0 -0.19 9.97E-1 -0.02 1.00E+0 -0.20 1.00E+0 
CATMA2OA22130F1 AT2G23770 -0.18 9.36E-1 0.36 1.65E-1 0.33 3.02E-1 0.46 7.36E-2 -0.62 6.70E-4 0.14 1.00E+0 -0.41 1.15E-1 
CATMA2OA22150F1 AT2G23790 -1.09 5.24E-9 -0.89 4.61E-7 -0.01 1.00E+0 -0.39 1.99E-1 0.08 1.00E+0 0.27 1.00E+0 -0.29 5.29E-1 
CATMA2OF02834R1 AT2G23830 -0.71 4.85E-4 0.01 1.00E+0 0.02 1.00E+0 -0.02 1.00E+0 -0.32 2.97E-1 -0.06 1.00E+0 -0.46 5.15E-2 
CATMA2ON90840R1 AT2G23860 -0.48 4.63E-2 -0.09 1.00E+0 0.03 1.00E+0 -0.07 1.00E+0 -1.04 7.91E-11 -0.10 1.00E+0 -0.83 5.01E-6 
CATMA2OC47393R1 AT2G23910 -1.12 1.61E-9 0.17 9.13E-1 0.23 8.82E-1 -0.03 1.00E+0 -0.58 1.79E-3 -0.19 1.00E+0 -1.07 4.81E-10 
CATMA2OC47397F1 AT2G23950 -0.55 1.59E-2 -0.40 9.01E-2 -0.19 1.00E+0 -0.60 5.63E-3 0.10 1.00E+0 0.30 1.00E+0 -0.26 6.73E-1 
CATMA2OA22360R1 AT2G24010 -1.07 1.09E-8 -1.49 0.00E+0 -0.13 1.00E+0 -0.99 4.22E-8 0.45 3.56E-2 0.12 1.00E+0 -0.52 1.88E-2 
CATMA2OA22390R1 AT2G24040 -0.25 6.72E-1 -1.08 3.98E-10 0.11 1.00E+0 -0.42 1.33E-1 0.66 1.89E-4 -0.14 1.00E+0 0.16 1.00E+0 
CATMA2OA22440R1 AT2G24090 0.64 2.40E-3 0.40 9.76E-2 0.31 4.28E-1 -0.09 1.00E+0 0.22 8.32E-1 0.13 1.00E+0 -0.17 1.00E+0 
CATMA2OA22450R1 AT2G24100 0.92 1.67E-6 0.75 4.44E-5 -0.51 1.26E-2 -0.06 1.00E+0 0.35 1.95E-1 0.12 1.00E+0 0.88 9.55E-7 
CATMA2OA22490F1 AT2G24150 0.63 3.20E-3 0.75 3.60E-5 0.12 1.00E+0 0.47 6.54E-2 -0.07 1.00E+0 0.18 1.00E+0 0.31 4.20E-1 
CATMA2OA22500F1 AT2G24160 -0.68 1.04E-3 -0.16 9.50E-1 -0.19 1.00E+0 0.42 1.39E-1 -0.43 5.29E-2 0.08 1.00E+0 -0.05 1.00E+0 
CATMA2OA22510F1 AT2G24170 -0.79 7.73E-5 -1.14 2.33E-11 -0.13 1.00E+0 -0.16 1.00E+0 -0.14 1.00E+0 -0.46 3.34E-1 -0.06 1.00E+0 
CATMA2OA22515R1 AT2G24180 -2.13 0.00E+0 0.78 1.71E-5 -0.43 6.80E-2 0.48 5.34E-2 -2.78 0.00E+0 0.17 1.00E+0 -1.83 0.00E+0 
CATMA2OA22520F1 AT2G24190 -1.05 2.24E-8 -0.56 4.62E-3 0.05 1.00E+0 0.05 1.00E+0 -0.19 1.00E+0 0.41 6.69E-1 0.00 1.00E+0 
CATMA2OA22560R1 AT2G24240 1.00 1.26E-7 0.93 1.01E-7 0.31 3.93E-1 0.21 1.00E+0 0.05 1.00E+0 -0.07 1.00E+0 0.04 1.00E+0 
CATMA2OA22640R1 AT2G24300 -0.02 1.00E+0 -0.97 2.97E-8 0.00 1.00E+0 -0.07 1.00E+0 0.73 2.20E-5 -0.39 7.82E-1 0.56 7.01E-3 
CATMA2OA22710R1 AT2G24390 -0.72 4.15E-4 -0.16 9.45E-1 0.02 1.00E+0 0.10 1.00E+0 -0.10 1.00E+0 0.12 1.00E+0 -0.14 1.00E+0 
CATMA2OA22730F1 AT2G24400 0.40 1.43E-1 -1.23 3.46E-13 0.28 5.81E-1 -0.08 1.00E+0 1.02 1.87E-10 -0.67 8.17E-3 0.64 1.28E-3 
CATMA2ON101664F1 AT2G24430 -1.69 0.00E+0 0.01 1.00E+0 -0.54 5.41E-3 -0.53 2.05E-2 -1.43 0.00E+0 0.40 6.99E-1 -1.08 4.36E-10 
CATMA2OA22770R1 AT2G24440 -0.45 7.71E-2 -1.03 2.29E-9 -0.02 1.00E+0 -0.51 3.39E-2 0.18 1.00E+0 -0.29 1.00E+0 -0.25 7.29E-1 
CATMA2OA22880F1 AT2G24550 0.69 9.20E-4 0.74 5.26E-5 -0.14 1.00E+0 0.44 1.04E-1 -0.01 1.00E+0 -0.04 1.00E+0 0.55 9.97E-3 
CATMA2OB22910F1 AT2G24570 1.08 6.90E-9 0.74 5.84E-5 0.59 1.40E-3 0.30 5.68E-1 0.34 2.43E-1 0.06 1.00E+0 0.15 1.00E+0 
CATMA2OA22915F1 AT2G24580 0.66 1.55E-3 0.13 1.00E+0 0.09 1.00E+0 0.03 1.00E+0 0.66 1.92E-4 0.02 1.00E+0 0.54 1.04E-2 
CATMA2ON94805F1 AT2G24600 -1.23 2.08E-11 -0.22 6.82E-1 0.50 1.60E-2 1.09 8.45E-10 -1.16 2.18E-13 -0.19 1.00E+0 -0.61 2.43E-3 
CATMA2OA22940R1 AT2G24610 -0.01 1.00E+0 -1.07 4.53E-10 -0.08 1.00E+0 0.05 1.00E+0 0.84 3.74E-7 -0.33 1.00E+0 0.62 1.70E-3 
CATMA2OA23050F1 AT2G24710 1.58 0.00E+0 0.73 7.40E-5 0.24 8.37E-1 0.07 1.00E+0 0.92 1.80E-8 -0.12 1.00E+0 0.67 5.75E-4 
CATMA2OA23060F1 AT2G24720 0.30 4.43E-1 1.76 0.00E+0 0.63 5.80E-4 1.66 0.00E+0 -1.50 0.00E+0 -0.05 1.00E+0 -0.51 1.92E-2 
CATMA2OA23080F1 AT2G24740 -0.53 2.20E-2 -0.64 7.98E-4 -0.13 1.00E+0 -0.37 2.59E-1 -0.31 3.54E-1 -0.27 1.00E+0 -0.42 1.07E-1 
CATMA2OA23120R1 AT2G24750 -0.88 5.88E-6 0.06 1.00E+0 0.02 1.00E+0 -0.07 1.00E+0 -1.56 0.00E+0 -0.44 4.61E-1 -1.53 0.00E+0 
CATMA2OA23140R1 AT2G24762 1.52 0.00E+0 1.79 0.00E+0 0.67 1.66E-4 0.10 1.00E+0 0.24 7.40E-1 0.68 6.94E-3 -0.38 1.79E-1 
CATMA2OA23220F1 AT2G24850 -3.36 0.00E+0 1.04 1.93E-9 -1.32 0.00E+0 1.49 0.00E+0 -3.13 0.00E+0 1.27 7.44E-11 -0.52 1.67E-2 
CATMA2OA23270R1 AT2G24960 0.48 4.59E-2 0.68 3.12E-4 -0.15 1.00E+0 0.13 1.00E+0 -0.11 1.00E+0 0.11 1.00E+0 0.20 9.80E-1 
CATMA2ON90591R1 AT2G24980 -0.35 2.68E-1 -2.39 0.00E+0 0.57 2.37E-3 0.11 1.00E+0 1.35 0.00E+0 -1.26 7.63E-11 0.86 1.90E-6 
CATMA2OA23310R1 AT2G25000 -2.21 0.00E+0 -0.95 6.58E-8 -0.29 5.36E-1 -0.16 1.00E+0 -0.90 5.10E-8 0.39 8.25E-1 -0.70 2.54E-4 
CATMA2OA23390R1 AT2G25060 -0.59 6.65E-3 -0.43 5.83E-2 -0.15 1.00E+0 -0.27 7.53E-1 -0.17 1.00E+0 0.12 1.00E+0 -0.22 9.19E-1 
CATMA2OA23410F1 AT2G25090 0.71 5.70E-4 1.31 1.09E-14 -0.42 8.04E-2 0.70 4.58E-4 -0.91 2.40E-8 -0.08 1.00E+0 0.61 2.41E-3 
CATMA2OA23480F1 AT2G25160 1.22 3.47E-11 -0.58 3.03E-3 1.29 0.00E+0 -0.85 7.03E-6 1.88 0.00E+0 0.06 1.00E+0 -0.36 2.44E-1 
CATMA2OB23490F1 AT2G25180 0.70 6.68E-4 0.32 2.67E-1 -0.01 1.00E+0 0.07 1.00E+0 0.22 8.26E-1 0.04 1.00E+0 0.23 8.32E-1 
CATMA2OA23510F1 AT2G25200 -0.01 1.00E+0 0.69 1.97E-4 -0.57 2.41E-3 0.21 1.00E+0 -0.25 6.42E-1 0.55 9.35E-2 0.53 1.33E-2 
CATMA2OA23560F1 AT2G25240 -0.78 9.02E-5 -2.71 0.00E+0 0.28 5.90E-1 -0.39 2.00E-1 0.87 1.56E-7 -1.10 4.98E-8 0.22 9.07E-1 
CATMA2OA23590R1 AT2G25270 -0.72 4.05E-4 -0.52 1.16E-2 -0.34 2.71E-1 -0.40 1.82E-1 -0.16 1.00E+0 -0.16 1.00E+0 -0.29 5.49E-1 
CATMA2ON90814R1 AT2G25410 1.04 2.81E-8 0.82 4.34E-6 0.16 1.00E+0 0.58 7.91E-3 -0.03 1.00E+0 -0.15 1.00E+0 0.36 2.35E-1 
CATMA2OA23760R1 AT2G25420 0.35 2.75E-1 0.76 3.18E-5 0.02 1.00E+0 0.43 1.11E-1 -0.23 8.14E-1 -0.18 1.00E+0 0.30 4.99E-1 
CATMA2ON90447R1 AT2G25440 -2.35 0.00E+0 0.06 1.00E+0 0.00 1.00E+0 0.03 1.00E+0 -2.42 0.00E+0 -0.17 1.00E+0 -2.47 0.00E+0 
CATMA2OA23790F1 AT2G25450 1.14 8.73E-10 1.72 0.00E+0 -0.19 1.00E+0 0.55 1.50E-2 -0.53 5.72E-3 0.32 1.00E+0 0.19 1.00E+0 
CATMA2OA23800F1 AT2G25460 -1.01 9.71E-8 -0.02 1.00E+0 0.36 2.09E-1 0.10 1.00E+0 -1.44 0.00E+0 -0.17 1.00E+0 -1.66 0.00E+0 
CATMA2OC47423F1 AT2G25500 -0.59 6.65E-3 -0.63 8.92E-4 0.15 1.00E+0 -0.07 1.00E+0 -0.22 8.35E-1 0.03 1.00E+0 -0.49 2.90E-2 
CATMA2OA23850R1 AT2G25510 -1.22 3.41E-11 0.07 1.00E+0 0.14 1.00E+0 1.68 0.00E+0 -2.30 0.00E+0 -0.95 5.60E-6 -0.63 1.33E-3 
CATMA2OA23870R1 AT2G25530 -0.90 2.61E-6 -0.93 1.01E-7 -0.03 1.00E+0 -0.42 1.45E-1 -0.19 9.94E-1 -0.03 1.00E+0 -0.65 9.80E-4 
CATMA2OA23920R1 AT2G25580 -0.04 1.00E+0 0.10 1.00E+0 0.17 1.00E+0 0.61 4.57E-3 -0.29 4.69E-1 -0.01 1.00E+0 0.29 5.51E-1 
CATMA2OA23930R1 AT2G25590 0.13 1.00E+0 -0.06 1.00E+0 -0.26 7.14E-1 0.30 5.40E-1 0.01 1.00E+0 0.02 1.00E+0 0.66 7.11E-4 
CATMA2OA23980R1 AT2G25625 -2.60 0.00E+0 -0.01 1.00E+0 -0.67 1.29E-4 -0.19 1.00E+0 -1.12 1.94E-12 1.84 0.00E+0 -0.47 4.22E-2 
CATMA2OA24060F1 AT2G25680 2.64 0.00E+0 0.54 7.36E-3 0.69 8.64E-5 0.40 1.87E-1 1.58 0.00E+0 -0.54 1.02E-1 1.37 0.00E+0 
CATMA2OA24120F1 AT2G25735 -0.39 1.65E-1 -0.69 2.48E-4 0.19 1.00E+0 0.35 3.33E-1 0.47 2.30E-2 0.04 1.00E+0 0.50 2.62E-2 
CATMA2OC47428R1 AT2G25737 -1.79 0.00E+0 -1.67 0.00E+0 -0.41 9.54E-2 -0.34 3.86E-1 -0.19 1.00E+0 -0.08 1.00E+0 -0.09 1.00E+0 
CATMA2OA24210R1 AT2G25810 -0.32 3.62E-1 -2.09 0.00E+0 0.11 1.00E+0 -0.47 6.09E-2 1.17 1.33E-13 -0.58 5.13E-2 0.63 1.65E-3 
CATMA2OA24270F1 AT2G25880 -0.79 6.31E-5 -0.80 8.59E-6 -0.09 1.00E+0 -0.05 1.00E+0 -0.06 1.00E+0 -0.13 1.00E+0 0.19 1.00E+0 
CATMA2OA24285R1 AT2G25900 1.87 0.00E+0 1.60 0.00E+0 -0.28 5.70E-1 0.30 5.79E-1 0.53 6.50E-3 0.03 1.00E+0 1.19 3.14E-12 
CATMA2OA24315R1 AT2G25930 0.60 5.93E-3 0.29 3.83E-1 -0.14 1.00E+0 0.25 8.62E-1 0.18 1.00E+0 -0.16 1.00E+0 0.45 5.80E-2 
CATMA2OA24320F1 AT2G25940 -0.81 3.59E-5 -0.74 5.10E-5 -0.78 3.27E-6 -0.34 3.88E-1 -0.09 1.00E+0 -0.19 1.00E+0 0.33 3.58E-1 
CATMA2OA24350F1 AT2G25980 0.41 1.31E-1 -0.90 3.01E-7 0.21 1.00E+0 0.13 1.00E+0 0.72 3.19E-5 -0.52 1.50E-1 0.60 2.91E-3 
CATMA2OA24400F1 AT2G26030 0.17 9.63E-1 0.36 1.62E-1 -0.17 1.00E+0 0.37 2.67E-1 -0.02 1.00E+0 0.11 1.00E+0 0.61 2.39E-3 
CATMA2OA24410F1 AT2G26040 -0.59 7.49E-3 -0.12 1.00E+0 -0.24 8.53E-1 -0.18 1.00E+0 -0.22 8.37E-1 0.05 1.00E+0 -0.15 1.00E+0 
CATMA2OA24530R1 AT2G26150 -0.10 1.00E+0 -0.56 4.72E-3 0.68 1.18E-4 0.13 1.00E+0 0.04 1.00E+0 -0.14 1.00E+0 -0.19 1.00E+0 
CATMA2OA24610F1 AT2G26250 -0.42 1.13E-1 0.63 9.51E-4 -0.01 1.00E+0 -0.39 2.08E-1 -0.58 1.87E-3 0.41 6.44E-1 -1.06 8.98E-10 
CATMA2OA24650F1 AT2G26290 -1.75 0.00E+0 -0.97 3.08E-8 0.16 1.00E+0 -0.47 6.21E-2 -0.41 7.24E-2 0.36 1.00E+0 -1.14 2.85E-11 
CATMA2OA24670R1 AT2G26310 -0.59 6.36E-3 -0.69 2.09E-4 -0.18 1.00E+0 -0.24 8.70E-1 -0.09 1.00E+0 -0.02 1.00E+0 -0.23 8.58E-1 
CATMA2OA24675F1 AT2G26330 -0.26 6.38E-1 -0.63 1.01E-3 -0.47 2.67E-2 -0.79 3.98E-5 0.40 9.20E-2 -0.16 1.00E+0 0.08 1.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA2OA24700R1 AT2G26370 -0.39 1.65E-1 0.54 7.39E-3 -0.34 2.63E-1 1.17 2.90E-11 0.49 1.68E-2 1.80 0.00E+0 2.32 0.00E+0 
CATMA2OA24710F1 AT2G26380 -0.56 1.27E-2 0.61 1.72E-3 0.51 1.10E-2 1.75 0.00E+0 0.18 1.00E+0 1.25 1.23E-10 1.34 0.00E+0 
CATMA2ON94808F1 AT2G26390 -1.17 2.69E-10 -0.39 1.10E-1 0.53 7.83E-3 0.71 3.35E-4 -1.52 0.00E+0 -0.38 9.16E-1 -1.41 0.00E+0 
CATMA2OC47436F1 AT2G26400 -3.51 0.00E+0 -0.69 2.36E-4 0.65 3.01E-4 1.08 1.49E-9 -3.57 0.00E+0 0.36 1.00E+0 -3.06 0.00E+0 
CATMA2OA24740F1 AT2G26420 -0.18 9.52E-1 -0.56 4.70E-3 -0.29 5.34E-1 -0.43 1.24E-1 0.61 7.37E-4 -0.17 1.00E+0 0.52 1.68E-2 
CATMA2OA24810R1 AT2G26480 -1.21 4.44E-11 -0.49 2.23E-2 0.32 3.71E-1 -0.62 3.34E-3 -1.32 0.00E+0 -0.60 3.44E-2 -2.32 0.00E+0 
CATMA2OA24840R1 AT2G26510 -0.36 2.34E-1 -0.60 1.85E-3 -0.25 7.93E-1 -0.32 4.67E-1 0.03 1.00E+0 -0.11 1.00E+0 0.00 1.00E+0 
CATMA2OA24850R1 AT2G26520 -0.80 5.27E-5 -0.72 9.67E-5 -0.11 1.00E+0 -0.49 4.86E-2 0.13 1.00E+0 -0.05 1.00E+0 0.14 1.00E+0 
CATMA2OA24855F1 AT2G26530 -1.71 0.00E+0 0.10 1.00E+0 0.71 4.49E-5 0.43 1.26E-1 -1.54 0.00E+0 0.53 1.29E-1 -1.68 0.00E+0 
CATMA2OA24880F1 AT2G26560 -3.39 0.00E+0 1.26 8.11E-14 0.40 1.04E-1 0.51 3.35E-2 -3.40 0.00E+0 1.88 0.00E+0 -3.00 0.00E+0 
CATMA2OC47437R1 AT2G26640 0.39 1.61E-1 -0.47 2.75E-2 0.09 1.00E+0 -0.17 1.00E+0 0.59 1.45E-3 -0.22 1.00E+0 0.33 3.31E-1 
CATMA2OC47438F1 AT2G26650 1.15 5.41E-10 0.92 1.88E-7 0.17 1.00E+0 0.67 1.02E-3 0.15 1.00E+0 0.01 1.00E+0 0.77 2.90E-5 
CATMA2OA25005F1 AT2G26690 -0.54 1.92E-2 -0.66 4.33E-4 -0.64 4.16E-4 -0.77 7.33E-5 0.81 1.34E-6 0.34 1.00E+0 0.66 6.78E-4 
CATMA2OA25010R1 AT2G26695 -1.03 4.45E-8 -0.10 1.00E+0 -0.02 1.00E+0 0.37 2.78E-1 -0.87 1.48E-7 0.13 1.00E+0 -0.39 1.54E-1 
CATMA2OA25020R1 AT2G26700 0.44 9.05E-2 0.60 2.20E-3 -0.29 5.40E-1 0.36 2.84E-1 -0.29 4.45E-1 0.01 1.00E+0 0.32 3.91E-1 
CATMA2OA25030R1 AT2G26710 0.24 6.94E-1 -0.72 8.98E-5 -0.20 1.00E+0 0.25 8.54E-1 0.78 4.75E-6 -0.05 1.00E+0 1.29 1.62E-14 
CATMA2OA25050R1 AT2G26730 -0.49 4.05E-2 -0.92 1.51E-7 0.05 1.00E+0 -0.26 7.77E-1 0.18 1.00E+0 -0.31 1.00E+0 -0.12 1.00E+0 
CATMA2OC47440F1 AT2G26740 -1.03 4.74E-8 -1.03 2.72E-9 0.12 1.00E+0 0.32 4.82E-1 -0.10 1.00E+0 -0.03 1.00E+0 0.10 1.00E+0 
CATMA2OF02846F1 AT2G26750 -0.65 2.12E-3 -0.84 2.31E-6 0.10 1.00E+0 0.30 5.45E-1 0.01 1.00E+0 -0.09 1.00E+0 0.28 5.63E-1 
CATMA2OA25065R1 AT2G26760 -0.76 1.67E-4 -1.08 3.26E-10 0.10 1.00E+0 -0.64 2.37E-3 0.22 8.45E-1 -0.01 1.00E+0 -0.49 3.26E-2 
CATMA2OA25140R1 AT2G26820 0.20 8.57E-1 1.02 4.59E-9 0.08 1.00E+0 1.20 6.28E-12 -1.07 2.43E-11 -0.45 3.93E-1 0.06 1.00E+0 
CATMA2OA25210F1 AT2G26870 0.08 1.00E+0 -0.63 9.24E-4 -0.19 1.00E+0 -0.47 6.73E-2 0.14 1.00E+0 -0.35 1.00E+0 -0.14 1.00E+0 
CATMA2ON101703F1 AT2G26900 0.61 4.38E-3 0.05 1.00E+0 0.24 8.60E-1 -0.28 6.93E-1 0.30 4.14E-1 -0.24 1.00E+0 -0.06 1.00E+0 
CATMA2OA25250R1 AT2G26910 -0.55 1.57E-2 0.22 7.04E-1 -0.17 1.00E+0 -0.28 6.94E-1 -0.52 7.55E-3 0.09 1.00E+0 -0.71 1.73E-4 
CATMA2ON94811F1 AT2G26980 2.26 0.00E+0 2.56 0.00E+0 0.65 2.72E-4 1.49 0.00E+0 -0.14 1.00E+0 0.04 1.00E+0 0.80 1.15E-5 
CATMA2OC47445F1 AT2G27000 0.89 4.06E-6 -0.14 9.95E-1 0.19 1.00E+0 0.00 1.00E+0 0.72 2.91E-5 -0.28 1.00E+0 0.58 5.30E-3 
CATMA2OF00859F1 AT2G27010 -0.15 1.00E+0 -1.82 0.00E+0 -0.09 1.00E+0 -0.64 2.21E-3 1.27 0.00E+0 -0.44 4.27E-1 0.77 3.38E-5 
CATMA2OA25400R1 AT2G27035 -0.41 1.37E-1 -0.87 8.30E-7 0.32 3.71E-1 -0.36 3.09E-1 0.40 8.52E-2 -0.10 1.00E+0 -0.28 6.00E-1 
CATMA2OA25440R1 AT2G27080 -0.55 1.58E-2 -0.13 1.00E+0 0.23 8.86E-1 0.10 1.00E+0 -0.32 2.97E-1 0.26 1.00E+0 -0.63 1.51E-3 
CATMA2OA25520F1 AT2G27140 -0.33 3.32E-1 -0.65 5.90E-4 -0.07 1.00E+0 -0.64 2.28E-3 0.45 3.77E-2 0.18 1.00E+0 -0.06 1.00E+0 
CATMA2OA25550R1 AT2G27180 -0.50 3.72E-2 -0.62 1.41E-3 -0.18 1.00E+0 -0.60 5.71E-3 0.00 1.00E+0 0.09 1.00E+0 -0.04 1.00E+0 
CATMA2OA25600F1 AT2G27220 -2.33 0.00E+0 -1.73 0.00E+0 -0.86 1.62E-7 -1.08 1.46E-9 -0.40 8.47E-2 0.08 1.00E+0 -0.48 3.40E-2 
CATMA2OC47450R1 AT2G27360 0.70 6.32E-4 0.33 2.47E-1 0.28 5.82E-1 0.64 2.10E-3 0.35 1.97E-1 0.04 1.00E+0 0.55 8.53E-3 
CATMA2OA25770F1 AT2G27370 0.58 8.19E-3 -1.22 4.93E-13 0.24 8.22E-1 -0.27 7.21E-1 1.06 2.93E-11 -0.80 4.29E-4 0.41 1.24E-1 
CATMA2OC47453R1 AT2G27402 0.23 7.33E-1 -1.91 0.00E+0 2.06 0.00E+0 0.13 1.00E+0 1.76 0.00E+0 -0.73 2.19E-3 -0.25 7.62E-1 
CATMA2OA25840F1 AT2G27430 0.75 2.16E-4 0.32 2.87E-1 -0.06 1.00E+0 0.07 1.00E+0 0.45 4.00E-2 0.03 1.00E+0 0.66 7.55E-4 
CATMA2OA25950F1 AT2G27510 0.12 1.00E+0 -0.04 1.00E+0 0.61 1.02E-3 0.50 3.76E-2 0.25 6.40E-1 0.10 1.00E+0 0.11 1.00E+0 
CATMA2OA25985R1 AT2G27550 -0.82 2.81E-5 0.22 7.08E-1 -0.82 6.84E-7 -0.43 1.12E-1 -0.57 2.18E-3 0.55 9.26E-2 -0.14 1.00E+0 
CATMA2ON94813R1 AT2G27570 -0.61 5.00E-3 -1.02 3.14E-9 -0.29 5.34E-1 -0.87 2.88E-6 0.56 3.15E-3 0.18 1.00E+0 -0.15 1.00E+0 
CATMA2OA26100R1 AT2G27690 -2.23 0.00E+0 -2.11 0.00E+0 -0.39 1.35E-1 -1.06 3.05E-9 -0.69 8.88E-5 -0.30 1.00E+0 -1.47 0.00E+0 
CATMA2OA26170F1 AT2G27770 0.16 9.92E-1 -0.46 3.40E-2 0.50 1.51E-2 -0.36 2.99E-1 0.60 1.16E-3 -0.23 1.00E+0 -0.24 8.05E-1 
CATMA2OA26240R1 AT2G27820 -0.07 1.00E+0 -0.66 4.34E-4 -0.01 1.00E+0 0.03 1.00E+0 0.31 3.55E-1 -0.23 1.00E+0 0.38 1.90E-1 
CATMA2OA26310F1 AT2G27920 -1.21 4.61E-11 -1.58 0.00E+0 0.12 1.00E+0 0.01 1.00E+0 0.27 5.40E-1 -0.05 1.00E+0 0.24 8.16E-1 
CATMA2OA26366F1 AT2G27980 0.59 7.60E-3 0.55 6.34E-3 -0.14 1.00E+0 0.16 1.00E+0 -0.05 1.00E+0 0.14 1.00E+0 0.26 7.06E-1 
CATMA2OM00113F2 AT2G28056 0.61 4.95E-3 -0.25 5.26E-1 -0.35 2.30E-1 -0.45 8.19E-2 0.54 4.73E-3 -0.09 1.00E+0 0.14 1.00E+0 
CATMA2OA26510F1 AT2G28110 0.56 1.21E-2 -0.14 1.00E+0 0.04 1.00E+0 -0.23 9.29E-1 0.79 2.88E-6 0.06 1.00E+0 0.53 1.47E-2 
CATMA2OA26540R1 AT2G28140 -0.85 1.47E-5 -1.07 5.38E-10 -0.20 1.00E+0 -0.53 2.14E-2 -0.12 1.00E+0 -0.05 1.00E+0 -0.48 3.97E-2 
CATMA2OA26550R1 AT2G28150 1.31 5.77E-13 0.80 9.26E-6 0.07 1.00E+0 -0.02 1.00E+0 0.22 8.37E-1 -0.01 1.00E+0 0.26 6.71E-1 
CATMA2OA26560R1 AT2G28160 -1.13 1.04E-9 -2.25 0.00E+0 3.47 0.00E+0 2.45 0.00E+0 1.76 0.00E+0 0.49 2.44E-1 -0.15 1.00E+0 
CATMA2OA26583R1 AT2G28190 -0.18 9.54E-1 0.00 1.00E+0 0.61 9.99E-4 0.22 1.00E+0 0.19 1.00E+0 0.39 8.40E-1 -0.19 1.00E+0 
CATMA2ON101721R1 AT2G28210 -2.10 0.00E+0 0.37 1.51E-1 0.49 1.70E-2 -0.25 8.12E-1 -1.83 0.00E+0 0.23 1.00E+0 -2.73 0.00E+0 
CATMA2OA26640R1 AT2G28250 -0.49 3.94E-2 -0.76 3.29E-5 -0.08 1.00E+0 -0.53 2.06E-2 0.09 1.00E+0 -0.12 1.00E+0 -0.42 1.08E-1 
CATMA2OA26650R1 AT2G28260 -0.11 1.00E+0 -0.64 8.77E-4 -0.06 1.00E+0 -0.45 8.69E-2 0.44 4.60E-2 -0.04 1.00E+0 0.12 1.00E+0 
CATMA2OA26660R1 AT2G28270 1.22 2.72E-11 1.06 8.11E-10 0.44 5.24E-2 0.03 1.00E+0 -0.43 5.27E-2 -0.54 1.02E-1 -0.82 7.22E-6 
CATMA2OA26690R1 AT2G28305 1.03 4.41E-8 1.00 8.52E-9 0.36 2.09E-1 -0.02 1.00E+0 0.37 1.62E-1 0.14 1.00E+0 0.13 1.00E+0 
CATMA2OA26760R1 AT2G28350 0.95 6.71E-7 0.77 2.23E-5 -0.10 1.00E+0 -0.14 1.00E+0 0.32 3.11E-1 0.13 1.00E+0 0.25 7.21E-1 
CATMA2OA26840F1 AT2G28400 -1.32 4.10E-13 -0.70 1.57E-4 0.00 1.00E+0 -0.41 1.55E-1 -0.93 1.09E-8 -0.06 1.00E+0 -1.33 0.00E+0 
CATMA2ON101726R1 AT2G28410 0.71 4.98E-4 0.12 1.00E+0 0.45 4.57E-2 -0.02 1.00E+0 0.31 3.32E-1 -0.23 1.00E+0 -0.19 1.00E+0 
CATMA2OA26860R1 AT2G28420 0.61 5.15E-3 0.90 3.94E-7 -0.01 1.00E+0 0.07 1.00E+0 -0.09 1.00E+0 0.39 8.21E-1 0.00 1.00E+0 
CATMA2OA26880R1 AT2G28440 0.20 8.70E-1 -1.06 7.38E-10 0.02 1.00E+0 -0.18 1.00E+0 1.03 1.57E-10 -0.29 1.00E+0 0.57 5.96E-3 
CATMA2OC47469R1 AT2G28460 0.86 9.73E-6 -0.34 2.24E-1 -0.23 9.22E-1 -0.43 1.13E-1 0.88 1.04E-7 -0.25 1.00E+0 0.76 4.39E-5 
CATMA2OA26900F1 AT2G28470 0.27 5.95E-1 -0.78 1.68E-5 0.38 1.39E-1 -0.59 6.54E-3 0.60 1.10E-3 -0.47 2.94E-1 -0.39 1.50E-1 
CATMA2OA26930F1 AT2G28500 -2.05 0.00E+0 -0.95 5.77E-8 -0.04 1.00E+0 -0.30 5.70E-1 -0.20 9.89E-1 0.79 5.09E-4 -0.50 2.36E-2 
CATMA2OA26990R1 AT2G28570 -0.91 2.33E-6 0.03 1.00E+0 0.08 1.00E+0 -0.38 2.33E-1 -0.84 3.73E-7 0.08 1.00E+0 -1.25 1.52E-13 
CATMA2OA27010R1 AT2G28590 0.31 4.09E-1 0.33 2.28E-1 0.42 7.76E-2 0.59 7.25E-3 0.01 1.00E+0 0.17 1.00E+0 0.23 8.50E-1 
CATMA2OA27045F1 AT2G28630 -0.94 7.68E-7 1.50 0.00E+0 -1.05 3.15E-11 0.43 1.13E-1 -1.54 0.00E+0 0.79 5.87E-4 -0.03 1.00E+0 
CATMA2OA27070R1 AT2G28660 0.34 2.89E-1 0.71 1.28E-4 0.26 6.81E-1 0.39 2.06E-1 -0.25 6.75E-1 0.31 1.00E+0 0.08 1.00E+0 
CATMA2ON90485F1 AT2G28670 0.35 2.79E-1 -0.94 8.89E-8 0.41 9.86E-2 0.05 1.00E+0 0.86 1.80E-7 -0.46 3.55E-1 0.40 1.40E-1 
CATMA2ON90485R1 AT2G28671 0.36 2.58E-1 -0.64 7.32E-4 0.36 2.18E-1 -0.11 1.00E+0 0.76 9.42E-6 -0.25 1.00E+0 0.45 5.90E-2 
CATMA2OA27100F1 AT2G28690 0.66 1.57E-3 1.18 3.24E-12 0.18 1.00E+0 0.28 6.90E-1 -0.42 7.00E-2 0.36 1.00E+0 -0.09 1.00E+0 
CATMA2OA27120R1 AT2G28710 -0.84 1.62E-5 -0.52 1.08E-2 -0.48 2.22E-2 0.03 1.00E+0 0.05 1.00E+0 0.27 1.00E+0 0.59 4.27E-3 
CATMA2OA27130R1 AT2G28720 0.06 1.00E+0 -0.19 8.23E-1 -0.60 1.13E-3 -0.54 1.82E-2 0.29 4.32E-1 0.11 1.00E+0 0.40 1.37E-1 
CATMA2OA27190F1 AT2G28780 0.73 2.82E-4 0.11 1.00E+0 0.70 5.08E-5 0.86 4.04E-6 0.41 7.87E-2 -0.12 1.00E+0 0.59 3.88E-3 
CATMA2OA27220F1 AT2G28820 0.27 5.73E-1 0.34 2.07E-1 -0.35 2.38E-1 -0.59 5.93E-3 -0.03 1.00E+0 0.27 1.00E+0 -0.38 1.88E-1 
CATMA2OA27230R1 AT2G28840 -0.09 1.00E+0 -0.83 3.82E-6 -0.46 3.27E-2 -1.08 1.42E-9 0.63 4.49E-4 -0.21 1.00E+0 -0.16 1.00E+0 
CATMA2OA27240F1 AT2G28850 2.76 0.00E+0 1.41 0.00E+0 1.61 0.00E+0 1.23 2.19E-12 1.00 6.98E-10 -0.53 1.26E-1 0.79 1.58E-5 
CATMA2OA27250F1 AT2G28860 3.17 0.00E+0 1.07 4.53E-10 1.62 0.00E+0 1.09 8.39E-10 1.34 0.00E+0 -0.71 3.47E-3 0.65 8.67E-4 
CATMA2OA27280F1 AT2G28890 0.67 1.33E-3 0.50 1.68E-2 0.28 6.06E-1 0.35 3.41E-1 0.09 1.00E+0 -0.01 1.00E+0 0.23 8.26E-1 
CATMA2OC47477R1 AT2G28930 -1.19 8.37E-11 -0.74 5.22E-5 0.06 1.00E+0 -0.38 2.50E-1 -0.24 7.34E-1 0.30 1.00E+0 -0.65 8.67E-4 
CATMA2OB27340F1 AT2G28950 -1.56 0.00E+0 -1.26 8.11E-14 -0.53 7.27E-3 -0.62 3.28E-3 0.02 1.00E+0 0.18 1.00E+0 -0.17 1.00E+0 
CATMA2ON101731R1 AT2G28970 0.76 1.67E-4 0.92 1.64E-7 0.06 1.00E+0 0.47 6.12E-2 -0.38 1.32E-1 -0.11 1.00E+0 0.28 6.02E-1 
CATMA2OA27400R1 AT2G29000 -0.27 5.89E-1 -1.10 1.39E-10 -0.06 1.00E+0 0.14 1.00E+0 0.43 5.75E-2 0.01 1.00E+0 0.57 6.64E-3 
CATMA2OA27460R1 AT2G29060 0.83 2.28E-5 1.04 1.75E-9 -0.20 1.00E+0 0.57 9.44E-3 -0.26 6.34E-1 -0.01 1.00E+0 0.48 3.78E-2 
CATMA2OA27520F1 AT2G29110 -0.77 1.23E-4 0.01 1.00E+0 0.07 1.00E+0 0.06 1.00E+0 -1.48 0.00E+0 -0.55 9.54E-2 -1.46 0.00E+0 
CATMA2OA27530F1 AT2G29120 -0.53 2.25E-2 -0.07 1.00E+0 -0.14 1.00E+0 0.14 1.00E+0 -0.98 1.63E-9 -0.30 1.00E+0 -0.55 8.36E-3 
CATMA2OA27560F1 AT2G29130 -0.25 6.56E-1 -0.71 1.39E-4 0.63 4.96E-4 0.59 6.20E-3 0.19 9.99E-1 -0.14 1.00E+0 0.23 8.52E-1 
CATMA2OF02853R1 AT2G29140 0.67 1.24E-3 0.69 2.09E-4 -0.12 1.00E+0 0.00 1.00E+0 0.06 1.00E+0 -0.01 1.00E+0 0.21 9.68E-1 
CATMA2OC47480F1 AT2G29150 -2.90 0.00E+0 1.01 5.60E-9 0.73 1.89E-5 0.20 1.00E+0 -3.39 0.00E+0 0.36 1.00E+0 -4.04 0.00E+0 
CATMA2OC47481F1 AT2G29170 -2.53 0.00E+0 0.61 1.75E-3 0.80 1.94E-6 0.10 1.00E+0 -3.24 0.00E+0 0.08 1.00E+0 -3.86 0.00E+0 
CATMA2OB27650F1 AT2G29220 -3.23 0.00E+0 -1.15 1.60E-11 1.38 0.00E+0 1.42 0.00E+0 -3.72 0.00E+0 -1.40 2.84E-13 -3.42 0.00E+0 
CATMA2OA27660F1 AT2G29250 -3.25 0.00E+0 -0.35 1.82E-1 1.13 4.62E-13 0.95 2.41E-7 -2.88 0.00E+0 -0.36 1.00E+0 -3.11 0.00E+0 
CATMA2OC47482R1 AT2G29290 0.09 1.00E+0 -0.32 2.85E-1 -0.64 3.63E-4 -0.31 5.02E-1 0.15 1.00E+0 0.03 1.00E+0 0.44 6.89E-2 
CATMA2OF02855R1 AT2G29310 -0.65 2.06E-3 0.21 7.51E-1 0.02 1.00E+0 0.07 1.00E+0 -0.60 1.04E-3 0.00 1.00E+0 -0.73 1.17E-4 
CATMA2OA27730R1 AT2G29330 0.63 3.28E-3 0.74 4.83E-5 0.67 1.39E-4 0.12 1.00E+0 -0.29 4.24E-1 -0.20 1.00E+0 -0.82 7.10E-6 
CATMA2OA27740R1 AT2G29340 0.95 6.53E-7 1.85 0.00E+0 0.24 8.58E-1 0.34 3.85E-1 -0.99 1.01E-9 0.04 1.00E+0 -0.82 7.22E-6 
CATMA2OA27800R1 AT2G29410 -0.79 7.71E-5 -0.81 5.96E-6 0.50 1.32E-2 -0.18 1.00E+0 0.13 1.00E+0 0.07 1.00E+0 -0.69 2.85E-4 
CATMA2OA27810F1 AT2G29420 -0.83 2.15E-5 -0.18 8.53E-1 0.01 1.00E+0 -0.14 1.00E+0 -0.33 2.82E-1 0.28 1.00E+0 -0.43 8.41E-2 
CATMA2OC47486F1 AT2G29440 -0.57 9.71E-3 0.47 2.72E-2 0.47 3.09E-2 1.39 0.00E+0 -0.15 1.00E+0 0.80 3.73E-4 0.74 8.89E-5 
CATMA2OA27835F1 AT2G29450 -0.56 1.22E-2 1.09 1.75E-10 0.79 2.17E-6 0.43 1.24E-1 -0.71 4.97E-5 0.90 2.73E-5 -0.96 4.34E-8 
CATMA2OD02856F1 AT2G29460 -2.76 0.00E+0 0.83 3.74E-6 0.18 1.00E+0 0.86 5.44E-6 -2.29 0.00E+0 1.48 0.00E+0 -1.46 0.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA2OC47489F1 AT2G29490 0.16 9.84E-1 0.68 2.78E-4 0.23 8.82E-1 0.37 2.55E-1 -0.32 3.01E-1 0.26 1.00E+0 -0.19 1.00E+0 
CATMA2OA27880F1 AT2G29500 -0.31 3.94E-1 0.12 1.00E+0 -0.64 3.81E-4 -0.28 6.77E-1 -0.35 2.16E-1 0.10 1.00E+0 0.13 1.00E+0 
CATMA2OF06004F1 AT2G29605 1.16 4.09E-10 1.06 8.26E-10 0.72 3.30E-5 0.90 1.19E-6 0.09 1.00E+0 0.01 1.00E+0 0.35 2.90E-1 
CATMA2OA27990F1 AT2G29620 -0.54 1.79E-2 -0.82 4.91E-6 0.04 1.00E+0 0.18 1.00E+0 0.31 3.66E-1 0.07 1.00E+0 0.46 5.67E-2 
CATMA2OA28010R1 AT2G29630 -0.57 1.08E-2 -0.85 1.80E-6 -0.18 1.00E+0 -0.55 1.44E-2 -0.05 1.00E+0 -0.39 8.14E-1 -0.21 9.54E-1 
CATMA2OA28040F1 AT2G29650 1.04 2.76E-8 1.22 7.09E-13 -0.26 7.04E-1 -0.13 1.00E+0 0.07 1.00E+0 0.36 1.00E+0 0.50 2.56E-2 
CATMA2OA28050R1 AT2G29660 -0.11 1.00E+0 -0.66 5.22E-4 -0.38 1.54E-1 -0.74 1.67E-4 0.41 7.18E-2 -0.05 1.00E+0 -0.05 1.00E+0 
CATMA2OB28060F1 AT2G29670 0.78 8.41E-5 0.89 4.71E-7 -0.73 1.91E-5 -0.29 6.24E-1 0.22 8.28E-1 0.28 1.00E+0 0.79 2.03E-5 
CATMA2OA28080R1 AT2G29710 -0.61 4.50E-3 -0.48 2.42E-2 0.13 1.00E+0 -0.19 1.00E+0 -0.27 5.32E-1 -0.04 1.00E+0 -0.50 2.65E-2 
CATMA2OA28100R1 AT2G29740 0.60 5.45E-3 -0.50 1.64E-2 -0.04 1.00E+0 -0.11 1.00E+0 0.79 2.99E-6 -0.11 1.00E+0 0.71 1.60E-4 
CATMA2ON101739R1 AT2G29750 -0.17 9.58E-1 -1.34 0.00E+0 -0.04 1.00E+0 -0.39 1.97E-1 0.75 1.23E-5 -0.42 6.21E-1 0.44 7.11E-2 
CATMA2OA28230R1 AT2G29870 -1.30 1.12E-12 -1.72 0.00E+0 -1.66 0.00E+0 -1.30 4.16E-14 0.31 3.37E-1 -0.13 1.00E+0 0.59 3.98E-3 
CATMA2OA28245R1 AT2G29890 -0.49 4.43E-2 -0.96 3.99E-8 0.29 5.03E-1 0.52 2.67E-2 0.02 1.00E+0 -0.38 9.56E-1 0.24 8.01E-1 
CATMA2OA28290R1 AT2G29950 -1.30 1.16E-12 -0.39 1.04E-1 -0.30 4.57E-1 -0.21 1.00E+0 -0.54 5.50E-3 0.35 1.00E+0 -0.39 1.50E-1 
CATMA2OA28315F1 AT2G29980 0.15 1.00E+0 -0.77 2.15E-5 0.13 1.00E+0 -0.30 5.72E-1 0.62 5.94E-4 -0.22 1.00E+0 0.21 9.70E-1 
CATMA2OC47499F1 AT2G29995 1.01 7.27E-8 0.22 6.97E-1 0.07 1.00E+0 0.34 3.81E-1 0.98 1.31E-9 0.27 1.00E+0 1.25 1.37E-13 
CATMA2OA28340R1 AT2G30010 -0.62 3.59E-3 -1.20 1.75E-12 -0.17 1.00E+0 -0.96 1.24E-7 0.67 1.46E-4 0.08 1.00E+0 -0.11 1.00E+0 
CATMA2OA28376R1 AT2G30070 0.15 1.00E+0 0.11 1.00E+0 0.73 2.10E-5 -0.50 3.53E-2 -0.02 1.00E+0 0.07 1.00E+0 -1.37 0.00E+0 
CATMA2OA28440R1 AT2G30140 -1.83 0.00E+0 0.62 1.34E-3 -0.40 1.16E-1 0.13 1.00E+0 -1.67 0.00E+0 0.80 3.95E-4 -1.16 1.30E-11 
CATMA2OA28460R1 AT2G30160 0.81 3.59E-5 0.69 1.98E-4 0.19 1.00E+0 0.09 1.00E+0 0.13 1.00E+0 -0.11 1.00E+0 0.06 1.00E+0 
CATMA2OC47503F1 AT2G30170 0.12 1.00E+0 -0.07 1.00E+0 -0.42 7.58E-2 -0.61 4.65E-3 0.09 1.00E+0 -0.06 1.00E+0 0.01 1.00E+0 
CATMA2OA28490F1 AT2G30210 -0.59 6.40E-3 -1.19 2.13E-12 0.13 1.00E+0 -0.57 1.06E-2 0.26 6.06E-1 -0.29 1.00E+0 -0.45 6.50E-2 
CATMA2OC47504F1 AT2G30220 -0.13 1.00E+0 -1.37 0.00E+0 -0.04 1.00E+0 -0.77 7.67E-5 1.04 9.25E-11 -0.38 8.83E-1 0.47 4.61E-2 
CATMA2OA28630F1 AT2G30340 -0.21 8.48E-1 -0.79 1.25E-5 0.21 1.00E+0 -0.23 9.23E-1 0.12 1.00E+0 -0.31 1.00E+0 -0.12 1.00E+0 
CATMA2OA28650F1 AT2G30360 -0.02 1.00E+0 -0.49 2.10E-2 -0.31 4.03E-1 0.05 1.00E+0 0.52 8.85E-3 0.04 1.00E+0 0.80 1.48E-5 
CATMA2OA28690F1 AT2G30395 0.45 7.55E-2 -0.53 9.53E-3 0.45 4.24E-2 0.11 1.00E+0 0.72 3.25E-5 -0.21 1.00E+0 0.49 3.11E-2 
CATMA2OA28740F1 AT2G30480 0.31 4.03E-1 -0.04 1.00E+0 -0.39 1.22E-1 0.24 8.72E-1 0.48 1.77E-2 0.05 1.00E+0 1.14 3.38E-11 
CATMA2OA28746F1 AT2G30490 -0.92 1.63E-6 -0.74 5.40E-5 0.27 6.25E-1 0.17 1.00E+0 -0.27 5.64E-1 -0.08 1.00E+0 -0.30 4.58E-1 
CATMA2OA28750F1 AT2G30500 -0.62 3.97E-3 -0.20 8.02E-1 -0.46 3.23E-2 0.30 5.47E-1 -0.43 5.01E-2 -0.05 1.00E+0 0.40 1.36E-1 
CATMA2OA28765F1 AT2G30520 1.58 0.00E+0 0.69 2.21E-4 0.29 5.32E-1 -0.31 5.37E-1 1.03 1.30E-10 0.27 1.00E+0 0.46 5.14E-2 
CATMA2OC47507F1 AT2G30540 2.77 0.00E+0 1.50 0.00E+0 0.73 2.24E-5 0.66 1.39E-3 0.37 1.40E-1 -0.76 1.27E-3 0.23 8.68E-1 
CATMA2ON90570R1 AT2G30550 -1.44 0.00E+0 -0.65 6.91E-4 -0.10 1.00E+0 -0.03 1.00E+0 -0.82 1.04E-6 0.14 1.00E+0 -0.80 1.38E-5 
CATMA2OA28810R1 AT2G30560 -1.19 9.15E-11 -0.28 4.12E-1 0.00 1.00E+0 0.31 5.16E-1 -0.73 2.05E-5 -0.07 1.00E+0 -0.35 2.57E-1 
CATMA2OA28820F1 AT2G30570 -0.25 6.73E-1 -1.03 2.30E-9 -0.31 4.11E-1 -0.72 2.61E-4 0.57 2.21E-3 -0.49 2.22E-1 -0.14 1.00E+0 
CATMA2OA28860R1 AT2G30600 0.42 1.23E-1 0.68 2.83E-4 -0.19 1.00E+0 0.30 5.47E-1 -0.23 8.14E-1 0.10 1.00E+0 0.33 3.51E-1 
CATMA2OC47511F1 AT2G30660 -3.25 0.00E+0 -1.73 0.00E+0 0.02 1.00E+0 2.16 0.00E+0 -2.76 0.00E+0 -0.52 1.51E-1 -0.74 7.92E-5 
CATMA2OC47512F1 AT2G30670 -3.28 0.00E+0 -0.19 8.19E-1 0.09 1.00E+0 3.65 0.00E+0 -3.38 0.00E+0 -0.38 8.98E-1 0.11 1.00E+0 
CATMA2ON90691F1 AT2G30750 -3.74 0.00E+0 1.41 0.00E+0 -0.15 1.00E+0 0.32 4.71E-1 -4.75 0.00E+0 -0.45 4.15E-1 -4.35 0.00E+0 
CATMA2ON90626R1 AT2G30766 4.25 0.00E+0 4.43 0.00E+0 -2.29 0.00E+0 0.72 3.19E-4 -0.19 9.96E-1 0.38 8.79E-1 2.74 0.00E+0 
CATMA2ON90522F1 AT2G30770 -3.52 0.00E+0 1.22 5.20E-13 -0.23 8.72E-1 0.00 1.00E+0 -4.62 0.00E+0 -0.18 1.00E+0 -3.88 0.00E+0 
CATMA2OA29030R1 AT2G30780 0.73 2.82E-4 0.66 4.19E-4 -0.07 1.00E+0 0.21 1.00E+0 0.06 1.00E+0 0.00 1.00E+0 0.26 6.99E-1 
CATMA2OA29060F1 AT2G30830 0.74 2.38E-4 1.17 8.01E-12 -0.37 1.64E-1 0.28 6.78E-1 -0.36 1.75E-1 0.40 7.13E-1 0.27 6.37E-1 
CATMA2OA29072R1 AT2G30860 -0.20 8.62E-1 0.80 9.75E-6 0.30 4.44E-1 0.32 4.65E-1 -0.82 8.03E-7 0.14 1.00E+0 -0.84 3.23E-6 
CATMA2OA29090R1 AT2G30890 0.63 2.83E-3 0.28 4.17E-1 -0.10 1.00E+0 0.02 1.00E+0 0.14 1.00E+0 0.01 1.00E+0 0.17 1.00E+0 
CATMA2OA29130R1 AT2G30930 0.60 5.68E-3 -0.07 1.00E+0 0.19 1.00E+0 -0.33 4.07E-1 0.59 1.46E-3 -0.04 1.00E+0 0.04 1.00E+0 
CATMA2OA29153R1 AT2G30970 0.45 7.19E-2 0.65 6.31E-4 0.02 1.00E+0 0.27 7.35E-1 -0.08 1.00E+0 0.00 1.00E+0 0.04 1.00E+0 
CATMA2OA29160F1 AT2G30990 0.30 4.46E-1 -0.72 1.10E-4 -0.34 2.81E-1 -0.25 8.31E-1 0.57 2.60E-3 -0.44 4.65E-1 0.63 1.39E-3 
CATMA2OA29170R1 AT2G31010 0.06 1.00E+0 -1.22 7.82E-13 -0.24 8.22E-1 -0.57 9.86E-3 0.57 2.48E-3 -0.94 9.67E-6 0.23 8.65E-1 
CATMA2OA29180R1 AT2G31020 0.73 2.95E-4 0.61 1.59E-3 0.15 1.00E+0 0.25 8.17E-1 -0.18 1.00E+0 -0.17 1.00E+0 0.04 1.00E+0 
CATMA2OC47521R1 AT2G31030 0.94 9.50E-7 0.95 5.58E-8 0.20 1.00E+0 0.33 4.03E-1 -0.13 1.00E+0 -0.10 1.00E+0 -0.05 1.00E+0 
CATMA2OA29230F1 AT2G31060 0.44 8.85E-2 0.61 1.66E-3 -0.06 1.00E+0 0.16 1.00E+0 -0.23 8.17E-1 -0.08 1.00E+0 0.00 1.00E+0 
CATMA2OA29290R1 AT2G31081 2.20 0.00E+0 2.16 0.00E+0 2.04 0.00E+0 2.57 0.00E+0 -0.10 1.00E+0 0.08 1.00E+0 0.69 2.89E-4 
CATMA2ON90495R1 AT2G31082 0.76 1.46E-4 1.01 6.48E-9 0.78 3.39E-6 1.95 0.00E+0 -0.72 2.74E-5 -0.22 1.00E+0 0.48 3.77E-2 
CATMA2OC47523R1 AT2G31083 -0.61 4.58E-3 -0.49 2.13E-2 1.47 0.00E+0 2.08 0.00E+0 0.19 1.00E+0 0.42 5.66E-1 0.78 2.55E-5 
CATMA2OC47524R1 AT2G31085 1.29 1.27E-12 1.18 3.50E-12 1.10 2.59E-12 1.83 0.00E+0 0.14 1.00E+0 0.02 1.00E+0 0.77 3.17E-5 
CATMA2ON90445F1 AT2G31141 -0.35 2.85E-1 -0.25 5.40E-1 0.52 9.66E-3 -0.11 1.00E+0 -0.20 9.48E-1 -0.20 1.00E+0 -0.71 1.71E-4 
CATMA2OC47528F1 AT2G31180 -0.90 3.43E-6 0.11 1.00E+0 -0.26 7.28E-1 -0.18 1.00E+0 -0.22 8.55E-1 0.96 5.17E-6 -0.21 9.39E-1 
CATMA2OA29530R1 AT2G31310 0.01 1.00E+0 -0.69 2.15E-4 0.35 2.40E-1 -0.14 1.00E+0 0.66 2.16E-4 -0.04 1.00E+0 0.04 1.00E+0 
CATMA2OA29570F1 AT2G31345 -2.01 0.00E+0 0.27 4.61E-1 1.16 4.61E-14 -0.04 1.00E+0 -2.51 0.00E+0 0.26 1.00E+0 -3.52 0.00E+0 
CATMA2OC47531R1 AT2G31380 0.05 1.00E+0 0.84 2.27E-6 -0.27 6.27E-1 -0.06 1.00E+0 -0.22 8.55E-1 0.57 5.92E-2 -0.06 1.00E+0 
CATMA2OA29780F1 AT2G31540 -0.94 7.82E-7 -1.36 0.00E+0 0.47 2.85E-2 -0.76 8.57E-5 0.39 1.04E-1 0.19 1.00E+0 -0.79 1.58E-5 
CATMA2OF02860F1 AT2G31550 -0.44 9.36E-2 -0.61 1.80E-3 0.15 1.00E+0 -0.37 2.53E-1 0.22 8.76E-1 -0.04 1.00E+0 -0.34 3.23E-1 
CATMA2OB29900F1 AT2G31680 0.02 1.00E+0 -0.63 9.22E-4 0.24 8.61E-1 -0.21 1.00E+0 0.53 6.81E-3 -0.08 1.00E+0 0.07 1.00E+0 
CATMA2OA29950F1 AT2G31730 1.19 1.14E-10 0.82 4.40E-6 0.30 4.88E-1 -0.04 1.00E+0 0.14 1.00E+0 -0.13 1.00E+0 0.12 1.00E+0 
CATMA2OA29980R1 AT2G31750 1.60 0.00E+0 0.48 2.59E-2 -0.22 9.72E-1 -0.23 9.42E-1 0.90 4.44E-8 0.00 1.00E+0 0.94 1.22E-7 
CATMA2OC47539R1 AT2G31790 1.08 6.24E-9 1.89 0.00E+0 0.17 1.00E+0 0.31 5.33E-1 -0.57 2.50E-3 0.26 1.00E+0 -0.40 1.39E-1 
CATMA2ON101764F1 AT2G31840 0.80 4.68E-5 0.58 3.29E-3 0.07 1.00E+0 0.24 9.08E-1 0.11 1.00E+0 0.04 1.00E+0 0.33 3.63E-1 
CATMA2OA30110F1 AT2G31865 -0.84 1.97E-5 0.85 1.69E-6 0.35 2.25E-1 0.77 7.51E-5 -1.99 0.00E+0 -0.33 1.00E+0 -1.69 0.00E+0 
CATMA2OC47541R1 AT2G31880 -0.70 6.12E-4 0.19 8.21E-1 0.11 1.00E+0 0.16 1.00E+0 -0.90 4.40E-8 0.12 1.00E+0 -0.78 2.25E-5 
CATMA2OA30190F1 AT2G31920 -0.91 2.17E-6 -0.69 1.95E-4 -0.54 5.32E-3 -0.44 9.60E-2 -0.03 1.00E+0 0.23 1.00E+0 -0.10 1.00E+0 
CATMA2OA30200R1 AT2G31930 -0.42 1.18E-1 -0.74 5.78E-5 -0.04 1.00E+0 -0.30 5.66E-1 0.77 5.81E-6 0.39 8.58E-1 0.58 5.08E-3 
CATMA2OA30210R1 AT2G31940 -0.94 8.13E-7 -0.83 3.29E-6 -0.22 9.62E-1 -0.01 1.00E+0 0.31 3.45E-1 0.52 1.37E-1 0.43 8.20E-2 
CATMA2OA30220R1 AT2G31945 -1.49 0.00E+0 0.58 2.96E-3 -0.07 1.00E+0 0.08 1.00E+0 -0.88 1.09E-7 1.62 0.00E+0 -0.70 2.25E-4 
CATMA2OA30260F1 AT2G31990 -1.06 1.61E-8 -0.93 1.06E-7 -0.28 5.94E-1 -0.72 2.79E-4 -0.12 1.00E+0 0.14 1.00E+0 -0.40 1.38E-1 
CATMA2OC47543F1 AT2G32020 -0.12 1.00E+0 1.01 5.21E-9 0.58 2.22E-3 -0.17 1.00E+0 -0.82 1.15E-6 0.33 1.00E+0 -1.45 0.00E+0 
CATMA2OC47544F1 AT2G32030 0.19 8.97E-1 0.47 2.84E-2 0.81 1.17E-6 -0.02 1.00E+0 -0.31 3.53E-1 -0.03 1.00E+0 -1.00 9.67E-9 
CATMA2OA30370R1 AT2G32100 -1.09 4.49E-9 -0.35 2.00E-1 -0.51 1.22E-2 -0.08 1.00E+0 -0.74 1.86E-5 0.19 1.00E+0 -0.35 2.57E-1 
CATMA2OC47545F1 AT2G32130 -0.44 8.69E-2 -0.36 1.61E-1 0.60 1.11E-3 -0.01 1.00E+0 -0.36 1.73E-1 0.01 1.00E+0 -1.07 6.38E-10 
CATMA2OC47546F1 AT2G32140 -2.26 0.00E+0 -1.32 0.00E+0 0.54 6.29E-3 -0.50 3.80E-2 -0.96 3.43E-9 0.02 1.00E+0 -1.94 0.00E+0 
CATMA2OC47547R1 AT2G32160 -0.95 5.47E-7 -0.71 1.33E-4 -0.10 1.00E+0 0.13 1.00E+0 -0.52 8.21E-3 0.10 1.00E+0 -0.08 1.00E+0 
CATMA2OA30460F1 AT2G32180 1.20 7.45E-11 0.93 1.19E-7 0.44 5.23E-2 0.23 9.49E-1 0.07 1.00E+0 0.05 1.00E+0 0.19 1.00E+0 
CATMA2OC47548R1 AT2G32190 -1.77 0.00E+0 1.09 2.26E-10 0.01 1.00E+0 0.05 1.00E+0 -1.51 0.00E+0 1.36 1.32E-12 -1.44 0.00E+0 
CATMA2OC47550R1 AT2G32270 -0.15 1.00E+0 -3.10 0.00E+0 0.49 1.73E-2 -0.49 4.79E-2 3.00 0.00E+0 -0.08 1.00E+0 2.32 0.00E+0 
CATMA2OA30615R1 AT2G32300 0.73 3.01E-4 -0.83 3.56E-6 0.20 1.00E+0 -0.37 2.73E-1 0.97 2.29E-9 -0.49 2.36E-1 0.40 1.36E-1 
CATMA2OA30700F1 AT2G32415 0.78 8.50E-5 0.49 2.23E-2 -0.18 1.00E+0 -0.23 9.35E-1 0.09 1.00E+0 -0.17 1.00E+0 0.10 1.00E+0 
CATMA2OA30730R1 AT2G32440 1.75 0.00E+0 1.24 2.43E-13 0.33 3.30E-1 0.22 9.83E-1 0.57 2.43E-3 0.07 1.00E+0 0.51 1.96E-2 
CATMA2OC47951R1 AT2G32487 0.22 8.05E-1 2.08 0.00E+0 0.03 1.00E+0 1.32 4.16E-14 -0.85 2.75E-7 1.20 1.16E-9 0.55 9.12E-3 
CATMA2OA30800F1 AT2G32510 -0.82 2.66E-5 -0.56 5.38E-3 0.73 2.17E-5 -0.42 1.35E-1 -0.16 1.00E+0 0.20 1.00E+0 -1.22 5.57E-13 
CATMA2OA30820R1 AT2G32550 0.81 4.16E-5 0.80 9.57E-6 -0.13 1.00E+0 -0.11 1.00E+0 -0.06 1.00E+0 0.02 1.00E+0 -0.05 1.00E+0 
CATMA2OA30830R1 AT2G32560 -1.23 2.22E-11 -0.67 3.60E-4 0.10 1.00E+0 -0.54 1.73E-2 -0.55 3.53E-3 0.06 1.00E+0 -1.13 4.30E-11 
CATMA2ON101772R1 AT2G32610 0.47 5.83E-2 -1.16 1.04E-11 -0.12 1.00E+0 -0.53 2.20E-2 0.78 4.30E-6 -0.80 3.82E-4 0.40 1.31E-1 
CATMA2ON90695R1 AT2G32620 2.01 0.00E+0 -1.54 0.00E+0 0.34 2.80E-1 -0.11 1.00E+0 1.79 0.00E+0 -1.85 0.00E+0 1.29 1.62E-14 
CATMA2ON90712R1 AT2G32650 1.09 4.37E-9 0.84 2.89E-6 0.16 1.00E+0 0.29 6.29E-1 0.20 9.80E-1 0.19 1.00E+0 0.28 5.63E-1 
CATMA2OA30920F1 AT2G32660 -1.86 0.00E+0 0.54 7.78E-3 -1.39 0.00E+0 1.09 8.38E-10 -1.39 0.00E+0 1.03 4.12E-7 1.08 4.63E-10 
CATMA2OC47558R1 AT2G32670 -0.69 7.94E-4 0.06 1.00E+0 -0.14 1.00E+0 0.22 9.98E-1 -0.35 2.11E-1 0.51 1.66E-1 -0.09 1.00E+0 
CATMA2ON101775F1 AT2G32720 -0.78 8.94E-5 -1.05 1.35E-9 0.15 1.00E+0 0.12 1.00E+0 0.41 8.12E-2 0.05 1.00E+0 0.28 6.04E-1 
CATMA2OA31025R1 AT2G32800 -1.88 0.00E+0 -0.82 4.31E-6 0.23 9.32E-1 -0.43 1.27E-1 -0.46 3.20E-2 0.56 7.25E-2 -1.09 2.74E-10 
CATMA2OA31060R1 AT2G32860 -2.03 0.00E+0 -1.47 0.00E+0 -0.74 1.47E-5 -0.84 1.01E-5 -0.80 2.30E-6 0.07 1.00E+0 -0.88 1.02E-6 
CATMA2OA31180R1 AT2G32990 -2.71 0.00E+0 -2.34 0.00E+0 -0.25 7.46E-1 0.11 1.00E+0 -0.21 9.19E-1 0.18 1.00E+0 0.19 1.00E+0 
CATMA2ON94832R1 AT2G33000 -0.76 1.66E-4 -0.53 1.03E-2 0.11 1.00E+0 -0.25 8.35E-1 0.09 1.00E+0 0.13 1.00E+0 -0.07 1.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA2ON90603F1 AT2G33006 0.68 1.01E-3 1.79 0.00E+0 -0.12 1.00E+0 0.09 1.00E+0 -0.08 1.00E+0 0.21 1.00E+0 0.02 1.00E+0 
CATMA2ON94833F1 AT2G33020 -0.49 4.10E-2 -0.05 1.00E+0 0.26 7.16E-1 1.74 0.00E+0 -0.69 9.05E-5 -0.11 1.00E+0 0.79 1.83E-5 
CATMA2ON94834F1 AT2G33030 -0.52 2.44E-2 0.05 1.00E+0 -0.08 1.00E+0 0.14 1.00E+0 -0.88 8.22E-8 0.02 1.00E+0 -0.67 5.79E-4 
CATMA2OA31230R1 AT2G33060 -2.36 0.00E+0 -1.25 1.67E-13 -0.50 1.40E-2 0.00 1.00E+0 -1.00 5.28E-10 0.23 1.00E+0 -0.53 1.47E-2 
CATMA2OC47565F1 AT2G33070 -1.52 0.00E+0 -0.99 1.01E-8 -1.08 5.17E-12 -0.65 1.69E-3 -0.71 4.26E-5 0.27 1.00E+0 -0.17 1.00E+0 
CATMA2OA31270F1 AT2G33100 -0.51 2.91E-2 -0.74 5.82E-5 0.15 1.00E+0 -0.22 9.78E-1 0.04 1.00E+0 0.12 1.00E+0 -0.02 1.00E+0 
CATMA2OA31300F1 AT2G33130 -0.74 2.68E-4 0.10 1.00E+0 0.18 1.00E+0 -0.09 1.00E+0 -0.70 6.06E-5 0.07 1.00E+0 -1.25 1.37E-13 
CATMA2OA31430F1 AT2G33260 -0.41 1.28E-1 -0.69 2.47E-4 -0.34 2.76E-1 -0.60 5.29E-3 0.12 1.00E+0 -0.02 1.00E+0 0.08 1.00E+0 
CATMA2OC47569F1 AT2G33330 0.44 9.11E-2 0.63 1.10E-3 0.02 1.00E+0 0.27 7.48E-1 -0.05 1.00E+0 0.18 1.00E+0 0.09 1.00E+0 
CATMA2OA31555R1 AT2G33390 0.66 1.73E-3 0.37 1.40E-1 -0.05 1.00E+0 0.19 1.00E+0 0.19 1.00E+0 0.01 1.00E+0 0.47 4.21E-2 
CATMA2OA31560F1 AT2G33400 -0.95 5.55E-7 -0.77 1.97E-5 -0.59 1.48E-3 -0.26 7.59E-1 -0.39 1.10E-1 -0.07 1.00E+0 0.07 1.00E+0 
CATMA2OA31620F1 AT2G33460 -0.45 8.08E-2 -1.40 0.00E+0 0.24 8.36E-1 -0.46 7.02E-2 0.71 4.91E-5 -0.37 9.81E-1 0.38 1.79E-1 
CATMA2OA31660F1 AT2G33500 0.66 1.71E-3 0.31 3.10E-1 -0.27 6.35E-1 -0.09 1.00E+0 0.21 8.95E-1 0.13 1.00E+0 0.17 1.00E+0 
CATMA2OA31670R1 AT2G33510 0.68 1.13E-3 0.20 7.64E-1 0.20 1.00E+0 0.18 1.00E+0 0.48 1.99E-2 0.08 1.00E+0 0.58 4.55E-3 
CATMA2OA31700F1 AT2G33530 -1.07 1.05E-8 -0.55 6.79E-3 -0.09 1.00E+0 -0.30 5.76E-1 -0.58 2.08E-3 -0.03 1.00E+0 -0.71 1.90E-4 
CATMA2OA31720F1 AT2G33550 0.09 1.00E+0 0.73 7.89E-5 0.58 2.02E-3 1.39 0.00E+0 -0.50 1.39E-2 0.14 1.00E+0 0.40 1.48E-1 
CATMA2OA31740R1 AT2G33570 -0.67 1.30E-3 -1.57 0.00E+0 0.00 1.00E+0 -0.43 1.15E-1 0.44 4.56E-2 -0.17 1.00E+0 -0.04 1.00E+0 
CATMA2ON98727R2 AT2G33650 -0.15 1.00E+0 -0.64 8.03E-4 0.15 1.00E+0 0.05 1.00E+0 0.43 4.93E-2 -0.16 1.00E+0 0.55 9.72E-3 
CATMA2OA31870F1 AT2G33710 -1.21 4.64E-11 -1.40 0.00E+0 -0.26 6.76E-1 -1.39 0.00E+0 0.41 8.12E-2 0.21 1.00E+0 -0.49 2.98E-2 
CATMA2OA31920F1 AT2G33750 1.11 2.54E-9 0.78 1.51E-5 -0.30 4.42E-1 -0.34 3.92E-1 0.71 4.84E-5 0.55 8.81E-2 0.73 9.27E-5 
CATMA2OC47578R1 AT2G33775 -0.36 2.37E-1 -0.60 1.97E-3 -0.20 1.00E+0 -0.24 9.04E-1 0.23 7.59E-1 0.07 1.00E+0 0.24 8.11E-1 
CATMA2OA31980F1 AT2G33790 -0.01 1.00E+0 -1.07 5.27E-10 0.06 1.00E+0 -0.36 3.01E-1 0.80 1.88E-6 0.01 1.00E+0 0.47 4.75E-2 
CATMA2OA32005R1 AT2G33810 0.57 1.10E-2 -0.15 9.81E-1 0.57 2.53E-3 0.11 1.00E+0 0.60 1.16E-3 -0.12 1.00E+0 0.19 1.00E+0 
CATMA2ON94839F1 AT2G33820 -0.08 1.00E+0 -0.28 4.19E-1 -0.53 7.92E-3 -0.69 6.27E-4 0.19 1.00E+0 -0.16 1.00E+0 0.15 1.00E+0 
CATMA2OA32070F1 AT2G33850 -2.10 0.00E+0 -1.74 0.00E+0 -0.32 3.77E-1 -0.09 1.00E+0 -0.38 1.18E-1 0.31 1.00E+0 -0.13 1.00E+0 
CATMA2ON101790F1 AT2G33980 0.78 8.11E-5 0.74 6.32E-5 0.07 1.00E+0 0.20 1.00E+0 0.19 1.00E+0 0.25 1.00E+0 0.40 1.39E-1 
CATMA2OA32130R1 AT2G34000 1.15 4.40E-10 0.91 2.22E-7 0.28 6.08E-1 0.57 1.09E-2 0.04 1.00E+0 -0.03 1.00E+0 0.38 1.75E-1 
CATMA2OA32200F1 AT2G34070 0.45 7.32E-2 -0.77 2.11E-5 0.15 1.00E+0 0.02 1.00E+0 0.82 8.60E-7 -0.24 1.00E+0 0.69 2.82E-4 
CATMA2OA32210F1 AT2G34080 -0.85 1.25E-5 -1.51 0.00E+0 -0.39 1.19E-1 -0.96 1.60E-7 0.86 1.90E-7 -0.17 1.00E+0 0.09 1.00E+0 
CATMA2OA32270F1 AT2G34150 -0.19 8.92E-1 -0.92 1.46E-7 -0.13 1.00E+0 -0.56 1.29E-2 0.26 5.96E-1 -0.36 1.00E+0 -0.15 1.00E+0 
CATMA2OB32300F1 AT2G34180 -0.24 7.05E-1 0.11 1.00E+0 -0.62 7.30E-4 0.05 1.00E+0 -1.04 8.84E-11 -0.51 1.58E-1 -0.13 1.00E+0 
CATMA2OA32430F1 AT2G34300 -0.41 1.30E-1 -0.76 2.64E-5 -0.16 1.00E+0 -0.11 1.00E+0 0.19 1.00E+0 -0.15 1.00E+0 0.26 6.94E-1 
CATMA2ON101794F1 AT2G34315 2.12 0.00E+0 0.61 1.63E-3 0.23 8.89E-1 1.26 5.35E-13 1.44 0.00E+0 0.00 1.00E+0 2.33 0.00E+0 
CATMA2OA32450R1 AT2G34320 0.38 1.98E-1 0.79 1.37E-5 -0.48 2.36E-2 0.33 4.16E-1 -0.40 9.84E-2 0.21 1.00E+0 0.37 2.24E-1 
CATMA2OA32460R1 AT2G34330 -0.14 1.00E+0 -0.92 1.82E-7 0.13 1.00E+0 0.08 1.00E+0 0.33 2.82E-1 -0.14 1.00E+0 0.34 3.23E-1 
CATMA2OA32470F1 AT2G34340 1.39 2.14E-14 -0.38 1.19E-1 0.17 1.00E+0 -0.08 1.00E+0 0.98 1.52E-9 -0.61 3.18E-2 0.68 4.12E-4 
CATMA2OA32480R1 AT2G34350 0.54 1.71E-2 0.19 8.32E-1 0.05 1.00E+0 0.47 6.86E-2 0.62 7.00E-4 0.03 1.00E+0 0.93 1.75E-7 
CATMA2OA32490R1 AT2G34355 -0.42 1.22E-1 -0.69 2.07E-4 0.37 1.89E-1 0.20 1.00E+0 0.15 1.00E+0 0.14 1.00E+0 -0.23 8.49E-1 
CATMA2OA32540F1 AT2G34390 -1.06 1.42E-8 -1.11 1.01E-10 -1.19 0.00E+0 -1.05 4.46E-9 0.27 5.62E-1 0.08 1.00E+0 0.50 2.61E-2 
CATMA2OA32570F1 AT2G34420 -0.18 9.45E-1 -1.38 0.00E+0 -0.63 5.00E-4 -1.29 1.20E-13 0.45 3.43E-2 -0.53 1.29E-1 -0.30 4.88E-1 
CATMA2OA32615F1 AT2G34470 -0.37 2.29E-1 -1.32 0.00E+0 -0.37 1.63E-1 -1.14 1.02E-10 0.75 1.06E-5 -0.18 1.00E+0 0.03 1.00E+0 
CATMA2OA32630F1 AT2G34490 -2.83 0.00E+0 -2.76 0.00E+0 -0.53 7.53E-3 -0.24 8.75E-1 -0.05 1.00E+0 0.06 1.00E+0 0.29 5.13E-1 
CATMA2OA32640F1 AT2G34500 -2.08 0.00E+0 -1.41 0.00E+0 -0.59 1.74E-3 -0.96 1.38E-7 0.03 1.00E+0 0.76 1.20E-3 -0.40 1.42E-1 
CATMA2OA32650F1 AT2G34510 1.08 7.09E-9 1.00 7.17E-9 -0.09 1.00E+0 0.28 6.59E-1 -0.05 1.00E+0 0.03 1.00E+0 0.39 1.51E-1 
CATMA2ON101798R1 AT2G34540 -0.54 1.73E-2 -0.70 1.89E-4 -0.04 1.00E+0 -0.60 5.00E-3 0.45 3.74E-2 0.22 1.00E+0 -0.14 1.00E+0 
CATMA2OB32725F1 AT2G34590 0.73 2.92E-4 0.04 1.00E+0 0.51 1.13E-2 -0.43 1.16E-1 0.80 2.07E-6 0.08 1.00E+0 -0.43 8.34E-2 
CATMA2OA32730R1 AT2G34600 -1.91 0.00E+0 -1.07 5.08E-10 -0.77 5.95E-6 0.22 9.79E-1 -0.50 1.27E-2 0.52 1.52E-1 0.24 7.94E-1 
CATMA2OA32740R1 AT2G34610 -3.95 0.00E+0 -1.60 0.00E+0 -0.71 3.64E-5 -0.64 2.18E-3 -1.91 0.00E+0 0.51 1.70E-1 -1.89 0.00E+0 
CATMA2OA32770F1 AT2G34640 0.53 2.02E-2 0.84 2.34E-6 0.01 1.00E+0 0.20 1.00E+0 -0.14 1.00E+0 -0.05 1.00E+0 0.16 1.00E+0 
CATMA2OA32773F1 AT2G34650 -1.06 1.42E-8 -0.37 1.43E-1 -0.24 8.07E-1 -0.23 9.21E-1 -0.50 1.35E-2 0.25 1.00E+0 -0.49 3.21E-2 
CATMA2OA32776R1 AT2G34660 -0.68 9.90E-4 -0.43 6.04E-2 -0.08 1.00E+0 -0.53 2.22E-2 -0.08 1.00E+0 0.05 1.00E+0 -0.52 1.86E-2 
CATMA2OA32895R1 AT2G34770 -0.70 6.18E-4 -1.40 0.00E+0 0.01 1.00E+0 -0.42 1.35E-1 0.42 6.64E-2 -0.34 1.00E+0 0.05 1.00E+0 
CATMA2OA32920F1 AT2G34790 0.22 7.84E-1 -0.51 1.31E-2 0.76 7.24E-6 0.65 1.68E-3 0.05 1.00E+0 -0.49 2.43E-1 0.13 1.00E+0 
CATMA2OA32930R1 AT2G34810 -0.09 1.00E+0 -0.52 1.18E-2 0.00 1.00E+0 0.24 8.81E-1 0.35 1.99E-1 -0.06 1.00E+0 0.75 5.53E-5 
CATMA2OB32950F1 AT2G34830 -0.59 7.63E-3 -1.36 0.00E+0 -0.19 1.00E+0 -0.21 1.00E+0 0.53 6.10E-3 -0.58 5.66E-2 0.50 2.33E-2 
CATMA2OA32970F1 AT2G34850 -1.34 1.71E-13 -1.06 8.77E-10 -0.34 2.71E-1 -0.52 2.73E-2 -0.37 1.52E-1 -0.13 1.00E+0 -0.55 8.48E-3 
CATMA2OA32980R1 AT2G34860 0.36 2.57E-1 0.69 2.05E-4 0.10 1.00E+0 0.02 1.00E+0 -0.17 1.00E+0 -0.01 1.00E+0 -0.12 1.00E+0 
CATMA2OA33020F1 AT2G34900 0.61 4.53E-3 0.30 3.40E-1 0.01 1.00E+0 0.10 1.00E+0 0.27 5.40E-1 -0.04 1.00E+0 0.30 4.56E-1 
CATMA2OB33030R1 AT2G34910 0.12 1.00E+0 -1.98 0.00E+0 0.18 1.00E+0 0.12 1.00E+0 1.58 0.00E+0 -0.59 4.64E-2 1.78 0.00E+0 
CATMA2OA33040F1 AT2G34920 -0.93 1.09E-6 -0.71 1.25E-4 -0.34 2.76E-1 -0.53 2.40E-2 0.01 1.00E+0 0.01 1.00E+0 -0.14 1.00E+0 
CATMA2OA33050F1 AT2G34930 0.24 7.19E-1 0.98 1.89E-8 0.06 1.00E+0 1.33 0.00E+0 -0.29 4.63E-1 0.51 1.64E-1 1.04 2.18E-9 
CATMA2OC47598F1 AT2G35035 -0.16 1.00E+0 -0.70 1.47E-4 -0.03 1.00E+0 -0.03 1.00E+0 0.28 5.23E-1 -0.31 1.00E+0 0.15 1.00E+0 
CATMA2OA33290F1 AT2G35150 -1.78 0.00E+0 -1.39 0.00E+0 -0.04 1.00E+0 -0.60 5.80E-3 -0.35 2.13E-1 0.28 1.00E+0 -0.90 5.07E-7 
CATMA2OA33300F1 AT2G35155 -0.48 4.61E-2 -0.70 1.58E-4 0.19 1.00E+0 -0.42 1.38E-1 0.04 1.00E+0 -0.03 1.00E+0 -0.42 1.04E-1 
CATMA2OA33330R1 AT2G35190 -0.14 1.00E+0 -0.99 1.18E-8 0.00 1.00E+0 -0.20 1.00E+0 0.48 1.87E-2 -0.41 6.45E-1 0.24 7.72E-1 
CATMA2OA33420F1 AT2G35290 -0.01 1.00E+0 -1.19 2.76E-12 0.01 1.00E+0 -0.43 1.11E-1 0.88 9.05E-8 -0.22 1.00E+0 0.56 7.51E-3 
CATMA2OA33430R1 AT2G35310 -0.56 1.15E-2 -0.73 8.32E-5 0.17 1.00E+0 0.06 1.00E+0 0.19 1.00E+0 0.13 1.00E+0 0.06 1.00E+0 
CATMA2OA33470R1 AT2G35340 -0.85 1.35E-5 -0.71 1.39E-4 0.08 1.00E+0 0.33 3.97E-1 -0.06 1.00E+0 0.19 1.00E+0 0.29 5.34E-1 
CATMA2OA33490F1 AT2G35350 -1.16 3.19E-10 -0.30 3.40E-1 -0.10 1.00E+0 -0.08 1.00E+0 -0.64 3.17E-4 0.14 1.00E+0 -0.68 3.89E-4 
CATMA2OC47603R1 AT2G35370 -0.18 9.47E-1 -0.20 7.64E-1 0.32 3.54E-1 -0.15 1.00E+0 -0.19 9.99E-1 -0.01 1.00E+0 -0.69 3.52E-4 
CATMA2OA33510R1 AT2G35380 -1.74 0.00E+0 -0.68 2.99E-4 1.44 0.00E+0 -1.99 0.00E+0 -0.60 1.04E-3 0.46 3.47E-1 -3.42 0.00E+0 
CATMA2ON98305F1 AT2G35382 0.66 1.58E-3 0.44 4.87E-2 0.02 1.00E+0 0.24 8.86E-1 0.15 1.00E+0 0.00 1.00E+0 0.31 4.46E-1 
CATMA2ON98307F1 AT2G35387 0.44 8.45E-2 0.64 7.82E-4 0.37 1.84E-1 0.32 4.41E-1 0.05 1.00E+0 -0.05 1.00E+0 -0.06 1.00E+0 
CATMA2OA33515F1 AT2G35390 -0.69 9.20E-4 0.45 3.97E-2 -0.11 1.00E+0 0.02 1.00E+0 -1.30 0.00E+0 -0.07 1.00E+0 -1.17 7.96E-12 
CATMA2OA33520R1 AT2G35410 0.06 1.00E+0 0.66 4.64E-4 -0.12 1.00E+0 0.03 1.00E+0 -0.58 2.08E-3 0.05 1.00E+0 -0.47 4.44E-2 
CATMA2OA33546F1 AT2G35450 -0.46 6.14E-2 -0.74 4.82E-5 -0.12 1.00E+0 -0.46 7.43E-2 0.16 1.00E+0 -0.20 1.00E+0 -0.08 1.00E+0 
CATMA2OA33560F1 AT2G35470 -0.80 5.31E-5 -0.79 1.26E-5 -0.05 1.00E+0 -0.56 1.15E-2 0.16 1.00E+0 0.28 1.00E+0 -0.28 6.05E-1 
CATMA2OA33570R1 AT2G35480 0.82 2.70E-5 1.07 5.05E-10 0.08 1.00E+0 -0.07 1.00E+0 0.07 1.00E+0 0.31 1.00E+0 -0.05 1.00E+0 
CATMA2OA33660R1 AT2G35550 0.41 1.33E-1 0.90 2.88E-7 0.20 1.00E+0 0.47 6.53E-2 -0.03 1.00E+0 0.29 1.00E+0 0.20 9.81E-1 
CATMA2OC47604F1 AT2G35612 -0.18 9.41E-1 -0.12 1.00E+0 -0.42 7.98E-2 -0.77 7.51E-5 0.46 2.82E-2 0.52 1.41E-1 0.12 1.00E+0 
CATMA2OA33860R1 AT2G35650 0.74 2.48E-4 0.25 5.67E-1 -0.10 1.00E+0 -0.09 1.00E+0 0.45 3.42E-2 -0.16 1.00E+0 0.37 2.16E-1 
CATMA2OA33840F1 AT2G35658 -0.24 7.17E-1 0.23 6.51E-1 0.82 7.59E-7 0.00 1.00E+0 -0.28 4.90E-1 0.25 1.00E+0 -1.00 9.95E-9 
CATMA2OC47609F1 AT2G35730 -1.39 2.14E-14 -0.02 1.00E+0 -0.10 1.00E+0 0.10 1.00E+0 -0.92 2.13E-8 0.54 1.06E-1 -0.70 2.56E-4 
CATMA2OA33920R1 AT2G35760 -0.58 8.62E-3 -0.82 4.85E-6 -0.23 9.13E-1 -0.90 1.19E-6 0.32 3.20E-1 0.07 1.00E+0 -0.20 9.89E-1 
CATMA2OA33940F1 AT2G35770 -0.70 6.14E-4 -0.67 3.81E-4 1.49 0.00E+0 -1.20 6.40E-12 -0.03 1.00E+0 0.07 1.00E+0 -2.79 0.00E+0 
CATMA2OA33950F1 AT2G35780 0.59 7.32E-3 0.19 8.20E-1 0.40 1.05E-1 -0.02 1.00E+0 0.42 6.77E-2 0.05 1.00E+0 -0.03 1.00E+0 
CATMA2OA34020R1 AT2G35840 -1.35 1.32E-13 -0.16 9.38E-1 -0.35 2.36E-1 0.20 1.00E+0 -1.27 0.00E+0 -0.05 1.00E+0 -0.76 4.96E-5 
CATMA2OA34030R1 AT2G35850 -3.49 0.00E+0 -4.09 0.00E+0 0.03 1.00E+0 0.58 7.96E-3 2.10 0.00E+0 -0.05 1.00E+0 2.44 0.00E+0 
CATMA2ON101818R1 AT2G35860 -1.10 3.73E-9 -1.53 0.00E+0 -0.42 8.23E-2 -0.68 8.46E-4 0.30 3.75E-1 -0.18 1.00E+0 -0.10 1.00E+0 
CATMA2OA34060F1 AT2G35880 0.12 1.00E+0 -0.94 9.45E-8 0.00 1.00E+0 -0.43 1.22E-1 0.80 1.90E-6 -0.24 1.00E+0 0.38 1.80E-1 
CATMA2OA34100F1 AT2G35910 1.05 1.92E-8 0.81 6.59E-6 -0.05 1.00E+0 0.22 9.92E-1 0.20 9.88E-1 0.03 1.00E+0 0.52 1.58E-2 
CATMA2OA34110R1 AT2G35920 0.64 2.28E-3 0.67 3.72E-4 -0.19 1.00E+0 0.21 1.00E+0 -0.03 1.00E+0 -0.01 1.00E+0 0.35 2.68E-1 
CATMA2OA34120F1 AT2G35930 -1.34 1.42E-13 -1.34 0.00E+0 0.04 1.00E+0 0.19 1.00E+0 -0.43 5.22E-2 -0.34 1.00E+0 -0.20 9.86E-1 
CATMA2OA34180R1 AT2G35980 -1.68 0.00E+0 1.62 0.00E+0 0.22 9.86E-1 0.64 1.97E-3 -2.66 0.00E+0 0.48 2.49E-1 -2.16 0.00E+0 
CATMA2OA34230F1 AT2G36020 -1.22 2.76E-11 -0.08 1.00E+0 0.68 1.04E-4 0.01 1.00E+0 -1.38 0.00E+0 -0.11 1.00E+0 -2.18 0.00E+0 
CATMA2OA34250F1 AT2G36050 0.62 3.78E-3 -0.06 1.00E+0 -0.13 1.00E+0 -0.47 6.27E-2 0.61 8.80E-4 -0.14 1.00E+0 0.11 1.00E+0 
CATMA2OA34270F1 AT2G36070 -0.07 1.00E+0 0.21 7.39E-1 0.17 1.00E+0 0.63 2.50E-3 -0.30 4.13E-1 0.12 1.00E+0 0.12 1.00E+0 
CATMA2OA34280F1 AT2G36080 -0.56 1.19E-2 -0.77 2.19E-5 -0.28 6.00E-1 -0.58 7.37E-3 0.03 1.00E+0 0.05 1.00E+0 -0.20 1.00E+0 
CATMA2OA34300F1 AT2G36100 0.14 1.00E+0 -1.75 0.00E+0 0.39 1.31E-1 -0.64 2.00E-3 1.21 1.57E-14 -0.73 2.10E-3 0.17 1.00E+0 
CATMA2OA34370F1 AT2G36180 1.15 5.65E-10 0.92 1.58E-7 -0.11 1.00E+0 0.04 1.00E+0 0.16 1.00E+0 0.20 1.00E+0 0.05 1.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA2ON101822R1 AT2G36220 -0.77 1.25E-4 -0.56 4.77E-3 0.14 1.00E+0 -0.27 7.03E-1 0.20 9.80E-1 0.52 1.52E-1 -0.18 1.00E+0 
CATMA2OD05078F1 AT2G36255 -0.03 1.00E+0 -4.68 0.00E+0 -0.14 1.00E+0 -0.71 3.47E-4 4.68 0.00E+0 -0.25 1.00E+0 4.96 0.00E+0 
CATMA2OA34440R1 AT2G36260 -2.37 0.00E+0 -2.99 0.00E+0 -1.25 0.00E+0 -1.29 1.20E-13 0.59 1.61E-3 -0.26 1.00E+0 0.56 8.04E-3 
CATMA2OA34450F1 AT2G36261 -0.32 3.80E-1 0.58 3.42E-3 -0.57 2.55E-3 0.23 9.61E-1 -0.60 1.14E-3 0.17 1.00E+0 0.39 1.53E-1 
CATMA2OA34480R1 AT2G36295 -0.72 4.19E-4 -0.70 1.80E-4 1.07 1.15E-11 -1.72 0.00E+0 0.15 1.00E+0 0.12 1.00E+0 -2.42 0.00E+0 
CATMA2OA34520F1 AT2G36310 -0.06 1.00E+0 -0.64 8.79E-4 0.10 1.00E+0 0.15 1.00E+0 0.30 4.03E-1 -0.21 1.00E+0 0.34 3.26E-1 
CATMA2OA34530R1 AT2G36320 0.45 7.18E-2 0.15 9.76E-1 -0.19 1.00E+0 0.01 1.00E+0 0.27 5.34E-1 0.09 1.00E+0 0.59 3.68E-3 
CATMA2OA34630R1 AT2G36380 0.30 4.54E-1 -0.10 1.00E+0 -0.15 1.00E+0 0.06 1.00E+0 0.54 4.68E-3 0.17 1.00E+0 0.71 1.85E-4 
CATMA2OA34690R1 AT2G36430 -1.03 4.58E-8 -0.54 8.23E-3 0.07 1.00E+0 -0.31 5.01E-1 -0.62 6.00E-4 -0.19 1.00E+0 -0.95 7.89E-8 
CATMA2OA34695R1 AT2G36440 -2.65 0.00E+0 -0.26 5.17E-1 0.90 2.63E-8 0.03 1.00E+0 -2.76 0.00E+0 -1.37 9.48E-13 -3.88 0.00E+0 
CATMA2OA34720F1 AT2G36470 -0.31 4.22E-1 0.21 7.53E-1 0.25 7.83E-1 0.42 1.44E-1 -0.76 7.19E-6 -0.21 1.00E+0 -0.45 5.86E-2 
CATMA2OA34760R1 AT2G36500 0.02 1.00E+0 -0.88 6.76E-7 0.02 1.00E+0 -0.19 1.00E+0 0.57 2.45E-3 -0.43 5.17E-1 0.46 5.30E-2 
CATMA2OA34810R1 AT2G36570 -1.21 4.87E-11 -1.23 4.37E-13 -0.54 6.32E-3 -0.70 4.86E-4 -0.05 1.00E+0 -0.10 1.00E+0 -0.19 1.00E+0 
CATMA2OA34860F1 AT2G36630 -0.91 1.93E-6 -3.31 0.00E+0 -0.29 5.33E-1 -3.19 0.00E+0 2.30 0.00E+0 -0.04 1.00E+0 -0.85 2.23E-6 
CATMA2OA34870R1 AT2G36650 -0.30 4.43E-1 0.08 1.00E+0 -0.26 7.25E-1 0.48 5.60E-2 -0.02 1.00E+0 0.36 1.00E+0 0.66 7.74E-4 
CATMA2OB34910R1 AT2G36690 2.17 0.00E+0 3.52 0.00E+0 1.27 0.00E+0 1.51 0.00E+0 -1.71 0.00E+0 0.18 1.00E+0 -1.27 4.74E-14 
CATMA2OF02874F1 AT2G36770 -0.60 5.73E-3 0.35 1.88E-1 -0.24 8.43E-1 -0.01 1.00E+0 -0.37 1.49E-1 0.23 1.00E+0 -0.24 8.07E-1 
CATMA2ON90517F1 AT2G36800 1.38 2.14E-14 2.41 0.00E+0 0.00 1.00E+0 0.00 1.00E+0 -0.23 7.58E-1 0.64 1.68E-2 0.00 1.00E+0 
CATMA2OA35085R1 AT2G36830 0.74 2.77E-4 0.26 4.94E-1 0.40 1.03E-1 0.32 4.76E-1 0.52 8.14E-3 -0.07 1.00E+0 0.37 2.16E-1 
CATMA2OA35100F1 AT2G36840 -1.06 1.60E-8 -0.48 2.56E-2 -0.18 1.00E+0 -0.43 1.24E-1 -0.62 6.43E-4 0.14 1.00E+0 -0.71 2.06E-4 
CATMA2OA35140F1 AT2G36870 -0.61 4.73E-3 -0.84 2.20E-6 -0.01 1.00E+0 0.05 1.00E+0 0.19 1.00E+0 -0.19 1.00E+0 0.17 1.00E+0 
CATMA2OA35150F1 AT2G36880 -0.67 1.19E-3 -0.82 4.15E-6 0.23 8.90E-1 0.24 9.12E-1 0.22 8.46E-1 -0.01 1.00E+0 0.29 5.51E-1 
CATMA2ON90446F1 AT2G36881 0.66 1.53E-3 0.35 1.88E-1 -0.18 1.00E+0 0.12 1.00E+0 0.22 8.81E-1 0.04 1.00E+0 0.52 1.78E-2 
CATMA2OA35170R1 AT2G36890 -0.66 1.63E-3 -0.19 8.19E-1 -0.40 1.12E-1 -0.16 1.00E+0 -0.60 1.03E-3 0.01 1.00E+0 -0.30 4.54E-1 
CATMA2OA35180F1 AT2G36895 -0.72 3.81E-4 -0.85 1.82E-6 -0.29 5.21E-1 -0.50 3.50E-2 -0.06 1.00E+0 -0.19 1.00E+0 -0.22 8.88E-1 
CATMA2OA35200R1 AT2G36910 -0.80 5.91E-5 -1.09 2.05E-10 -0.12 1.00E+0 -0.70 5.00E-4 0.24 7.11E-1 -0.20 1.00E+0 -0.29 5.05E-1 
CATMA2OA35230R1 AT2G36950 -0.12 1.00E+0 0.05 1.00E+0 -0.33 3.33E-1 0.10 1.00E+0 0.34 2.36E-1 0.49 2.23E-1 0.67 5.98E-4 
CATMA2OA35330F1 AT2G37040 -1.28 2.74E-12 -1.18 3.57E-12 0.29 5.13E-1 0.42 1.34E-1 -0.27 5.62E-1 -0.05 1.00E+0 -0.07 1.00E+0 
CATMA2OA35385F1 AT2G37090 -0.11 1.00E+0 -0.66 5.36E-4 0.21 1.00E+0 0.25 8.31E-1 0.35 1.94E-1 -0.39 8.12E-1 0.34 3.24E-1 
CATMA2OA35390R1 AT2G37100 0.17 9.73E-1 -0.59 2.40E-3 -0.15 1.00E+0 -0.40 1.80E-1 0.23 7.92E-1 0.00 1.00E+0 0.31 4.17E-1 
CATMA2OA35456R1 AT2G37180 0.90 3.40E-6 0.47 2.72E-2 0.43 6.51E-2 0.46 7.20E-2 0.53 6.27E-3 -0.02 1.00E+0 0.59 3.56E-3 
CATMA2OC47634R1 AT2G37280 0.17 9.82E-1 0.91 2.27E-7 -0.03 1.00E+0 0.21 1.00E+0 -0.33 2.58E-1 0.15 1.00E+0 -0.01 1.00E+0 
CATMA2OA35570F1 AT2G37290 -0.40 1.57E-1 -1.10 1.17E-10 -0.20 1.00E+0 0.39 2.11E-1 0.59 1.61E-3 -0.20 1.00E+0 1.13 4.37E-11 
CATMA2OA35590F1 AT2G37310 0.43 9.45E-2 0.61 1.50E-3 0.05 1.00E+0 0.40 1.88E-1 -0.19 1.00E+0 -0.01 1.00E+0 0.21 9.54E-1 
CATMA2OA35630F1 AT2G37360 -1.16 3.58E-10 -0.20 7.64E-1 0.69 9.15E-5 -0.91 9.21E-7 -0.93 1.51E-8 0.18 1.00E+0 -2.15 0.00E+0 
CATMA2OA35640R1 AT2G37370 -0.76 1.37E-4 0.07 1.00E+0 -0.05 1.00E+0 0.27 7.36E-1 -1.11 2.48E-12 -0.22 1.00E+0 -0.71 1.66E-4 
CATMA2OA35650R1 AT2G37380 -0.25 6.68E-1 -0.74 5.12E-5 0.10 1.00E+0 -0.38 2.46E-1 0.46 2.86E-2 -0.27 1.00E+0 -0.25 7.56E-1 
CATMA2OA35660R1 AT2G37390 -0.07 1.00E+0 -0.70 1.64E-4 -0.37 1.81E-1 -0.56 1.25E-2 0.11 1.00E+0 -0.35 1.00E+0 0.07 1.00E+0 
CATMA2OA35700R1 AT2G37430 -0.30 4.62E-1 0.01 1.00E+0 0.39 1.24E-1 -0.32 4.46E-1 -0.59 1.50E-3 -0.16 1.00E+0 -1.10 1.56E-10 
CATMA2OA35720R1 AT2G37440 1.44 0.00E+0 1.01 5.94E-9 -0.11 1.00E+0 -0.28 6.52E-1 0.67 1.42E-4 0.08 1.00E+0 0.43 8.50E-2 
CATMA2OC47636F1 AT2G37450 2.32 0.00E+0 1.55 0.00E+0 -0.01 1.00E+0 0.04 1.00E+0 0.32 3.22E-1 -0.14 1.00E+0 0.50 2.72E-2 
CATMA2OA35740F1 AT2G37460 -0.15 1.00E+0 0.69 2.09E-4 -0.34 2.60E-1 0.44 1.02E-1 -0.77 6.07E-6 0.21 1.00E+0 0.00 1.00E+0 
CATMA2OA35820R1 AT2G37530 -0.81 4.40E-5 -0.56 5.35E-3 0.24 8.55E-1 -0.40 1.88E-1 0.18 1.00E+0 -0.04 1.00E+0 -0.44 7.57E-2 
CATMA2OA35830F1 AT2G37540 1.29 1.76E-12 -1.78 0.00E+0 -0.05 1.00E+0 -0.49 4.54E-2 1.71 0.00E+0 -1.50 0.00E+0 1.52 0.00E+0 
CATMA2OA35850R1 AT2G37580 -0.96 4.77E-7 -0.56 5.21E-3 0.06 1.00E+0 -0.13 1.00E+0 0.03 1.00E+0 0.06 1.00E+0 -0.28 6.00E-1 
CATMA2OA35890F1 AT2G37610 0.40 1.57E-1 0.88 6.37E-7 -0.06 1.00E+0 -0.23 9.20E-1 0.12 1.00E+0 0.23 1.00E+0 0.05 1.00E+0 
CATMA2OA35950F1 AT2G37670 -0.51 3.12E-2 -1.35 0.00E+0 0.18 1.00E+0 -0.33 4.24E-1 0.63 4.80E-4 -0.39 8.03E-1 0.03 1.00E+0 
CATMA2OA35960F1 AT2G37678 0.62 3.52E-3 0.44 4.75E-2 -0.05 1.00E+0 0.09 1.00E+0 0.24 7.39E-1 -0.06 1.00E+0 0.31 4.26E-1 
CATMA2OA35980R1 AT2G37690 0.80 4.75E-5 0.60 2.11E-3 0.25 7.39E-1 0.25 8.47E-1 0.00 1.00E+0 -0.29 1.00E+0 0.08 1.00E+0 
CATMA2OA35990F1 AT2G37700 -0.03 1.00E+0 -1.35 0.00E+0 -0.51 1.22E-2 -0.96 1.56E-7 0.87 1.64E-7 -0.50 1.98E-1 0.44 7.16E-2 
CATMA2OB35995F1 AT2G37710 -0.45 7.71E-2 0.24 5.77E-1 0.04 1.00E+0 -0.06 1.00E+0 -1.02 2.23E-10 -0.25 1.00E+0 -1.10 1.74E-10 
CATMA2OA36020F1 AT2G37740 -0.46 6.52E-2 -0.62 1.31E-3 -0.19 1.00E+0 0.07 1.00E+0 0.06 1.00E+0 0.01 1.00E+0 0.22 8.77E-1 
CATMA2OA36030R1 AT2G37750 0.69 7.86E-4 0.57 3.96E-3 -0.06 1.00E+0 -0.10 1.00E+0 0.22 8.29E-1 0.12 1.00E+0 0.24 7.98E-1 
CATMA2OA36070R1 AT2G37790 -0.21 8.29E-1 -0.61 1.54E-3 -0.07 1.00E+0 -0.29 6.28E-1 0.32 2.97E-1 -0.20 1.00E+0 0.02 1.00E+0 
CATMA2OA36080F1 AT2G37800 1.81 0.00E+0 0.88 6.63E-7 0.24 8.07E-1 0.84 9.48E-6 0.22 8.56E-1 -0.73 2.20E-3 0.86 1.55E-6 
CATMA2OA36100F1 AT2G37810 -0.72 3.82E-4 0.56 4.60E-3 0.65 2.49E-4 0.19 1.00E+0 -1.71 0.00E+0 -0.29 1.00E+0 -2.14 0.00E+0 
CATMA2OA36110R1 AT2G37820 2.02 0.00E+0 1.08 3.42E-10 0.55 3.91E-3 0.67 1.11E-3 0.55 3.80E-3 -0.46 3.47E-1 0.53 1.51E-2 
CATMA2OC47961F1 AT2G37830 -1.05 2.09E-8 0.28 4.02E-1 0.27 6.63E-1 0.35 3.32E-1 -0.89 5.85E-8 -0.08 1.00E+0 -1.06 8.98E-10 
CATMA2OA36200F1 AT2G37900 -0.80 4.93E-5 -1.08 3.68E-10 -0.02 1.00E+0 1.22 3.89E-12 0.48 1.98E-2 0.20 1.00E+0 1.60 0.00E+0 
CATMA2OA36220F1 AT2G37925 0.21 8.35E-1 -0.44 4.88E-2 0.54 6.10E-3 -0.24 8.97E-1 0.82 1.14E-6 0.08 1.00E+0 0.10 1.00E+0 
CATMA2OA36250F1 AT2G37950 1.10 3.75E-9 0.10 1.00E+0 0.26 7.27E-1 -0.11 1.00E+0 0.77 5.26E-6 -0.30 1.00E+0 0.37 2.05E-1 
CATMA2OA36270R1 AT2G37970 0.06 1.00E+0 1.52 0.00E+0 -0.34 2.68E-1 0.82 1.66E-5 -0.44 4.71E-2 1.06 1.56E-7 0.74 8.94E-5 
CATMA2OA36350F1 AT2G38060 -2.26 0.00E+0 -1.59 0.00E+0 0.01 1.00E+0 -0.69 5.77E-4 -0.50 1.16E-2 -0.04 1.00E+0 -1.24 2.69E-13 
CATMA2OA36370R1 AT2G38080 0.24 6.88E-1 -0.72 1.07E-4 0.59 1.73E-3 0.30 5.42E-1 0.56 3.03E-3 -0.43 5.04E-1 0.22 9.22E-1 
CATMA2OC47647R1 AT2G38090 -0.74 2.30E-4 -1.17 6.53E-12 0.10 1.00E+0 -0.42 1.44E-1 0.22 8.35E-1 -0.18 1.00E+0 -0.29 5.30E-1 
CATMA2OA36410F1 AT2G38110 -1.55 0.00E+0 -0.13 1.00E+0 1.56 0.00E+0 -1.25 6.78E-13 -0.91 3.24E-8 0.44 4.68E-1 -3.38 0.00E+0 
CATMA2OA36460F1 AT2G38160 -0.70 6.02E-4 -0.38 1.24E-1 -0.32 3.82E-1 -0.22 1.00E+0 -0.28 4.79E-1 0.17 1.00E+0 -0.25 7.31E-1 
CATMA2OA36480R1 AT2G38180 -1.54 0.00E+0 -2.02 0.00E+0 0.13 1.00E+0 -1.14 1.26E-10 0.52 8.15E-3 -0.04 1.00E+0 -0.65 9.83E-4 
CATMA2ON90465R1 AT2G38230 0.73 2.91E-4 0.17 9.09E-1 0.36 2.05E-1 0.36 2.97E-1 0.32 3.08E-1 -0.12 1.00E+0 0.22 8.91E-1 
CATMA2OA36560R1 AT2G38250 0.02 1.00E+0 0.64 7.30E-4 0.05 1.00E+0 0.20 1.00E+0 -0.08 1.00E+0 0.61 3.21E-2 0.05 1.00E+0 
CATMA2OA36595F1 AT2G38290 -1.70 0.00E+0 -0.48 2.49E-2 0.01 1.00E+0 -0.24 9.14E-1 -1.25 0.00E+0 0.05 1.00E+0 -1.37 0.00E+0 
CATMA2OA36600F1 AT2G38300 0.94 9.79E-7 0.10 1.00E+0 0.26 7.10E-1 0.09 1.00E+0 0.60 1.23E-3 -0.26 1.00E+0 0.54 1.21E-2 
CATMA2OA36620R1 AT2G38320 0.63 2.85E-3 -1.08 3.69E-10 0.41 8.53E-2 0.05 1.00E+0 0.94 6.77E-9 -0.69 5.92E-3 0.65 1.01E-3 
CATMA2OA36640F1 AT2G38340 -1.48 0.00E+0 0.98 1.94E-8 -0.44 5.40E-2 0.19 1.00E+0 -2.06 0.00E+0 0.38 9.26E-1 -1.57 0.00E+0 
CATMA2OA36650F1 AT2G38360 -0.32 3.55E-1 -0.89 5.33E-7 0.12 1.00E+0 -0.54 1.85E-2 0.33 2.57E-1 -0.20 1.00E+0 -0.21 9.44E-1 
CATMA2OA36670F1 AT2G38370 -0.70 6.02E-4 -1.17 5.53E-12 -0.17 1.00E+0 -0.48 5.67E-2 0.15 1.00E+0 -0.18 1.00E+0 -0.23 8.63E-1 
CATMA2OC47649R1 AT2G38380 -1.04 2.53E-8 -0.89 4.04E-7 0.61 1.01E-3 -0.23 9.59E-1 -0.26 6.29E-1 0.06 1.00E+0 -1.01 5.95E-9 
CATMA2OA36690R1 AT2G38390 -1.61 0.00E+0 -1.24 2.43E-13 0.44 4.74E-2 0.61 4.40E-3 -0.31 3.68E-1 0.18 1.00E+0 0.06 1.00E+0 
CATMA2OA36695R1 AT2G38400 0.77 1.14E-4 0.10 1.00E+0 -0.12 1.00E+0 -0.15 1.00E+0 0.85 3.55E-7 0.08 1.00E+0 0.78 2.59E-5 
CATMA2OA36720F1 AT2G38430 -0.39 1.62E-1 0.29 3.85E-1 0.60 1.05E-3 0.77 8.07E-5 -0.36 1.65E-1 0.26 1.00E+0 -0.12 1.00E+0 
CATMA2OB36750R1 AT2G38460 0.66 1.80E-3 0.83 3.04E-6 0.00 1.00E+0 0.46 7.85E-2 0.07 1.00E+0 -0.07 1.00E+0 0.48 3.55E-2 
CATMA2OC47650F1 AT2G38465 -0.75 1.85E-4 -1.43 0.00E+0 -0.11 1.00E+0 -0.82 1.73E-5 0.40 9.69E-2 0.00 1.00E+0 -0.28 6.02E-1 
CATMA2OC47651R1 AT2G38470 -1.08 7.39E-9 -0.05 1.00E+0 0.53 6.95E-3 0.12 1.00E+0 -1.10 5.39E-12 -0.12 1.00E+0 -1.50 0.00E+0 
CATMA2OA36770F1 AT2G38480 -0.41 1.30E-1 -1.19 2.55E-12 0.26 6.97E-1 -0.14 1.00E+0 0.34 2.32E-1 -0.40 7.28E-1 0.03 1.00E+0 
CATMA2OA36780F1 AT2G38490 -1.15 4.40E-10 -1.56 0.00E+0 0.28 5.64E-1 0.89 1.88E-6 0.39 1.01E-1 0.22 1.00E+0 1.46 0.00E+0 
CATMA2OA36790F1 AT2G38500 -0.68 1.13E-3 -1.53 0.00E+0 0.78 3.34E-6 0.44 1.09E-1 0.58 1.75E-3 -0.17 1.00E+0 0.36 2.42E-1 
CATMA2OD02878R1 AT2G38530 -1.16 3.95E-10 0.49 1.91E-2 -0.52 9.09E-3 -0.02 1.00E+0 -0.70 6.49E-5 1.01 1.07E-6 -0.21 9.47E-1 
CATMA2OC47652R1 AT2G38540 -1.48 0.00E+0 0.53 9.96E-3 -0.66 2.12E-4 -0.31 4.98E-1 -1.25 0.00E+0 0.92 1.74E-5 -0.85 2.38E-6 
CATMA2OA36890R1 AT2G38600 -0.28 5.43E-1 -0.85 1.57E-6 0.63 4.75E-4 0.12 1.00E+0 0.87 1.35E-7 0.39 8.54E-1 0.40 1.45E-1 
CATMA2OA36920F1 AT2G38640 0.95 5.62E-7 1.39 0.00E+0 0.11 1.00E+0 0.35 3.32E-1 -0.15 1.00E+0 0.28 1.00E+0 0.08 1.00E+0 
CATMA2ON90761R1 AT2G38646 2.37 0.00E+0 1.17 6.43E-12 0.17 1.00E+0 0.38 2.42E-1 1.08 1.30E-11 0.14 1.00E+0 1.45 0.00E+0 
CATMA2OA37026F1 AT2G38750 -1.03 4.53E-8 -1.16 1.10E-11 0.15 1.00E+0 -0.73 2.15E-4 1.15 4.13E-13 0.94 7.30E-6 0.35 2.72E-1 
CATMA2OA37033R1 AT2G38760 -0.38 1.86E-1 -0.61 1.49E-3 -0.38 1.46E-1 -0.15 1.00E+0 0.75 1.22E-5 0.34 1.00E+0 0.93 1.39E-7 
CATMA2OA37060F1 AT2G38790 -0.83 2.44E-5 -0.30 3.55E-1 -0.04 1.00E+0 -0.17 1.00E+0 -0.27 5.68E-1 0.32 1.00E+0 -0.39 1.58E-1 
CATMA2OA37090R1 AT2G38820 0.92 1.81E-6 1.12 5.86E-11 -0.20 1.00E+0 0.85 6.11E-6 -0.11 1.00E+0 0.29 1.00E+0 0.86 1.86E-6 
CATMA2OC47656R1 AT2G38823 1.28 2.07E-12 3.36 0.00E+0 0.78 3.69E-6 0.63 2.82E-3 -2.09 0.00E+0 0.62 2.59E-2 -2.06 0.00E+0 
CATMA2OA37100R1 AT2G38830 -1.28 2.11E-12 -0.04 1.00E+0 1.08 6.72E-12 0.14 1.00E+0 -1.40 0.00E+0 -0.07 1.00E+0 -2.13 0.00E+0 
CATMA2OA37120F1 AT2G38860 -2.20 0.00E+0 0.10 1.00E+0 -0.08 1.00E+0 0.25 8.23E-1 -2.56 0.00E+0 -0.15 1.00E+0 -2.06 0.00E+0 
CATMA2OA37130F1 AT2G38870 -2.53 0.00E+0 0.58 3.03E-3 -0.60 1.20E-3 -0.37 2.73E-1 -3.04 0.00E+0 0.31 1.00E+0 -2.68 0.00E+0 
CATMA2OA37175R1 AT2G38940 0.22 8.07E-1 -1.64 0.00E+0 0.27 6.63E-1 0.04 1.00E+0 0.99 7.24E-10 -1.05 2.48E-7 0.61 2.68E-3 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA2OA37200R1 AT2G38970 -0.99 1.46E-7 -0.79 1.25E-5 -0.21 1.00E+0 -0.39 2.09E-1 0.00 1.00E+0 0.07 1.00E+0 -0.36 2.30E-1 
CATMA2OA37270R1 AT2G39030 -0.69 9.21E-4 0.01 1.00E+0 -0.50 1.33E-2 0.17 1.00E+0 -0.50 1.14E-2 0.01 1.00E+0 -0.12 1.00E+0 
CATMA2OA37280F1 AT2G39040 -0.54 1.75E-2 -3.03 0.00E+0 1.58 0.00E+0 -0.90 1.08E-6 2.90 0.00E+0 0.20 1.00E+0 0.77 3.17E-5 
CATMA2OA37290R1 AT2G39050 -0.79 7.28E-5 -1.02 3.15E-9 -0.27 6.37E-1 -0.85 6.94E-6 0.30 3.78E-1 0.06 1.00E+0 -0.20 1.00E+0 
CATMA2OA37340R1 AT2G39100 0.59 6.94E-3 0.51 1.35E-2 -0.29 5.02E-1 -0.03 1.00E+0 0.10 1.00E+0 0.07 1.00E+0 0.45 6.72E-2 
CATMA2OA37350R1 AT2G39110 -0.21 8.21E-1 -1.00 8.14E-9 0.94 4.12E-9 -0.12 1.00E+0 0.46 3.18E-2 -0.29 1.00E+0 -0.66 6.29E-4 
CATMA2OA37410F1 AT2G39180 -0.06 1.00E+0 -1.43 0.00E+0 0.12 1.00E+0 -0.07 1.00E+0 0.86 1.81E-7 -0.61 3.06E-2 0.77 2.97E-5 
CATMA2OA37440F1 AT2G39210 -1.63 0.00E+0 -1.10 1.42E-10 0.22 9.67E-1 -0.40 1.78E-1 -1.04 9.66E-11 -0.61 3.18E-2 -1.64 0.00E+0 
CATMA2OA37450F1 AT2G39220 -0.76 1.35E-4 -0.76 3.19E-5 -0.43 6.10E-2 -0.32 4.85E-1 -0.03 1.00E+0 -0.07 1.00E+0 0.13 1.00E+0 
CATMA2OA37500R1 AT2G39270 -0.82 3.28E-5 -0.49 2.15E-2 0.02 1.00E+0 0.01 1.00E+0 -0.25 6.81E-1 0.17 1.00E+0 -0.23 8.76E-1 
CATMA2OA37550F1 AT2G39310 -1.21 5.11E-11 -1.12 5.57E-11 -0.45 3.97E-2 0.34 3.81E-1 -0.07 1.00E+0 0.09 1.00E+0 0.72 1.39E-4 
CATMA2OA37620F1 AT2G39370 -0.73 3.39E-4 0.50 1.78E-2 -0.42 7.82E-2 -0.05 1.00E+0 -0.82 8.60E-7 0.34 1.00E+0 -0.40 1.44E-1 
CATMA2ON101862F1 AT2G39380 0.45 7.71E-2 1.59 0.00E+0 0.34 2.84E-1 0.55 1.37E-2 -1.13 1.11E-12 0.15 1.00E+0 -0.78 2.67E-5 
CATMA2OC47663R1 AT2G39400 -2.55 0.00E+0 -0.04 1.00E+0 0.08 1.00E+0 -0.19 1.00E+0 -2.87 0.00E+0 -0.32 1.00E+0 -2.97 0.00E+0 
CATMA2ON90781R1 AT2G39410 -0.28 5.34E-1 0.39 1.16E-1 -0.02 1.00E+0 0.58 8.80E-3 -0.63 4.71E-4 0.01 1.00E+0 0.17 1.00E+0 
CATMA2OC47664R1 AT2G39430 0.50 3.60E-2 -0.96 3.86E-8 0.51 1.09E-2 -0.18 1.00E+0 1.02 1.90E-10 -0.41 6.49E-1 0.16 1.00E+0 
CATMA2OA37760F1 AT2G39490 -0.89 3.79E-6 -0.23 6.30E-1 -0.59 1.40E-3 -0.13 1.00E+0 -0.59 1.38E-3 0.16 1.00E+0 -0.37 2.22E-1 
CATMA2OA37780F1 AT2G39510 -2.59 0.00E+0 -4.04 0.00E+0 -1.30 0.00E+0 -3.02 0.00E+0 1.61 0.00E+0 0.03 1.00E+0 -0.28 5.81E-1 
CATMA2ON90824F1 AT2G39518 0.71 5.35E-4 0.48 2.26E-2 0.02 1.00E+0 0.30 5.73E-1 0.08 1.00E+0 0.22 1.00E+0 0.54 1.18E-2 
CATMA2OA37800F1 AT2G39530 0.06 1.00E+0 -0.77 2.50E-5 0.13 1.00E+0 0.34 3.95E-1 0.06 1.00E+0 -0.80 3.98E-4 0.31 4.41E-1 
CATMA2OA37900F1 AT2G39650 0.07 1.00E+0 0.32 2.66E-1 0.57 2.36E-3 0.26 7.64E-1 -0.17 1.00E+0 0.05 1.00E+0 -0.61 2.68E-3 
CATMA2OA37940F1 AT2G39700 -0.75 2.05E-4 -0.61 1.53E-3 -0.28 5.59E-1 -0.48 5.16E-2 -0.11 1.00E+0 0.00 1.00E+0 -0.30 4.58E-1 
CATMA2OC47670R1 AT2G39705 0.79 6.71E-5 0.39 1.07E-1 0.49 1.85E-2 0.39 2.01E-1 0.55 4.42E-3 0.14 1.00E+0 0.45 6.09E-2 
CATMA2OA37960F1 AT2G39710 -0.90 2.69E-6 -0.74 4.75E-5 0.32 3.82E-1 0.00 1.00E+0 -0.19 1.00E+0 0.07 1.00E+0 -0.46 5.36E-2 
CATMA2OA37967F1 AT2G39730 0.64 2.32E-3 0.49 1.89E-2 -0.31 4.24E-1 -0.36 2.95E-1 0.14 1.00E+0 0.32 1.00E+0 0.24 8.23E-1 
CATMA2OA38025F1 AT2G39800 -0.88 5.74E-6 -0.12 1.00E+0 -0.82 7.14E-7 -0.37 2.69E-1 -0.60 1.07E-3 0.25 1.00E+0 0.02 1.00E+0 
CATMA2OA38210F1 AT2G39980 -1.21 3.72E-11 -1.38 0.00E+0 -0.19 1.00E+0 0.07 1.00E+0 0.46 2.83E-2 0.25 1.00E+0 0.83 5.59E-6 
CATMA2OA38220F1 AT2G40000 -1.22 2.70E-11 -0.90 3.16E-7 0.53 6.39E-3 0.04 1.00E+0 0.13 1.00E+0 0.55 8.43E-2 -0.39 1.52E-1 
CATMA2OA38240F1 AT2G40010 0.12 1.00E+0 0.29 3.69E-1 0.69 8.94E-5 0.81 1.93E-5 -0.21 9.37E-1 -0.02 1.00E+0 0.05 1.00E+0 
CATMA2OA38250R1 AT2G40020 -0.52 2.62E-2 -0.14 1.00E+0 0.04 1.00E+0 0.05 1.00E+0 -0.70 6.82E-5 0.13 1.00E+0 -0.45 5.78E-2 
CATMA2OA38300F1 AT2G40080 -1.05 2.37E-8 -1.81 0.00E+0 0.00 1.00E+0 -0.94 2.90E-7 0.46 3.27E-2 -0.43 5.51E-1 -0.51 2.11E-2 
CATMA2OA38310F1 AT2G40085 -0.53 2.26E-2 -0.75 3.98E-5 0.12 1.00E+0 -0.33 4.15E-1 0.18 1.00E+0 0.06 1.00E+0 -0.29 5.31E-1 
CATMA2OA38335R1 AT2G40100 -0.53 2.11E-2 -0.65 6.48E-4 0.02 1.00E+0 -0.30 5.66E-1 0.17 1.00E+0 0.10 1.00E+0 -0.09 1.00E+0 
CATMA2ON101865R1 AT2G40110 -0.65 2.10E-3 -0.49 2.20E-2 -0.22 9.45E-1 -0.16 1.00E+0 -0.08 1.00E+0 0.06 1.00E+0 -0.04 1.00E+0 
CATMA2OC47679R1 AT2G40113 -0.50 3.56E-2 -0.97 2.69E-8 0.49 1.69E-2 -0.32 4.76E-1 0.44 4.29E-2 -0.10 1.00E+0 -0.37 2.00E-1 
CATMA2OA38370R1 AT2G40130 -2.22 0.00E+0 -1.84 0.00E+0 -0.64 3.79E-4 -0.92 5.17E-7 -0.49 1.74E-2 0.20 1.00E+0 -0.67 5.13E-4 
CATMA2ON101866R1 AT2G40140 -0.12 1.00E+0 -0.27 4.47E-1 0.36 1.95E-1 -0.07 1.00E+0 -0.08 1.00E+0 -0.12 1.00E+0 -0.59 3.73E-3 
CATMA2OA38400R1 AT2G40150 -0.49 4.35E-2 -0.69 2.22E-4 -0.36 2.22E-1 -0.71 4.05E-4 0.27 5.64E-1 -0.20 1.00E+0 -0.10 1.00E+0 
CATMA2OA38420R1 AT2G40160 -0.39 1.80E-1 -0.77 2.00E-5 1.24 0.00E+0 -0.54 1.72E-2 0.32 3.17E-1 -0.12 1.00E+0 -1.38 0.00E+0 
CATMA2OA38430F1 AT2G40170 -1.38 3.16E-14 -0.16 9.36E-1 0.13 1.00E+0 -0.69 6.40E-4 -1.22 1.57E-14 0.21 1.00E+0 -1.90 0.00E+0 
CATMA2ON101867R1 AT2G40180 -2.36 0.00E+0 0.31 3.02E-1 0.34 2.69E-1 0.35 3.51E-1 -3.35 0.00E+0 -0.60 3.30E-2 -3.21 0.00E+0 
CATMA2OA38460R1 AT2G40200 -0.34 3.18E-1 0.22 6.82E-1 -0.29 4.97E-1 0.00 1.00E+0 0.01 1.00E+0 0.64 1.70E-2 0.19 1.00E+0 
CATMA2OA38490F1 AT2G40230 1.49 0.00E+0 -0.21 7.25E-1 0.66 2.15E-4 0.15 1.00E+0 1.45 0.00E+0 -0.15 1.00E+0 0.97 3.31E-8 
CATMA2OA38510R1 AT2G40250 -0.12 1.00E+0 -0.75 4.28E-5 0.01 1.00E+0 -0.63 2.85E-3 0.73 2.65E-5 0.06 1.00E+0 -0.07 1.00E+0 
CATMA2OB38570F1 AT2G40300 -1.66 0.00E+0 -1.79 0.00E+0 0.33 3.10E-1 -0.36 3.01E-1 -0.08 1.00E+0 0.12 1.00E+0 -0.60 3.04E-3 
CATMA2OA38600R1 AT2G40320 0.45 7.85E-2 -0.57 4.20E-3 0.48 2.39E-2 0.14 1.00E+0 0.68 1.13E-4 -0.18 1.00E+0 0.40 1.40E-1 
CATMA2OA38620F1 AT2G40340 -0.57 1.02E-2 -0.25 5.50E-1 -0.57 2.54E-3 -0.57 1.02E-2 -0.67 1.53E-4 -0.39 7.91E-1 -0.79 1.61E-5 
CATMA2OA38650F1 AT2G40370 -1.65 0.00E+0 -0.32 2.63E-1 1.65 0.00E+0 -1.31 4.16E-14 -0.74 1.38E-5 0.37 9.73E-1 -3.45 0.00E+0 
CATMA2OA38670R1 AT2G40390 -0.69 8.02E-4 0.10 1.00E+0 -0.08 1.00E+0 0.48 5.58E-2 -0.54 4.88E-3 0.25 1.00E+0 0.06 1.00E+0 
CATMA2OA38680R1 AT2G40400 1.58 0.00E+0 1.54 0.00E+0 0.04 1.00E+0 0.54 1.70E-2 0.07 1.00E+0 0.00 1.00E+0 0.47 4.09E-2 
CATMA2OA38770R1 AT2G40460 -1.32 3.63E-13 0.00 1.00E+0 -0.89 5.16E-8 0.55 1.43E-2 -1.29 0.00E+0 0.05 1.00E+0 0.07 1.00E+0 
CATMA2OA38780F1 AT2G40470 -0.01 1.00E+0 -0.81 6.75E-6 0.29 5.39E-1 -0.36 3.02E-1 0.45 3.46E-2 -0.25 1.00E+0 0.12 1.00E+0 
CATMA2OA38790F1 AT2G40475 -0.08 1.00E+0 -1.31 1.09E-14 -0.14 1.00E+0 -0.67 1.05E-3 0.68 9.69E-5 -0.57 6.35E-2 0.26 6.70E-1 
CATMA2OA38930F1 AT2G40610 -1.15 4.81E-10 -0.39 1.07E-1 -0.51 1.10E-2 -0.19 1.00E+0 -0.69 7.86E-5 0.12 1.00E+0 -0.31 4.29E-1 
CATMA2OA38935F1 AT2G40620 0.29 4.72E-1 -0.61 1.74E-3 -0.23 9.26E-1 -0.53 2.40E-2 0.61 8.49E-4 -0.32 1.00E+0 0.25 7.56E-1 
CATMA2OA39050R1 AT2G40740 -0.70 6.38E-4 -0.13 1.00E+0 0.35 2.47E-1 -0.08 1.00E+0 -0.21 8.90E-1 -0.18 1.00E+0 -0.70 2.29E-4 
CATMA2OA39060F1 AT2G40750 -1.46 0.00E+0 -1.25 1.77E-13 0.34 2.83E-1 0.27 7.37E-1 -1.02 2.27E-10 -1.03 4.52E-7 -1.07 5.93E-10 
CATMA2OA39170F1 AT2G40820 -0.59 7.52E-3 -0.80 9.89E-6 -0.21 1.00E+0 -0.52 2.88E-2 0.22 8.60E-1 0.03 1.00E+0 0.09 1.00E+0 
CATMA2OA39220F1 AT2G40890 -1.13 1.07E-9 -1.51 0.00E+0 0.02 1.00E+0 0.08 1.00E+0 0.28 4.77E-1 -0.04 1.00E+0 0.30 4.80E-1 
CATMA2OA39240F1 AT2G40910 -0.06 1.00E+0 0.77 2.31E-5 0.40 1.11E-1 1.22 3.64E-12 -0.64 3.50E-4 0.30 1.00E+0 0.35 2.64E-1 
CATMA2OA39270R1 AT2G40935 0.58 8.44E-3 0.74 4.90E-5 0.14 1.00E+0 0.14 1.00E+0 0.02 1.00E+0 0.05 1.00E+0 -0.02 1.00E+0 
CATMA2OA39320F1 AT2G40970 -0.03 1.00E+0 -0.35 1.84E-1 -0.62 6.02E-4 -0.48 5.11E-2 0.27 5.41E-1 -0.10 1.00E+0 0.32 3.83E-1 
CATMA2OA39400F1 AT2G41050 -0.23 7.47E-1 -0.85 1.79E-6 0.04 1.00E+0 -0.58 7.48E-3 0.51 1.13E-2 0.00 1.00E+0 -0.15 1.00E+0 
CATMA2OA39435R1 AT2G41090 -1.96 0.00E+0 0.21 7.29E-1 0.71 3.64E-5 -0.04 1.00E+0 -1.77 0.00E+0 -0.08 1.00E+0 -2.33 0.00E+0 
CATMA2OC47695R1 AT2G41100 -1.79 0.00E+0 0.93 1.28E-7 0.98 6.87E-10 0.46 7.93E-2 -2.61 0.00E+0 0.09 1.00E+0 -3.02 0.00E+0 
CATMA2OA39460F1 AT2G41120 -0.24 6.87E-1 -0.55 5.66E-3 -0.03 1.00E+0 0.09 1.00E+0 0.46 3.02E-2 0.16 1.00E+0 0.83 4.21E-6 
CATMA2OA39480R1 AT2G41150 -0.34 2.92E-1 -0.91 2.54E-7 -0.36 2.12E-1 -0.22 9.92E-1 0.23 8.12E-1 -0.14 1.00E+0 0.13 1.00E+0 
CATMA2OA39520F1 AT2G41170 -1.73 0.00E+0 -0.55 6.59E-3 1.11 1.51E-12 -1.29 1.20E-13 -0.60 1.05E-3 0.44 4.45E-1 -3.04 0.00E+0 
CATMA2OA39530R1 AT2G41180 -1.10 4.06E-9 -0.84 2.47E-6 0.10 1.00E+0 -0.12 1.00E+0 -0.39 1.04E-1 0.03 1.00E+0 -0.46 4.85E-2 
CATMA2OA39560R1 AT2G41210 0.19 9.23E-1 0.30 3.24E-1 0.09 1.00E+0 0.59 7.01E-3 0.05 1.00E+0 0.16 1.00E+0 0.59 4.21E-3 
CATMA2OA39565R1 AT2G41220 -0.58 8.52E-3 -0.91 2.41E-7 -0.19 1.00E+0 -0.35 3.51E-1 0.28 5.19E-1 -0.02 1.00E+0 0.05 1.00E+0 
CATMA2OA39580F1 AT2G41230 -0.32 3.87E-1 -0.60 2.09E-3 -0.09 1.00E+0 -0.20 1.00E+0 -0.03 1.00E+0 -0.12 1.00E+0 0.14 1.00E+0 
CATMA2OA39590F1 AT2G41240 5.39 0.00E+0 4.95 0.00E+0 -1.95 0.00E+0 0.57 9.85E-3 0.49 1.76E-2 0.10 1.00E+0 3.05 0.00E+0 
CATMA2OA39600F1 AT2G41250 0.86 9.36E-6 1.11 1.10E-10 -0.46 3.31E-2 0.31 5.32E-1 -0.22 8.26E-1 0.04 1.00E+0 0.48 3.55E-2 
CATMA2OC47697R1 AT2G41280 -0.16 9.97E-1 0.19 8.48E-1 -0.23 9.24E-1 0.87 3.20E-6 -0.29 4.24E-1 0.06 1.00E+0 0.94 1.22E-7 
CATMA2OA39640F1 AT2G41290 0.27 5.57E-1 -1.23 3.92E-13 0.19 1.00E+0 -0.18 1.00E+0 0.64 3.25E-4 -0.51 1.76E-1 0.25 7.18E-1 
CATMA2OA39655R1 AT2G41310 1.38 3.16E-14 0.77 2.43E-5 0.70 6.18E-5 0.42 1.31E-1 0.41 7.92E-2 -0.06 1.00E+0 0.20 9.90E-1 
CATMA2OA39670R1 AT2G41330 -0.11 1.00E+0 -0.78 1.53E-5 0.21 1.00E+0 -0.44 1.00E-1 0.72 3.05E-5 -0.11 1.00E+0 0.02 1.00E+0 
CATMA2OA39740F1 AT2G41370 -0.55 1.39E-2 -0.86 1.17E-6 -0.02 1.00E+0 -0.75 1.41E-4 0.31 3.51E-1 -0.14 1.00E+0 -0.21 9.45E-1 
CATMA2OA39750R1 AT2G41380 -1.25 7.68E-12 -0.27 4.48E-1 -0.64 4.04E-4 -0.15 1.00E+0 -0.89 6.10E-8 0.12 1.00E+0 -0.50 2.73E-2 
CATMA2OA39780F1 AT2G41410 -0.48 4.57E-2 -0.02 1.00E+0 0.39 1.28E-1 -0.07 1.00E+0 -0.26 6.18E-1 0.16 1.00E+0 -0.80 1.23E-5 
CATMA2ON90484R1 AT2G41440 0.53 1.93E-2 0.70 1.65E-4 0.26 6.75E-1 0.47 6.82E-2 -0.08 1.00E+0 0.19 1.00E+0 0.26 7.11E-1 
CATMA2OA39840R1 AT2G41451 0.65 1.88E-3 0.41 7.53E-2 0.08 1.00E+0 0.32 4.84E-1 -0.02 1.00E+0 -0.03 1.00E+0 0.08 1.00E+0 
CATMA2OA39910R1 AT2G41510 -2.07 0.00E+0 -1.34 0.00E+0 -0.42 7.21E-2 -0.81 2.11E-5 -0.60 1.03E-3 0.11 1.00E+0 -1.23 4.58E-13 
CATMA2OC47702R1 AT2G41540 -1.03 3.82E-8 -0.51 1.27E-2 0.55 4.26E-3 -0.32 4.63E-1 -0.41 8.23E-2 0.07 1.00E+0 -1.40 0.00E+0 
CATMA2OC47703F1 AT2G41550 -0.49 3.96E-2 -1.15 1.58E-11 -0.12 1.00E+0 -0.36 3.02E-1 0.46 3.12E-2 0.01 1.00E+0 0.35 2.67E-1 
CATMA2OA39960F1 AT2G41560 1.30 8.82E-13 0.86 1.38E-6 0.35 2.30E-1 0.79 3.53E-5 0.31 3.48E-1 -0.08 1.00E+0 0.72 1.34E-4 
CATMA2ON101878R1 AT2G41590 1.38 2.14E-14 1.39 0.00E+0 -0.06 1.00E+0 0.47 6.29E-2 -0.05 1.00E+0 0.26 1.00E+0 0.28 5.76E-1 
CATMA2ON90593R1 AT2G41610 0.00 1.00E+0 -0.72 9.54E-5 0.21 1.00E+0 0.06 1.00E+0 0.69 8.13E-5 -0.36 1.00E+0 0.71 2.01E-4 
CATMA2OA40020R1 AT2G41640 -0.70 6.30E-4 -0.50 1.78E-2 0.13 1.00E+0 0.10 1.00E+0 -0.10 1.00E+0 0.00 1.00E+0 -0.26 7.14E-1 
CATMA2OA40040R1 AT2G41660 0.02 1.00E+0 -0.49 2.00E-2 0.72 3.36E-5 0.65 1.65E-3 0.86 1.95E-7 0.10 1.00E+0 0.65 9.59E-4 
CATMA2OA40070R1 AT2G41690 -0.96 3.94E-7 -0.12 1.00E+0 -0.15 1.00E+0 0.00 1.00E+0 -0.83 5.88E-7 0.10 1.00E+0 -0.87 1.49E-6 
CATMA2OA40080F1 AT2G41700 0.71 4.69E-4 0.37 1.53E-1 -0.30 4.87E-1 -0.23 9.48E-1 -0.11 1.00E+0 -0.08 1.00E+0 -0.07 1.00E+0 
CATMA2OA40110F1 AT2G41720 -0.42 1.17E-1 -0.26 5.17E-1 -0.02 1.00E+0 0.67 1.13E-3 -0.40 9.80E-2 0.09 1.00E+0 0.08 1.00E+0 
CATMA2OF02886R1 AT2G41730 2.10 0.00E+0 3.65 0.00E+0 0.65 2.79E-4 -0.04 1.00E+0 -1.78 0.00E+0 0.55 8.52E-2 -2.58 0.00E+0 
CATMA2OA40160R1 AT2G41780 0.64 2.30E-3 0.38 1.19E-1 0.14 1.00E+0 0.00 1.00E+0 0.25 6.48E-1 -0.01 1.00E+0 0.03 1.00E+0 
CATMA2OC47705F1 AT2G41800 -0.24 6.99E-1 -1.38 0.00E+0 0.10 1.00E+0 -0.33 4.01E-1 0.61 7.45E-4 -0.40 7.17E-1 0.22 9.05E-1 
CATMA2OD02887F1 AT2G41810 -0.41 1.36E-1 -2.16 0.00E+0 0.75 1.01E-5 0.03 1.00E+0 1.47 0.00E+0 -0.24 1.00E+0 0.79 1.67E-5 
CATMA2OA40200R1 AT2G41820 -0.63 2.86E-3 -0.67 3.97E-4 -0.28 6.07E-1 -0.48 5.48E-2 -0.12 1.00E+0 -0.30 1.00E+0 -0.37 2.15E-1 
CATMA2OA40210F1 AT2G41830 0.31 4.03E-1 -0.45 4.24E-2 0.15 1.00E+0 0.05 1.00E+0 0.69 9.19E-5 -0.27 1.00E+0 0.38 1.74E-1 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA2OA40230F1 AT2G41835 -0.12 1.00E+0 0.39 1.08E-1 0.32 3.57E-1 -0.03 1.00E+0 -0.27 5.46E-1 -0.03 1.00E+0 -0.77 3.35E-5 
CATMA2OA40270F1 AT2G41870 -1.01 9.73E-8 -0.60 1.86E-3 -0.46 3.51E-2 -0.31 5.12E-1 -0.09 1.00E+0 0.34 1.00E+0 0.16 1.00E+0 
CATMA2OC47706R1 AT2G41880 0.03 1.00E+0 -0.10 1.00E+0 0.23 9.05E-1 -0.47 6.15E-2 0.03 1.00E+0 -0.12 1.00E+0 -0.62 2.04E-3 
CATMA2OA40290R1 AT2G41900 0.51 3.19E-2 0.71 1.31E-4 -0.01 1.00E+0 0.42 1.29E-1 0.01 1.00E+0 0.12 1.00E+0 0.29 5.20E-1 
CATMA2OC47707R1 AT2G41905 -0.09 1.00E+0 1.00 9.35E-9 0.07 1.00E+0 0.55 1.36E-2 -0.95 4.47E-9 0.16 1.00E+0 -0.49 2.85E-2 
CATMA2OC47708F1 AT2G41945 0.67 1.39E-3 0.73 7.62E-5 0.20 1.00E+0 0.33 4.25E-1 0.04 1.00E+0 0.14 1.00E+0 0.19 1.00E+0 
CATMA2OA40380F1 AT2G41970 0.56 1.20E-2 -2.08 0.00E+0 0.32 3.57E-1 0.07 1.00E+0 1.69 0.00E+0 -0.97 3.81E-6 1.54 0.00E+0 
CATMA2OC47710F1 AT2G41980 0.70 6.30E-4 0.19 8.20E-1 0.05 1.00E+0 0.00 1.00E+0 0.49 1.49E-2 -0.03 1.00E+0 0.42 9.85E-2 
CATMA2OA40400R1 AT2G41990 0.05 1.00E+0 -0.28 3.99E-1 -0.63 5.47E-4 -1.00 2.91E-8 0.26 5.91E-1 -0.09 1.00E+0 0.10 1.00E+0 
CATMA2OA40430F1 AT2G42030 0.60 6.11E-3 0.11 1.00E+0 -0.19 1.00E+0 -0.42 1.45E-1 0.35 2.11E-1 -0.09 1.00E+0 0.10 1.00E+0 
CATMA2OA40530F1 AT2G42140 0.95 7.02E-7 0.45 4.00E-2 -0.13 1.00E+0 -0.47 6.47E-2 0.25 6.73E-1 -0.15 1.00E+0 0.24 8.03E-1 
CATMA2OC47713R1 AT2G42170 1.25 7.77E-12 0.39 1.04E-1 0.17 1.00E+0 -0.03 1.00E+0 0.52 8.66E-3 -0.50 1.82E-1 0.52 1.63E-2 
CATMA2OC47714R1 AT2G42190 0.75 1.83E-4 0.38 1.30E-1 0.03 1.00E+0 -0.10 1.00E+0 0.27 5.80E-1 0.05 1.00E+0 0.31 4.51E-1 
CATMA2OA40585R1 AT2G42200 -0.52 2.41E-2 -0.61 1.61E-3 -0.10 1.00E+0 -0.18 1.00E+0 -0.12 1.00E+0 0.08 1.00E+0 -0.15 1.00E+0 
CATMA2OA40630F1 AT2G42250 -2.80 0.00E+0 -2.52 0.00E+0 1.42 0.00E+0 -0.52 2.67E-2 -0.65 2.72E-4 -0.05 1.00E+0 -2.32 0.00E+0 
CATMA2OA40660F1 AT2G42280 0.99 1.44E-7 0.97 2.98E-8 -0.26 6.82E-1 0.34 3.88E-1 -0.13 1.00E+0 0.02 1.00E+0 0.68 4.15E-4 
CATMA2OA40740R1 AT2G42350 -0.97 3.47E-7 -0.38 1.22E-1 -0.31 4.31E-1 -0.08 1.00E+0 -0.55 4.34E-3 0.13 1.00E+0 -0.27 6.09E-1 
CATMA2OA40750R1 AT2G42360 -1.81 0.00E+0 0.11 1.00E+0 0.06 1.00E+0 -0.03 1.00E+0 -1.76 0.00E+0 0.52 1.40E-1 -1.85 0.00E+0 
CATMA2OA40780F1 AT2G42380 0.17 9.66E-1 -1.40 0.00E+0 0.14 1.00E+0 -0.43 1.27E-1 1.16 2.04E-13 -0.20 1.00E+0 0.35 2.74E-1 
CATMA2OA40830F1 AT2G42440 -1.29 1.26E-12 0.10 1.00E+0 -0.69 6.88E-5 -0.22 1.00E+0 -0.93 1.51E-8 0.62 2.72E-2 -0.45 6.62E-2 
CATMA2OA40930F1 AT2G42490 0.77 1.18E-4 0.14 9.97E-1 0.03 1.00E+0 0.15 1.00E+0 0.56 3.31E-3 0.01 1.00E+0 0.66 7.21E-4 
CATMA2OA40990F1 AT2G42570 -0.10 1.00E+0 -1.36 0.00E+0 -0.14 1.00E+0 -0.79 4.42E-5 0.77 5.20E-6 -0.51 1.69E-1 0.16 1.00E+0 
CATMA2OA41030R1 AT2G42620 0.75 1.85E-4 0.90 3.11E-7 -0.57 2.95E-3 0.08 1.00E+0 -0.09 1.00E+0 0.17 1.00E+0 0.57 5.91E-3 
CATMA2OA41060F1 AT2G42660 -0.61 4.46E-3 -1.04 1.72E-9 -0.22 9.72E-1 -0.11 1.00E+0 0.51 9.46E-3 -0.01 1.00E+0 0.49 2.89E-2 
CATMA2OA41090F1 AT2G42690 -0.62 4.15E-3 0.16 9.45E-1 0.80 1.53E-6 0.34 3.92E-1 -0.78 4.17E-6 0.34 1.00E+0 -0.91 3.41E-7 
CATMA2OA41130R1 AT2G42720 -0.64 2.46E-3 -0.30 3.29E-1 0.27 6.20E-1 0.59 6.54E-3 -0.24 7.12E-1 0.09 1.00E+0 0.12 1.00E+0 
CATMA2OA41160F1 AT2G42730 0.44 8.44E-2 1.00 7.34E-9 0.21 1.00E+0 0.60 5.35E-3 -0.24 7.42E-1 0.49 2.33E-1 0.08 1.00E+0 
CATMA2OA41180R1 AT2G42750 2.30 0.00E+0 2.21 0.00E+0 -0.57 2.79E-3 -0.04 1.00E+0 0.13 1.00E+0 0.04 1.00E+0 0.51 2.04E-2 
CATMA2OA41250F1 AT2G42820 0.16 9.92E-1 -0.27 4.44E-1 0.01 1.00E+0 -0.70 4.53E-4 0.65 2.65E-4 0.09 1.00E+0 0.19 1.00E+0 
CATMA2OA41257F1 AT2G42840 -1.29 1.29E-12 1.25 1.86E-13 -0.99 5.59E-10 -0.41 1.55E-1 -1.53 0.00E+0 0.99 1.92E-6 -0.97 3.56E-8 
CATMA2OA41260R1 AT2G42850 0.43 1.00E-1 -1.09 2.51E-10 0.31 3.86E-1 -0.61 4.62E-3 1.18 7.52E-14 -0.23 1.00E+0 0.37 2.16E-1 
CATMA2OA41290F1 AT2G42870 0.04 1.00E+0 -1.71 0.00E+0 -0.22 9.43E-1 -0.78 4.89E-5 1.12 1.47E-12 -0.63 1.95E-2 0.64 1.31E-3 
CATMA2OA41360F1 AT2G42960 -0.92 1.43E-6 -1.12 6.88E-11 -0.64 4.12E-4 -0.50 3.93E-2 0.03 1.00E+0 -0.13 1.00E+0 0.15 1.00E+0 
CATMA2OA41400F1 AT2G43000 -2.91 0.00E+0 0.79 1.13E-5 0.19 1.00E+0 -0.04 1.00E+0 -3.51 0.00E+0 -0.19 1.00E+0 -3.29 0.00E+0 
CATMA2OA41430R1 AT2G43030 0.60 5.40E-3 0.45 3.92E-2 -0.20 1.00E+0 -0.08 1.00E+0 0.23 8.16E-1 -0.01 1.00E+0 0.29 5.42E-1 
CATMA2OA41440F1 AT2G43040 -0.18 9.29E-1 -1.08 3.71E-10 -0.07 1.00E+0 0.06 1.00E+0 0.38 1.21E-1 -0.44 4.44E-1 0.55 8.80E-3 
CATMA2OA41450R1 AT2G43050 -0.28 5.32E-1 -1.80 0.00E+0 0.15 1.00E+0 -0.73 2.30E-4 1.36 0.00E+0 -0.42 6.22E-1 0.50 2.36E-2 
CATMA2OA41500R1 AT2G43100 1.02 6.70E-8 1.43 0.00E+0 0.80 1.69E-6 0.34 3.58E-1 -0.24 7.39E-1 0.44 4.65E-1 -0.53 1.33E-2 
CATMA2OC47729R1 AT2G43120 -0.26 6.18E-1 0.10 1.00E+0 -0.09 1.00E+0 -0.63 2.79E-3 -0.43 5.73E-2 0.07 1.00E+0 -0.88 9.64E-7 
CATMA2OA41530F1 AT2G43140 -0.11 1.00E+0 0.12 1.00E+0 -0.02 1.00E+0 -0.32 4.70E-1 -0.28 5.20E-1 0.04 1.00E+0 -0.63 1.51E-3 
CATMA2OC47735F1 AT2G43290 -0.66 1.63E-3 -0.21 7.25E-1 0.27 6.64E-1 -0.41 1.56E-1 -0.28 4.78E-1 0.31 1.00E+0 -0.83 5.49E-6 
CATMA2OA41790F1 AT2G43390 -1.23 2.26E-11 -0.84 2.89E-6 1.55 0.00E+0 -2.39 0.00E+0 -0.09 1.00E+0 0.39 7.86E-1 -4.05 0.00E+0 
CATMA2ON90795R1 AT2G43440 0.15 1.00E+0 0.46 3.42E-2 0.26 7.02E-1 0.77 7.05E-5 -0.16 1.00E+0 0.11 1.00E+0 0.37 2.03E-1 
CATMA2OC47736R1 AT2G43445 1.68 0.00E+0 2.17 0.00E+0 0.58 2.30E-3 1.18 2.34E-11 -0.42 6.74E-2 0.41 6.53E-1 0.38 1.88E-1 
CATMA2OA41890R1 AT2G43480 -0.34 3.04E-1 -0.72 8.63E-5 -0.29 5.44E-1 -0.66 1.49E-3 0.43 4.92E-2 0.13 1.00E+0 -0.13 1.00E+0 
CATMA2OA41910R1 AT2G43500 -2.59 0.00E+0 -3.27 0.00E+0 -1.36 0.00E+0 -3.07 0.00E+0 0.71 4.73E-5 -0.05 1.00E+0 -1.09 2.05E-10 
CATMA2OA41920R1 AT2G43510 -4.72 0.00E+0 1.07 5.76E-10 -1.63 0.00E+0 0.68 8.32E-4 -2.26 0.00E+0 4.22 0.00E+0 -0.01 1.00E+0 
CATMA2OA41930R1 AT2G43520 0.37 2.27E-1 0.41 7.48E-2 0.53 7.79E-3 1.76 0.00E+0 0.05 1.00E+0 0.26 1.00E+0 1.22 6.70E-13 
CATMA2OA41940R1 AT2G43530 0.58 8.46E-3 0.69 2.42E-4 0.22 9.64E-1 2.06 0.00E+0 0.62 5.76E-4 0.56 6.95E-2 2.27 0.00E+0 
CATMA2OC47737R1 AT2G43535 1.72 0.00E+0 0.89 5.62E-7 0.73 2.20E-5 0.56 1.25E-2 0.92 2.24E-8 0.09 1.00E+0 0.73 1.11E-4 
CATMA2OA41990F1 AT2G43570 -2.95 0.00E+0 1.09 2.61E-10 0.54 5.53E-3 0.93 4.54E-7 -4.15 0.00E+0 -0.32 1.00E+0 -3.81 0.00E+0 
CATMA2OB42010F1 AT2G43590 -2.65 0.00E+0 -0.92 1.60E-7 -0.40 1.03E-1 -0.06 1.00E+0 -2.65 0.00E+0 -0.71 3.47E-3 -2.36 0.00E+0 
CATMA2OA42020F1 AT2G43600 1.22 2.64E-11 -2.07 0.00E+0 0.40 1.13E-1 -0.45 9.30E-2 1.25 0.00E+0 -1.80 0.00E+0 0.57 6.25E-3 
CATMA2OA42030F1 AT2G43610 -0.92 1.47E-6 -0.02 1.00E+0 0.23 9.19E-1 0.68 9.14E-4 -2.00 0.00E+0 -0.93 1.32E-5 -1.59 0.00E+0 
CATMA2OA42040F1 AT2G43620 -0.75 1.90E-4 0.69 2.17E-4 -0.24 8.46E-1 0.22 9.77E-1 -1.99 0.00E+0 -0.59 4.72E-2 -1.63 0.00E+0 
CATMA2OA42070R1 AT2G43670 -0.63 3.10E-3 -0.29 3.79E-1 1.07 1.22E-11 -1.43 0.00E+0 -0.22 8.22E-1 0.18 1.00E+0 -2.60 0.00E+0 
CATMA2ON94870R1 AT2G43690 -0.66 1.57E-3 -0.43 5.82E-2 -0.01 1.00E+0 0.17 1.00E+0 -0.24 7.14E-1 -0.06 1.00E+0 -0.02 1.00E+0 
CATMA2OA42163F1 AT2G43750 0.40 1.42E-1 0.59 2.67E-3 -0.02 1.00E+0 0.14 1.00E+0 -0.16 1.00E+0 0.13 1.00E+0 0.06 1.00E+0 
CATMA2OA42166R1 AT2G43760 0.50 3.78E-2 0.86 1.13E-6 0.16 1.00E+0 0.50 3.71E-2 -0.21 9.37E-1 0.10 1.00E+0 0.15 1.00E+0 
CATMA2OA42220R1 AT2G43820 2.01 0.00E+0 1.02 3.14E-9 0.63 4.83E-4 0.88 2.49E-6 0.10 1.00E+0 -0.64 1.74E-2 0.52 1.71E-2 
CATMA2OA42240R1 AT2G43840 -0.35 2.63E-1 -0.71 1.17E-4 -0.15 1.00E+0 -0.39 2.12E-1 0.15 1.00E+0 0.01 1.00E+0 -0.36 2.50E-1 
CATMA2ON94871F1 AT2G43850 0.88 6.22E-6 0.84 2.62E-6 -0.06 1.00E+0 0.18 1.00E+0 0.11 1.00E+0 0.14 1.00E+0 0.38 1.85E-1 
CATMA2OA42280F1 AT2G43870 -0.91 2.45E-6 -0.77 2.11E-5 0.16 1.00E+0 0.12 1.00E+0 0.24 7.07E-1 0.20 1.00E+0 0.03 1.00E+0 
CATMA2ON90561R1 AT2G43871 -0.01 1.00E+0 0.72 1.03E-4 -0.02 1.00E+0 -0.02 1.00E+0 -0.19 1.00E+0 0.02 1.00E+0 0.04 1.00E+0 
CATMA2OA42290R1 AT2G43880 -0.50 3.43E-2 -2.73 0.00E+0 0.05 1.00E+0 -0.28 6.98E-1 1.57 0.00E+0 -0.90 2.88E-5 1.24 1.96E-13 
CATMA2OA42300R1 AT2G43890 -0.32 3.70E-1 -1.47 0.00E+0 0.66 2.13E-4 0.13 1.00E+0 1.21 1.57E-14 -0.04 1.00E+0 0.49 3.33E-2 
CATMA2OC47744F1 AT2G43910 -0.10 1.00E+0 0.17 9.13E-1 0.14 1.00E+0 -0.41 1.60E-1 -0.08 1.00E+0 0.07 1.00E+0 -0.60 2.85E-3 
CATMA2OA42340F1 AT2G43920 -3.97 0.00E+0 1.31 1.09E-14 1.26 0.00E+0 3.56 0.00E+0 -2.90 0.00E+0 2.68 0.00E+0 -0.34 3.03E-1 
CATMA2OA42450R1 AT2G44010 0.75 2.16E-4 0.70 1.57E-4 -0.02 1.00E+0 -0.20 1.00E+0 0.14 1.00E+0 0.02 1.00E+0 -0.09 1.00E+0 
CATMA2OA42510R1 AT2G44080 -1.46 0.00E+0 -0.85 1.67E-6 -0.51 1.20E-2 -0.82 1.82E-5 -0.75 1.24E-5 0.18 1.00E+0 -1.02 3.94E-9 
CATMA2ON90478F1 AT2G44110 0.63 3.07E-3 -2.66 0.00E+0 0.72 3.22E-5 -0.17 1.00E+0 1.84 0.00E+0 -1.53 0.00E+0 1.17 6.08E-12 
CATMA2ON90577R1 AT2G44130 -0.09 1.00E+0 0.23 6.47E-1 -1.25 0.00E+0 -0.62 3.67E-3 -0.01 1.00E+0 0.34 1.00E+0 0.51 1.97E-2 
CATMA2ON101905R1 AT2G44150 0.74 2.22E-4 0.35 1.91E-1 -0.15 1.00E+0 -0.19 1.00E+0 0.22 8.71E-1 -0.08 1.00E+0 0.27 6.48E-1 
CATMA2OA42575R1 AT2G44160 -0.59 6.90E-3 -0.91 2.58E-7 -0.14 1.00E+0 -0.31 5.24E-1 0.23 7.80E-1 -0.09 1.00E+0 0.07 1.00E+0 
CATMA2OA42650R1 AT2G44220 3.19 0.00E+0 1.31 1.09E-14 1.25 0.00E+0 1.73 0.00E+0 2.15 0.00E+0 0.15 1.00E+0 2.50 0.00E+0 
CATMA2OA42660R1 AT2G44230 -1.31 6.51E-13 -0.42 6.97E-2 1.13 3.40E-13 -1.21 4.72E-12 -0.45 3.58E-2 0.39 7.91E-1 -2.34 0.00E+0 
CATMA2OA42690R1 AT2G44260 -0.16 9.84E-1 -0.45 4.08E-2 0.71 4.21E-5 0.13 1.00E+0 0.16 1.00E+0 -0.52 1.49E-1 -0.64 1.09E-3 
CATMA2OC47751F1 AT2G44280 -0.95 6.27E-7 -0.98 1.56E-8 -0.34 2.88E-1 -0.81 1.96E-5 0.01 1.00E+0 -0.06 1.00E+0 -0.43 8.71E-2 
CATMA2OC47752F1 AT2G44290 -1.51 0.00E+0 0.02 1.00E+0 1.11 1.03E-12 0.75 1.27E-4 -2.02 0.00E+0 -0.43 5.03E-1 -2.29 0.00E+0 
CATMA2OC47753F1 AT2G44300 -0.75 1.92E-4 -0.81 7.09E-6 0.34 2.75E-1 -0.21 1.00E+0 -0.03 1.00E+0 0.02 1.00E+0 -0.53 1.29E-2 
CATMA2OA42750R1 AT2G44340 0.72 4.40E-4 0.33 2.47E-1 0.37 1.63E-1 0.45 8.55E-2 0.50 1.21E-2 0.04 1.00E+0 0.67 5.91E-4 
CATMA2OA42780F1 AT2G44370 -0.29 4.86E-1 0.59 2.87E-3 -0.14 1.00E+0 0.87 3.37E-6 -1.30 0.00E+0 -0.47 3.22E-1 -0.31 4.28E-1 
CATMA2OA42790F1 AT2G44380 1.33 2.77E-13 1.11 1.01E-10 0.12 1.00E+0 0.61 3.92E-3 0.27 5.33E-1 -0.06 1.00E+0 0.72 1.57E-4 
CATMA2OA42820F1 AT2G44390 0.93 1.03E-6 1.26 1.01E-13 0.22 9.77E-1 0.58 8.53E-3 -0.45 3.51E-2 -0.24 1.00E+0 0.00 1.00E+0 
CATMA2OA42880R1 AT2G44450 -1.02 5.28E-8 -0.64 7.71E-4 0.10 1.00E+0 -0.34 3.56E-1 -0.31 3.45E-1 0.11 1.00E+0 -0.78 2.66E-5 
CATMA2OA42920R1 AT2G44480 -1.13 9.23E-10 1.26 7.13E-14 -0.35 2.40E-1 0.23 9.21E-1 -1.85 0.00E+0 0.80 3.99E-4 -1.11 9.68E-11 
CATMA2OA42940R1 AT2G44500 0.32 3.84E-1 -1.11 1.09E-10 0.86 1.54E-7 -0.68 8.60E-4 0.77 5.12E-6 -0.44 4.66E-1 -0.67 5.55E-4 
CATMA2ON90466F1 AT2G44578 -2.76 0.00E+0 -0.76 2.77E-5 1.29 0.00E+0 -0.58 7.68E-3 -2.20 0.00E+0 0.06 1.00E+0 -3.44 0.00E+0 
CATMA2ON94874F1 AT2G44581 -1.05 1.95E-8 -0.56 5.32E-3 0.85 2.44E-7 -0.60 5.35E-3 -0.69 7.66E-5 0.06 1.00E+0 -1.99 0.00E+0 
CATMA2OA43090R1 AT2G44600 0.60 6.26E-3 0.17 9.00E-1 0.09 1.00E+0 -0.22 9.83E-1 0.43 5.27E-2 0.19 1.00E+0 0.30 4.69E-1 
CATMA2OA43130R1 AT2G44670 -0.95 6.11E-7 -0.67 3.37E-4 -0.04 1.00E+0 -0.39 1.97E-1 -0.23 7.62E-1 0.20 1.00E+0 -0.59 3.76E-3 
CATMA2OA43190F1 AT2G44740 -0.12 1.00E+0 -1.61 0.00E+0 0.15 1.00E+0 -0.20 1.00E+0 1.24 0.00E+0 -0.14 1.00E+0 0.56 8.00E-3 
CATMA2OA43200F1 AT2G44745 1.71 0.00E+0 2.37 0.00E+0 -0.02 1.00E+0 -0.12 1.00E+0 0.00 1.00E+0 0.42 5.89E-1 0.01 1.00E+0 
CATMA2OA43250F1 AT2G44780 -0.28 5.15E-1 -0.11 1.00E+0 0.77 4.68E-6 0.35 3.46E-1 -0.48 2.14E-2 -0.18 1.00E+0 -0.69 3.39E-4 
CATMA2OA43255F1 AT2G44790 -0.47 5.22E-2 -0.19 8.40E-1 0.92 1.04E-8 0.42 1.38E-1 -0.45 3.30E-2 -0.21 1.00E+0 -0.90 4.38E-7 
CATMA2OA43300R1 AT2G44840 -0.97 3.68E-7 -1.54 0.00E+0 0.46 3.70E-2 0.80 2.98E-5 0.56 3.48E-3 0.01 1.00E+0 0.81 1.10E-5 
CATMA2OA43360F1 AT2G44890 0.47 5.39E-2 0.55 5.69E-3 -0.30 4.62E-1 0.44 1.03E-1 -0.02 1.00E+0 0.28 1.00E+0 0.75 5.86E-5 
CATMA2OA43420R1 AT2G44940 -2.07 0.00E+0 -2.31 0.00E+0 0.04 1.00E+0 -0.85 7.40E-6 0.06 1.00E+0 -0.10 1.00E+0 -0.72 1.26E-4 
CATMA2OA43523R1 AT2G45040 -0.24 7.09E-1 -1.07 4.99E-10 0.75 1.04E-5 -0.72 2.57E-4 0.38 1.36E-1 -0.36 1.00E+0 -1.02 3.88E-9 
CATMA2OA43526R1 AT2G45050 0.31 3.94E-1 -0.88 7.58E-7 0.04 1.00E+0 -0.74 1.72E-4 0.83 5.55E-7 -0.35 1.00E+0 0.14 1.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA2ON94879F1 AT2G45126 -1.04 3.12E-8 -1.47 0.00E+0 -0.82 8.59E-7 -1.56 0.00E+0 0.15 1.00E+0 -0.33 1.00E+0 -0.37 2.19E-1 
CATMA2OA43546R1 AT2G45130 -1.23 2.12E-11 -0.22 7.12E-1 -0.30 4.74E-1 -0.24 9.16E-1 -0.78 4.38E-6 0.02 1.00E+0 -0.69 3.18E-4 
CATMA2OC47771R1 AT2G45170 -0.60 6.26E-3 -0.23 6.40E-1 -0.32 3.64E-1 -0.14 1.00E+0 -0.16 1.00E+0 0.21 1.00E+0 0.04 1.00E+0 
CATMA2OA43580R1 AT2G45180 2.49 0.00E+0 0.25 5.25E-1 1.06 1.44E-11 0.57 9.32E-3 1.63 0.00E+0 -0.68 7.41E-3 1.20 2.07E-12 
CATMA2OA43600R1 AT2G45210 0.97 3.70E-7 0.61 1.52E-3 -0.46 3.19E-2 -0.51 3.08E-2 0.63 5.44E-4 0.18 1.00E+0 0.60 3.42E-3 
CATMA2OA43610F1 AT2G45220 -0.43 1.03E-1 -2.13 0.00E+0 0.46 3.14E-2 -0.23 9.61E-1 1.34 0.00E+0 -0.45 3.74E-1 0.67 6.11E-4 
CATMA2OB43690R1 AT2G45290 -0.70 7.32E-4 -1.06 7.41E-10 0.17 1.00E+0 0.31 5.04E-1 0.29 4.20E-1 0.03 1.00E+0 0.36 2.33E-1 
CATMA2OC47774R1 AT2G45360 0.72 4.12E-4 0.12 1.00E+0 -0.11 1.00E+0 -0.05 1.00E+0 0.90 3.55E-8 0.36 1.00E+0 1.03 2.64E-9 
CATMA2OA43780F1 AT2G45400 -0.64 2.55E-3 -3.00 0.00E+0 -0.03 1.00E+0 -0.57 9.35E-3 2.04 0.00E+0 -0.47 2.91E-1 1.54 0.00E+0 
CATMA2OF02890R1 AT2G45403 0.94 7.32E-7 0.22 6.87E-1 -0.43 6.62E-2 -0.21 1.00E+0 0.08 1.00E+0 -0.17 1.00E+0 0.48 3.48E-2 
CATMA2OA43840R1 AT2G45430 0.63 3.16E-3 0.09 1.00E+0 0.14 1.00E+0 0.11 1.00E+0 0.37 1.47E-1 0.01 1.00E+0 0.43 8.70E-2 
CATMA2OC47776F1 AT2G45450 -1.99 0.00E+0 0.39 1.07E-1 -0.43 6.18E-2 -0.16 1.00E+0 -1.14 6.00E-13 1.26 8.86E-11 -0.86 1.67E-6 
CATMA2OA43870F1 AT2G45470 0.53 1.97E-2 -0.44 5.21E-2 0.22 9.89E-1 -0.32 4.81E-1 0.68 1.21E-4 -0.39 8.61E-1 0.04 1.00E+0 
CATMA2OA43910R1 AT2G45510 0.52 2.69E-2 0.47 3.16E-2 -0.32 3.38E-1 0.41 1.62E-1 0.09 1.00E+0 0.13 1.00E+0 0.74 7.07E-5 
CATMA2OA43960F1 AT2G45550 -0.68 1.13E-3 -0.71 1.34E-4 0.18 1.00E+0 0.03 1.00E+0 -0.59 1.30E-3 -0.68 7.80E-3 -0.67 5.23E-4 
CATMA2OA43965F1 AT2G45560 0.14 1.00E+0 0.10 1.00E+0 0.60 1.04E-3 0.34 3.75E-1 -0.10 1.00E+0 0.02 1.00E+0 -0.41 1.13E-1 
CATMA2OA43990R1 AT2G45590 0.42 1.13E-1 -0.32 2.76E-1 0.12 1.00E+0 0.04 1.00E+0 0.61 8.41E-4 -0.14 1.00E+0 0.51 1.96E-2 
CATMA2OA44080F1 AT2G45680 -0.87 8.39E-6 -0.75 3.61E-5 0.28 6.07E-1 -0.79 4.42E-5 0.13 1.00E+0 0.25 1.00E+0 -0.67 5.43E-4 
CATMA2OA44120R1 AT2G45720 -0.46 6.33E-2 -0.90 3.59E-7 -0.29 5.37E-1 -0.39 2.01E-1 0.35 2.09E-1 -0.03 1.00E+0 0.27 6.18E-1 
CATMA2OA44140R1 AT2G45740 0.55 1.39E-2 0.62 1.18E-3 0.22 9.57E-1 0.33 4.18E-1 0.11 1.00E+0 0.25 1.00E+0 0.16 1.00E+0 
CATMA2OA44150R1 AT2G45750 -0.63 3.38E-3 -1.72 0.00E+0 0.47 2.65E-2 -0.13 1.00E+0 0.95 5.62E-9 -0.10 1.00E+0 0.45 6.68E-2 
CATMA2OA44160F1 AT2G45760 -2.78 0.00E+0 -0.97 2.84E-8 1.92 0.00E+0 1.68 0.00E+0 -2.60 0.00E+0 -0.56 7.20E-2 -2.84 0.00E+0 
CATMA2OA44165R1 AT2G45770 -0.55 1.36E-2 -0.37 1.51E-1 0.64 4.23E-4 -0.06 1.00E+0 -0.22 8.64E-1 -0.02 1.00E+0 -0.68 4.01E-4 
CATMA2OC47778R1 AT2G45790 -0.19 9.04E-1 -0.74 5.55E-5 0.42 7.09E-2 -0.23 9.21E-1 0.27 5.46E-1 -0.40 7.56E-1 0.25 7.21E-1 
CATMA2OA44210F1 AT2G45820 -0.27 5.63E-1 -0.55 5.72E-3 -0.25 7.55E-1 -0.93 4.61E-7 0.30 3.77E-1 0.11 1.00E+0 -0.36 2.26E-1 
CATMA2OA44290R1 AT2G45890 0.11 1.00E+0 -0.86 1.37E-6 0.20 1.00E+0 -0.01 1.00E+0 0.69 7.57E-5 -0.02 1.00E+0 0.40 1.32E-1 
CATMA2OA44320R1 AT2G45920 -2.42 0.00E+0 -0.96 3.53E-8 0.05 1.00E+0 0.30 5.44E-1 -1.34 0.00E+0 0.10 1.00E+0 -1.08 4.41E-10 
CATMA2OA44365R1 AT2G45960 0.66 1.64E-3 0.46 3.55E-2 -0.01 1.00E+0 0.16 1.00E+0 0.28 5.23E-1 0.00 1.00E+0 0.39 1.49E-1 
CATMA2OB44370F1 AT2G45970 -0.89 3.99E-6 0.04 1.00E+0 0.45 3.92E-2 -0.79 3.65E-5 -0.67 1.29E-4 0.32 1.00E+0 -1.92 0.00E+0 
CATMA2OA44470F1 AT2G46070 -0.35 2.79E-1 0.08 1.00E+0 0.40 1.14E-1 -0.05 1.00E+0 -0.46 3.22E-2 0.08 1.00E+0 -0.76 5.03E-5 
CATMA2OC47783R1 AT2G46130 -2.10 0.00E+0 -1.51 0.00E+0 1.23 0.00E+0 -2.00 0.00E+0 -0.50 1.21E-2 0.33 1.00E+0 -3.36 0.00E+0 
CATMA2OA44530R1 AT2G46140 -0.71 4.99E-4 -1.34 0.00E+0 0.03 1.00E+0 -0.39 2.11E-1 0.21 8.81E-1 -0.50 2.05E-1 -0.25 7.68E-1 
CATMA2OA44540R1 AT2G46150 -0.73 3.40E-4 -0.88 6.74E-7 0.01 1.00E+0 -0.13 1.00E+0 -0.20 9.85E-1 -0.36 1.00E+0 -0.28 5.56E-1 
CATMA2OA44590F1 AT2G46200 0.47 5.83E-2 0.61 1.73E-3 0.04 1.00E+0 0.10 1.00E+0 0.00 1.00E+0 0.07 1.00E+0 0.20 1.00E+0 
CATMA2OA44610R1 AT2G46220 1.33 3.06E-13 1.06 7.07E-10 -0.13 1.00E+0 0.49 4.79E-2 0.49 1.64E-2 0.36 1.00E+0 1.23 3.86E-13 
CATMA2OA44650R1 AT2G46250 0.57 1.06E-2 0.79 1.08E-5 -0.33 3.12E-1 0.35 3.41E-1 -0.22 8.31E-1 0.23 1.00E+0 0.42 1.08E-1 
CATMA2OA44770F1 AT2G46400 -1.71 0.00E+0 -0.98 2.11E-8 0.59 1.66E-3 0.60 4.88E-3 -0.66 1.75E-4 0.03 1.00E+0 -0.62 1.81E-3 
CATMA2OA44785R1 AT2G46430 -1.25 7.84E-12 -0.41 7.79E-2 0.23 9.12E-1 0.01 1.00E+0 -1.03 1.28E-10 -0.31 1.00E+0 -1.21 1.20E-12 
CATMA2ON101923R1 AT2G46440 -1.12 1.79E-9 -0.57 4.17E-3 0.34 2.85E-1 -0.07 1.00E+0 -0.80 2.37E-6 -0.22 1.00E+0 -1.23 3.86E-13 
CATMA2OA44880F1 AT2G46495 -2.19 0.00E+0 -0.37 1.48E-1 0.44 5.36E-2 -0.25 8.43E-1 -2.53 0.00E+0 -0.56 8.03E-2 -3.16 0.00E+0 
CATMA2OA44920F1 AT2G46510 0.16 1.00E+0 0.25 5.59E-1 -0.13 1.00E+0 0.52 2.69E-2 0.11 1.00E+0 0.28 1.00E+0 0.63 1.33E-3 
CATMA2OA44950R1 AT2G46535 -1.32 4.76E-13 -1.16 9.74E-12 -0.17 1.00E+0 -0.53 2.25E-2 -0.09 1.00E+0 0.18 1.00E+0 -0.42 1.00E-1 
CATMA2ON94883F1 AT2G46567 0.16 9.95E-1 0.22 6.78E-1 -0.23 9.33E-1 0.20 1.00E+0 0.17 1.00E+0 0.05 1.00E+0 0.65 8.88E-4 
CATMA2OA45020R1 AT2G46590 -1.01 8.81E-8 -0.17 9.20E-1 -0.05 1.00E+0 -0.07 1.00E+0 -0.36 1.79E-1 0.47 2.88E-1 -0.35 2.67E-1 
CATMA2OA45030R1 AT2G46600 -1.51 0.00E+0 -1.30 1.09E-14 0.35 2.58E-1 -0.48 5.12E-2 -0.18 1.00E+0 0.15 1.00E+0 -1.05 1.44E-9 
CATMA2OA45060R1 AT2G46630 -0.48 5.10E-2 -0.63 1.11E-3 0.20 1.00E+0 -0.48 5.17E-2 -0.02 1.00E+0 -0.06 1.00E+0 -0.67 4.88E-4 
CATMA2OA45080R1 AT2G46650 -1.51 0.00E+0 -0.37 1.39E-1 0.18 1.00E+0 -0.03 1.00E+0 -0.93 1.28E-8 0.29 1.00E+0 -1.10 1.52E-10 
CATMA2OA45090F1 AT2G46660 0.66 1.53E-3 -0.44 4.71E-2 -0.42 8.06E-2 -0.53 2.34E-2 0.57 2.65E-3 -0.48 2.66E-1 0.41 1.19E-1 
CATMA2OA45100F1 AT2G46670 2.04 0.00E+0 1.84 0.00E+0 -0.86 1.55E-7 0.06 1.00E+0 0.14 1.00E+0 0.17 1.00E+0 0.86 1.65E-6 
CATMA2OA45105F1 AT2G46680 -1.10 3.29E-9 0.01 1.00E+0 -0.94 5.21E-9 -0.23 9.29E-1 -0.75 1.01E-5 0.33 1.00E+0 -0.26 7.06E-1 
CATMA2OM00182R1 AT2G46685 -0.06 1.00E+0 -0.63 1.13E-3 0.04 1.00E+0 -0.48 5.11E-2 0.42 5.95E-2 -0.08 1.00E+0 -0.06 1.00E+0 
CATMA2OA45110R1 AT2G46690 0.28 5.51E-1 -0.30 3.57E-1 -0.02 1.00E+0 0.00 1.00E+0 0.73 2.52E-5 0.08 1.00E+0 0.79 1.95E-5 
CATMA2OA45150R1 AT2G46710 -1.17 1.89E-10 -2.04 0.00E+0 -0.14 1.00E+0 0.44 1.05E-1 0.84 4.77E-7 -0.33 1.00E+0 1.44 0.00E+0 
CATMA2OA45200F1 AT2G46740 -0.49 4.09E-2 -1.67 0.00E+0 0.04 1.00E+0 0.09 1.00E+0 0.99 1.01E-9 -0.11 1.00E+0 0.91 3.14E-7 
CATMA2OC47798F1 AT2G46750 -3.65 0.00E+0 0.74 4.85E-5 -0.89 4.86E-8 1.24 1.21E-12 -2.50 0.00E+0 2.35 0.00E+0 -0.52 1.89E-2 
CATMA2OA45250R1 AT2G46790 2.02 0.00E+0 2.06 0.00E+0 -0.80 1.64E-6 0.44 1.02E-1 0.08 1.00E+0 0.16 1.00E+0 1.20 1.64E-12 
CATMA2OA45275R1 AT2G46830 1.92 0.00E+0 2.00 0.00E+0 -0.59 1.60E-3 0.01 1.00E+0 0.44 4.19E-2 0.71 4.12E-3 0.97 3.70E-8 
CATMA2OA45290R1 AT2G46850 0.08 1.00E+0 -1.09 2.28E-10 -0.96 1.65E-9 -1.63 0.00E+0 0.93 1.14E-8 0.00 1.00E+0 0.39 1.61E-1 
CATMA2OC47799R1 AT2G46860 -0.57 1.07E-2 -1.85 0.00E+0 0.54 6.13E-3 -0.34 3.84E-1 0.91 2.75E-8 -0.51 1.70E-1 0.34 3.21E-1 
CATMA2OA45310R1 AT2G46870 -0.66 1.65E-3 -0.12 1.00E+0 -0.11 1.00E+0 0.02 1.00E+0 -0.05 1.00E+0 0.29 1.00E+0 0.18 1.00E+0 
CATMA2OA45330F1 AT2G46890 -0.18 9.42E-1 -0.69 2.28E-4 0.33 2.97E-1 -0.08 1.00E+0 0.31 3.45E-1 -0.15 1.00E+0 -0.08 1.00E+0 
CATMA2OA45390R1 AT2G46930 -0.78 8.48E-5 -0.61 1.63E-3 -0.26 6.93E-1 -0.14 1.00E+0 -0.12 1.00E+0 0.01 1.00E+0 0.01 1.00E+0 
CATMA2OA45430F1 AT2G46970 -0.45 8.07E-2 -0.78 1.64E-5 -0.23 9.26E-1 -0.39 2.13E-1 0.18 1.00E+0 -0.02 1.00E+0 -0.14 1.00E+0 
CATMA2OA45480R1 AT2G47010 -0.77 1.21E-4 -0.28 4.21E-1 -0.41 8.38E-2 -0.31 5.22E-1 -0.55 4.26E-3 0.19 1.00E+0 -0.14 1.00E+0 
CATMA2OM00137R2 AT2G47015 -1.20 6.39E-11 0.98 1.59E-8 -1.37 0.00E+0 0.10 1.00E+0 -3.40 0.00E+0 -1.49 0.00E+0 -2.34 0.00E+0 
CATMA2OC47801F1 AT2G47040 -1.57 0.00E+0 -1.97 0.00E+0 -0.86 1.30E-7 0.14 1.00E+0 0.48 2.06E-2 0.16 1.00E+0 1.55 0.00E+0 
CATMA2OA45530F1 AT2G47060 -0.65 2.06E-3 -0.80 9.57E-6 -0.08 1.00E+0 -0.47 6.48E-2 0.07 1.00E+0 -0.08 1.00E+0 -0.21 9.36E-1 
CATMA2OC47802F1 AT2G47130 -0.59 6.91E-3 -0.09 1.00E+0 -0.33 3.04E-1 -0.09 1.00E+0 -0.59 1.37E-3 -0.03 1.00E+0 -0.28 5.94E-1 
CATMA2OA45590F1 AT2G47140 0.58 9.01E-3 -0.81 5.76E-6 0.39 1.18E-1 0.39 1.98E-1 0.49 1.43E-2 -0.86 7.82E-5 0.41 1.20E-1 
CATMA2OB45610F1 AT2G47160 1.86 0.00E+0 1.28 3.15E-14 0.60 1.32E-3 0.93 4.39E-7 0.58 1.98E-3 -0.04 1.00E+0 0.92 1.91E-7 
CATMA2ON90753F1 AT2G47180 -1.54 0.00E+0 -0.30 3.57E-1 -1.14 2.57E-13 -0.01 1.00E+0 -0.61 9.40E-4 0.74 1.97E-3 0.47 4.09E-2 
CATMA2OA45630R1 AT2G47190 -1.93 0.00E+0 1.03 2.65E-9 0.09 1.00E+0 0.49 4.26E-2 -1.08 1.58E-11 1.81 0.00E+0 -0.82 7.97E-6 
CATMA2OA45640F1 AT2G47200 -1.84 0.00E+0 -0.83 3.30E-6 1.39 0.00E+0 -2.16 0.00E+0 -0.66 2.01E-4 0.41 6.37E-1 -3.79 0.00E+0 
CATMA2OA45680R1 AT2G47220 0.45 7.82E-2 0.34 2.19E-1 -0.65 3.09E-4 -0.20 1.00E+0 0.02 1.00E+0 0.07 1.00E+0 0.34 2.98E-1 
CATMA2OA45700R1 AT2G47240 -2.43 0.00E+0 -0.58 3.15E-3 -1.15 1.74E-13 -0.41 1.48E-1 -1.71 0.00E+0 0.32 1.00E+0 -1.08 4.52E-10 
CATMA2OA45730F1 AT2G47260 -0.60 6.16E-3 0.17 9.03E-1 -0.11 1.00E+0 0.93 4.16E-7 -0.62 6.25E-4 0.49 2.20E-1 0.45 5.93E-2 
CATMA2OA45740F1 AT2G47270 0.00 1.00E+0 -0.98 2.10E-8 0.03 1.00E+0 -0.63 2.82E-3 1.05 6.26E-11 0.05 1.00E+0 0.46 5.19E-2 
CATMA2OA45820R1 AT2G47360 0.37 2.29E-1 -0.88 6.77E-7 0.19 1.00E+0 -0.01 1.00E+0 0.81 1.23E-6 -0.29 1.00E+0 0.76 4.21E-5 
CATMA2OA45830F1 AT2G47370 -1.17 2.10E-10 -1.05 1.33E-9 0.89 3.69E-8 -0.72 3.01E-4 -0.14 1.00E+0 0.14 1.00E+0 -1.89 0.00E+0 
CATMA2OA45860R1 AT2G47400 0.65 2.17E-3 0.40 9.91E-2 -0.04 1.00E+0 0.00 1.00E+0 0.44 4.14E-2 0.34 1.00E+0 0.60 3.23E-3 
CATMA2OA45900R1 AT2G47440 -0.15 1.00E+0 -1.23 3.37E-13 -0.09 1.00E+0 -0.69 7.08E-4 0.69 7.67E-5 -0.44 4.58E-1 0.08 1.00E+0 
CATMA2OA45910R1 AT2G47450 1.32 4.29E-13 -0.46 3.47E-2 -0.36 1.96E-1 -0.64 2.39E-3 1.11 2.89E-12 -0.63 2.19E-2 0.87 1.24E-6 
CATMA2OC47808R1 AT2G47485 -0.79 7.32E-5 -1.51 0.00E+0 -0.20 1.00E+0 0.55 1.50E-2 1.01 4.45E-10 0.22 1.00E+0 1.79 0.00E+0 
CATMA2OA45970R1 AT2G47500 -0.25 6.56E-1 -1.18 4.12E-12 0.18 1.00E+0 -0.34 3.64E-1 0.65 2.65E-4 -0.28 1.00E+0 0.05 1.00E+0 
CATMA2OA45980F1 AT2G47520 -0.07 1.00E+0 0.07 1.00E+0 -0.23 8.81E-1 -0.93 4.07E-7 0.45 3.39E-2 0.43 5.19E-1 -0.18 1.00E+0 
CATMA2OA45990R1 AT2G47530 0.34 3.01E-1 -1.31 1.09E-14 0.35 2.51E-1 -0.47 6.49E-2 1.35 0.00E+0 -0.33 1.00E+0 0.54 1.04E-2 
CATMA2OA46000R1 AT2G47540 0.63 2.83E-3 -1.65 0.00E+0 0.41 9.91E-2 0.11 1.00E+0 1.70 0.00E+0 -0.91 2.22E-5 1.39 0.00E+0 
CATMA2OA46010R1 AT2G47550 0.02 1.00E+0 -0.08 1.00E+0 0.18 1.00E+0 0.71 3.90E-4 -0.85 3.67E-7 -0.86 8.20E-5 -0.36 2.27E-1 
CATMA2OA46020F1 AT2G47560 -0.83 2.21E-5 -0.50 1.66E-2 -0.20 1.00E+0 -0.37 2.52E-1 -0.30 3.90E-1 -0.04 1.00E+0 -0.49 3.21E-2 
CATMA2OC47812F1 AT2G47600 -1.15 5.51E-10 -1.36 0.00E+0 -0.75 1.10E-5 -0.89 1.87E-6 -0.13 1.00E+0 -0.39 8.47E-1 -0.19 1.00E+0 
CATMA2OA46060R1 AT2G47630 -0.32 3.82E-1 -0.02 1.00E+0 0.93 9.07E-9 -0.52 2.78E-2 -0.18 1.00E+0 0.27 1.00E+0 -1.66 0.00E+0 
CATMA2ON101938F1 AT2G47650 -0.63 3.05E-3 -0.66 5.18E-4 0.05 1.00E+0 -0.10 1.00E+0 -0.14 1.00E+0 -0.17 1.00E+0 -0.18 1.00E+0 
CATMA2OA46110F1 AT2G47680 -0.98 2.04E-7 -1.02 3.42E-9 -0.56 3.69E-3 -0.66 1.34E-3 -0.46 2.79E-2 -0.01 1.00E+0 -0.47 4.09E-2 
CATMA2OA46140F1 AT2G47710 -1.35 1.32E-13 -1.29 2.12E-14 -0.31 4.14E-1 -1.08 1.24E-9 0.42 6.92E-2 0.47 3.06E-1 -0.38 1.88E-1 
CATMA2ON94890R1 AT2G47720 -1.33 2.49E-13 -1.79 0.00E+0 -0.88 5.86E-8 -1.71 0.00E+0 0.54 4.51E-3 0.17 1.00E+0 -0.15 1.00E+0 
CATMA2OA46160R1 AT2G47730 -0.53 2.07E-2 -1.13 4.06E-11 0.50 1.55E-2 -0.12 1.00E+0 0.15 1.00E+0 -0.53 1.15E-1 -0.40 1.36E-1 
CATMA2OB46225R1 AT2G47800 -1.19 9.62E-11 -0.88 6.95E-7 0.02 1.00E+0 -0.33 4.02E-1 -0.54 5.60E-3 -0.09 1.00E+0 -1.02 4.30E-9 
CATMA2OA46230F1 AT2G47810 -0.88 5.08E-6 -1.70 0.00E+0 -0.21 1.00E+0 -1.17 3.00E-11 0.28 4.93E-1 -0.21 1.00E+0 -0.11 1.00E+0 
CATMA2OA46280R1 AT2G47860 -0.59 6.46E-3 -0.72 9.52E-5 -0.35 2.58E-1 -0.63 2.84E-3 -0.12 1.00E+0 -0.15 1.00E+0 -0.35 2.89E-1 
CATMA2OA46360F1 AT2G47930 1.10 3.53E-9 -0.36 1.65E-1 0.56 3.32E-3 -0.60 4.86E-3 1.18 6.05E-14 -0.16 1.00E+0 0.11 1.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA2OA46390R1 AT2G47950 -2.26 0.00E+0 -1.43 0.00E+0 -0.80 1.47E-6 -1.13 1.49E-10 0.05 1.00E+0 1.17 3.46E-9 0.07 1.00E+0 
CATMA2OA46450R1 AT2G48020 0.74 2.41E-4 0.32 2.75E-1 -0.08 1.00E+0 -0.17 1.00E+0 0.42 6.40E-2 0.04 1.00E+0 0.41 1.23E-1 
CATMA2OD02892F1 AT2G48075 -0.90 2.66E-6 -0.78 1.86E-5 -0.05 1.00E+0 -0.45 9.17E-2 0.27 5.62E-1 0.19 1.00E+0 -0.14 1.00E+0 
CATMA2OA46490F1 AT2G48080 0.94 9.96E-7 1.70 0.00E+0 2.09 0.00E+0 2.67 0.00E+0 -0.36 1.67E-1 0.75 1.51E-3 0.33 3.54E-1 
CATMA2OA46500F1 AT2G48090 -2.79 0.00E+0 -1.11 9.09E-11 0.16 1.00E+0 1.00 2.99E-8 -0.67 1.52E-4 1.46 0.00E+0 0.37 2.08E-1 
CATMA2OA46540F1 AT2G48130 -0.68 9.55E-4 -0.95 6.63E-8 1.43 0.00E+0 -1.76 0.00E+0 0.40 9.42E-2 0.28 1.00E+0 -2.73 0.00E+0 
CATMA2OA46550R1 AT2G48140 -0.66 1.80E-3 -0.84 2.27E-6 1.14 1.74E-13 -1.69 0.00E+0 0.19 1.00E+0 0.11 1.00E+0 -2.32 0.00E+0 
CATMA2OC47824F1 AT2G48150 -0.72 3.61E-4 -0.21 7.38E-1 0.25 7.65E-1 0.10 1.00E+0 -0.61 7.64E-4 0.04 1.00E+0 -0.63 1.49E-3 
CATMA3ON94375R1 AT3G01010 -0.15 1.00E+0 -0.82 5.01E-6 0.16 1.00E+0 -0.27 7.15E-1 0.18 1.00E+0 -0.37 9.64E-1 -0.15 1.00E+0 
CATMA3OA00110R1 AT3G01070 0.74 2.30E-4 0.12 1.00E+0 0.09 1.00E+0 -0.27 7.30E-1 0.44 4.84E-2 -0.07 1.00E+0 0.14 1.00E+0 
CATMA3OA00137F1 AT3G01120 0.43 1.08E-1 0.25 5.28E-1 0.71 4.68E-5 0.84 9.90E-6 0.34 2.46E-1 0.13 1.00E+0 0.54 1.16E-2 
CATMA3OA00170R1 AT3G01175 -0.10 1.00E+0 0.69 2.14E-4 0.29 5.33E-1 0.46 7.78E-2 -1.59 0.00E+0 -0.74 1.76E-3 -1.36 0.00E+0 
CATMA3OA00185F1 AT3G01190 1.37 4.18E-14 -0.47 2.80E-2 0.53 6.79E-3 0.16 1.00E+0 1.51 0.00E+0 -0.39 8.13E-1 1.11 1.18E-10 
CATMA3ON100552R1 AT3G01220 0.60 5.92E-3 -0.14 1.00E+0 0.19 1.00E+0 -0.19 1.00E+0 0.63 4.72E-4 -0.12 1.00E+0 0.15 1.00E+0 
CATMA3OA00250F1 AT3G01260 1.65 0.00E+0 1.03 2.66E-9 1.08 6.50E-12 1.00 3.97E-8 0.80 1.90E-6 -0.02 1.00E+0 0.71 2.08E-4 
CATMA3OA00260F1 AT3G01270 -0.66 1.58E-3 -1.03 2.21E-9 -0.46 3.35E-2 0.20 1.00E+0 0.20 9.62E-1 0.12 1.00E+0 0.79 1.82E-5 
CATMA3OA00270F1 AT3G01290 -0.72 3.96E-4 0.00 1.00E+0 0.05 1.00E+0 -0.14 1.00E+0 -1.19 3.06E-14 -0.35 1.00E+0 -1.36 0.00E+0 
CATMA3ON98288F1 AT3G01311 1.22 3.29E-11 0.98 1.59E-8 0.18 1.00E+0 0.40 1.86E-1 0.09 1.00E+0 0.10 1.00E+0 0.18 1.00E+0 
CATMA3ON91195R1 AT3G01322 -0.53 2.30E-2 0.07 1.00E+0 0.61 1.02E-3 -0.07 1.00E+0 -0.40 9.77E-2 -0.06 1.00E+0 -0.80 1.18E-5 
CATMA3ON91196F1 AT3G01329 -2.42 0.00E+0 -0.10 1.00E+0 1.70 0.00E+0 0.05 1.00E+0 -2.50 0.00E+0 -0.15 1.00E+0 -4.13 0.00E+0 
CATMA3OC57007R1 AT3G01350 1.52 0.00E+0 2.13 0.00E+0 0.12 1.00E+0 0.46 6.95E-2 -0.35 2.10E-1 0.34 1.00E+0 -0.12 1.00E+0 
CATMA3OA00350R1 AT3G01370 0.32 3.77E-1 0.59 2.88E-3 -0.22 9.73E-1 -0.16 1.00E+0 -0.13 1.00E+0 0.16 1.00E+0 -0.02 1.00E+0 
CATMA3OA00390F1 AT3G01420 -3.89 0.00E+0 -0.03 1.00E+0 -0.45 3.92E-2 0.26 7.94E-1 -3.36 0.00E+0 0.77 9.22E-4 -2.63 0.00E+0 
CATMA3OA00470R1 AT3G01480 0.53 2.25E-2 0.73 7.72E-5 0.11 1.00E+0 0.18 1.00E+0 -0.28 5.09E-1 0.02 1.00E+0 -0.20 1.00E+0 
CATMA3OA00480F1 AT3G01490 4.30 0.00E+0 4.42 0.00E+0 -0.24 8.58E-1 0.02 1.00E+0 -0.22 8.63E-1 0.10 1.00E+0 -0.04 1.00E+0 
CATMA3OA00510F1 AT3G01513 -0.06 1.00E+0 -0.32 2.81E-1 0.74 1.55E-5 -0.89 1.62E-6 0.36 1.76E-1 0.07 1.00E+0 -1.00 9.06E-9 
CATMA3OA00520R1 AT3G01516 0.31 4.19E-1 -1.28 4.17E-14 0.01 1.00E+0 -0.67 1.02E-3 0.93 1.43E-8 -0.90 2.40E-5 0.25 7.40E-1 
CATMA3OA00600R1 AT3G01600 0.60 5.66E-3 1.46 0.00E+0 0.93 6.45E-9 0.69 5.77E-4 -0.25 6.84E-1 0.65 1.36E-2 -0.06 1.00E+0 
CATMA3OA00670R1 AT3G01670 -0.61 4.48E-3 -0.77 2.01E-5 0.01 1.00E+0 -0.32 4.50E-1 0.24 7.34E-1 0.01 1.00E+0 -0.16 1.00E+0 
CATMA3OA00690R1 AT3G01690 0.83 2.07E-5 0.18 8.58E-1 -0.03 1.00E+0 0.03 1.00E+0 0.64 3.60E-4 -0.14 1.00E+0 0.69 3.43E-4 
CATMA3OA00720F1 AT3G01710 -0.93 1.14E-6 -0.71 1.44E-4 -0.41 8.77E-2 -0.41 1.65E-1 -0.08 1.00E+0 0.16 1.00E+0 -0.17 1.00E+0 
CATMA3OA00730F1 AT3G01720 -0.05 1.00E+0 -0.64 7.77E-4 0.03 1.00E+0 0.02 1.00E+0 0.22 8.72E-1 -0.32 1.00E+0 0.26 6.64E-1 
CATMA3OA00740R1 AT3G01730 -0.56 1.21E-2 -2.50 0.00E+0 0.31 3.93E-1 -0.36 2.84E-1 1.56 0.00E+0 -0.84 1.33E-4 0.92 2.51E-7 
CATMA3OA00820R1 AT3G01810 -0.20 8.71E-1 -0.60 2.07E-3 -0.46 3.46E-2 -0.68 7.26E-4 0.19 9.94E-1 -0.25 1.00E+0 -0.16 1.00E+0 
CATMA3OA00833R1 AT3G01830 -0.98 2.03E-7 -0.42 7.30E-2 0.71 4.61E-5 0.13 1.00E+0 -0.74 1.39E-5 -0.09 1.00E+0 -1.27 4.74E-14 
CATMA3ON100560R1 AT3G01860 -1.16 3.78E-10 -1.47 0.00E+0 -0.36 2.12E-1 -0.04 1.00E+0 0.35 1.96E-1 0.07 1.00E+0 0.70 2.60E-4 
CATMA3OA00930F1 AT3G01940 -0.35 2.62E-1 -0.67 3.95E-4 -0.10 1.00E+0 -0.81 2.45E-5 0.57 2.63E-3 0.37 9.78E-1 0.00 1.00E+0 
CATMA3OA00940R1 AT3G01950 0.05 1.00E+0 -0.57 4.00E-3 0.12 1.00E+0 -0.61 4.09E-3 0.64 4.01E-4 0.11 1.00E+0 -0.11 1.00E+0 
CATMA3OA00955F1 AT3G01970 -3.25 0.00E+0 1.21 1.14E-12 -0.42 7.28E-2 0.77 7.78E-5 -2.39 0.00E+0 2.15 0.00E+0 -1.37 0.00E+0 
CATMA3OA00960F1 AT3G01980 0.00 1.00E+0 -0.74 5.82E-5 -0.04 1.00E+0 -0.50 4.10E-2 0.53 7.16E-3 -0.26 1.00E+0 0.06 1.00E+0 
CATMA3OA00970R1 AT3G01990 -3.37 0.00E+0 -2.74 0.00E+0 -0.33 3.10E-1 -0.98 6.37E-8 -0.36 1.88E-1 0.28 1.00E+0 -1.04 1.97E-9 
CATMA3OC57015F1 AT3G02020 0.84 1.67E-5 1.64 0.00E+0 0.44 5.56E-2 0.41 1.63E-1 -0.28 5.14E-1 0.53 1.30E-1 -0.30 4.58E-1 
CATMA3OA01030F1 AT3G02040 0.94 8.18E-7 0.49 1.99E-2 -0.05 1.00E+0 0.09 1.00E+0 0.32 3.14E-1 0.17 1.00E+0 0.56 8.17E-3 
CATMA3OA01090F1 AT3G02100 -1.27 4.19E-12 -0.28 4.01E-1 0.69 6.68E-5 -0.28 6.85E-1 -0.59 1.35E-3 -0.02 1.00E+0 -1.60 0.00E+0 
CATMA3OA01100F1 AT3G02110 -0.31 4.16E-1 0.55 6.88E-3 -0.27 6.44E-1 -0.32 4.85E-1 -0.34 2.28E-1 0.31 1.00E+0 -0.68 4.29E-4 
CATMA3OA01170F1 AT3G02170 0.08 1.00E+0 -1.30 1.09E-14 -0.15 1.00E+0 -0.82 1.88E-5 0.73 1.98E-5 -0.72 3.00E-3 0.19 1.00E+0 
CATMA3OA01220R1 AT3G02240 0.72 3.60E-4 0.56 4.91E-3 -0.38 1.58E-1 0.75 1.12E-4 -0.12 1.00E+0 -0.22 1.00E+0 0.97 3.71E-8 
CATMA3ON91149R1 AT3G02242 1.08 6.02E-9 0.58 3.39E-3 0.02 1.00E+0 0.70 4.94E-4 0.03 1.00E+0 -0.18 1.00E+0 0.39 1.49E-1 
CATMA3OA01340R1 AT3G02360 -0.60 5.82E-3 -0.76 3.02E-5 0.29 5.23E-1 -0.09 1.00E+0 0.23 7.63E-1 0.01 1.00E+0 -0.11 1.00E+0 
CATMA3OA01355F1 AT3G02380 0.43 1.03E-1 0.70 1.66E-4 -0.04 1.00E+0 0.04 1.00E+0 0.12 1.00E+0 0.60 3.47E-2 0.31 4.32E-1 
CATMA3OC57019R1 AT3G02390 0.86 1.01E-5 0.66 4.20E-4 0.08 1.00E+0 0.54 1.93E-2 0.24 7.16E-1 0.04 1.00E+0 0.73 1.12E-4 
CATMA3OA01390R1 AT3G02430 1.36 6.18E-14 0.67 3.42E-4 0.17 1.00E+0 0.23 9.36E-1 0.66 1.92E-4 -0.03 1.00E+0 0.61 2.45E-3 
CATMA3OA01430R1 AT3G02480 3.07 0.00E+0 3.02 0.00E+0 0.60 1.36E-3 2.49 0.00E+0 0.35 2.10E-1 0.01 1.00E+0 2.09 0.00E+0 
CATMA3OA01450R1 AT3G02500 1.99 0.00E+0 1.85 0.00E+0 0.32 3.68E-1 0.59 6.76E-3 0.38 1.23E-1 0.15 1.00E+0 0.87 1.26E-6 
CATMA3OA01510F1 AT3G02550 -1.18 1.53E-10 -0.88 7.92E-7 -0.84 3.66E-7 -0.72 3.31E-4 -0.12 1.00E+0 0.06 1.00E+0 -0.04 1.00E+0 
CATMA3ON94380R1 AT3G02590 -0.31 4.18E-1 -0.54 8.42E-3 0.34 2.62E-1 -0.37 2.56E-1 0.11 1.00E+0 0.11 1.00E+0 -0.80 1.50E-5 
CATMA3OA01570R1 AT3G02610 0.54 1.89E-2 -0.03 1.00E+0 -0.21 1.00E+0 -0.23 9.36E-1 0.63 4.77E-4 0.04 1.00E+0 0.66 6.84E-4 
CATMA3ON100567R1 AT3G02620 0.52 2.37E-2 -0.96 3.20E-8 -0.13 1.00E+0 -0.79 3.83E-5 1.42 0.00E+0 0.17 1.00E+0 0.96 5.52E-8 
CATMA3OA01600F1 AT3G02640 -0.88 5.89E-6 -0.78 1.64E-5 -0.20 1.00E+0 -0.26 7.75E-1 -0.07 1.00E+0 0.05 1.00E+0 -0.13 1.00E+0 
CATMA3OA01660F1 AT3G02700 -0.35 2.79E-1 -0.77 2.58E-5 -0.33 3.05E-1 -0.33 4.15E-1 0.28 4.73E-1 -0.12 1.00E+0 0.30 4.66E-1 
CATMA3OA01685F1 AT3G02730 -0.68 1.02E-3 -0.43 5.98E-2 -0.54 5.78E-3 -0.62 3.78E-3 -0.05 1.00E+0 0.28 1.00E+0 -0.29 5.30E-1 
CATMA3OA01690R1 AT3G02740 -0.69 7.97E-4 0.06 1.00E+0 0.09 1.00E+0 0.02 1.00E+0 -0.59 1.26E-3 -0.06 1.00E+0 -0.29 5.12E-1 
CATMA3OA01720F1 AT3G02770 -0.78 9.42E-5 -0.88 7.08E-7 0.44 4.92E-2 -0.01 1.00E+0 -0.17 1.00E+0 -0.12 1.00E+0 -0.56 8.05E-3 
CATMA3OA01730R1 AT3G02790 -0.90 2.63E-6 -0.54 8.11E-3 -0.16 1.00E+0 0.11 1.00E+0 -0.39 1.14E-1 0.10 1.00E+0 -0.19 1.00E+0 
CATMA3OA01740F1 AT3G02800 -1.38 2.14E-14 -0.88 7.14E-7 0.15 1.00E+0 -0.38 2.43E-1 -0.47 2.20E-2 0.13 1.00E+0 -0.96 4.26E-8 
CATMA3OA01765R1 AT3G02830 -0.62 3.85E-3 0.60 2.24E-3 -0.03 1.00E+0 0.14 1.00E+0 -0.49 1.53E-2 0.32 1.00E+0 -0.52 1.63E-2 
CATMA3OA01770R1 AT3G02840 -1.49 0.00E+0 -0.04 1.00E+0 0.57 2.35E-3 -0.04 1.00E+0 -1.28 0.00E+0 0.00 1.00E+0 -2.13 0.00E+0 
CATMA3OA01775F1 AT3G02850 3.63 0.00E+0 2.62 0.00E+0 1.27 0.00E+0 1.94 0.00E+0 1.03 1.21E-10 -0.09 1.00E+0 1.68 0.00E+0 
CATMA3OA01790F1 AT3G02870 -0.61 4.32E-3 -0.45 4.20E-2 -0.26 6.93E-1 -0.28 6.61E-1 -0.17 1.00E+0 0.00 1.00E+0 -0.25 7.49E-1 
CATMA3OA01815F1 AT3G02885 -0.48 4.62E-2 -0.40 8.77E-2 0.36 2.14E-1 0.74 1.78E-4 -0.10 1.00E+0 0.10 1.00E+0 0.32 3.73E-1 
CATMA3OA01840R1 AT3G02910 -0.13 1.00E+0 -0.53 9.99E-3 -0.16 1.00E+0 -0.62 3.68E-3 0.66 2.31E-4 0.27 1.00E+0 0.12 1.00E+0 
CATMA3OA01850F1 AT3G02920 -0.48 4.61E-2 -0.69 2.29E-4 -0.13 1.00E+0 -0.06 1.00E+0 -0.18 1.00E+0 -0.09 1.00E+0 -0.31 4.39E-1 
CATMA3OA01870R1 AT3G02940 -0.96 4.81E-7 0.17 9.01E-1 1.49 0.00E+0 -0.75 1.14E-4 -0.59 1.40E-3 0.70 5.17E-3 -2.78 0.00E+0 
CATMA3ON94381F1 AT3G02980 -0.46 6.86E-2 -0.65 6.61E-4 -0.05 1.00E+0 -0.09 1.00E+0 0.00 1.00E+0 -0.14 1.00E+0 0.00 1.00E+0 
CATMA3OA01920R1 AT3G03000 0.33 3.34E-1 -0.34 2.26E-1 -0.02 1.00E+0 -0.55 1.38E-2 0.65 2.49E-4 0.11 1.00E+0 0.12 1.00E+0 
CATMA3ON94382R1 AT3G03040 0.33 3.36E-1 0.82 4.28E-6 0.09 1.00E+0 1.04 6.96E-9 -0.50 1.16E-2 0.17 1.00E+0 0.46 5.75E-2 
CATMA3OA01950R1 AT3G03050 -0.21 8.29E-1 -0.66 4.53E-4 0.09 1.00E+0 -0.10 1.00E+0 0.30 3.79E-1 -0.22 1.00E+0 0.11 1.00E+0 
CATMA3OA02030F1 AT3G03130 -0.62 3.72E-3 -0.59 2.55E-3 -0.23 8.87E-1 -0.13 1.00E+0 -0.16 1.00E+0 -0.10 1.00E+0 0.03 1.00E+0 
CATMA3OC57042F1 AT3G03150 -1.15 4.55E-10 -0.87 8.41E-7 -0.01 1.00E+0 -0.52 2.54E-2 -0.09 1.00E+0 0.19 1.00E+0 -0.65 8.37E-4 
CATMA3OA02085R1 AT3G03190 1.28 2.52E-12 1.74 0.00E+0 0.03 1.00E+0 0.01 1.00E+0 0.09 1.00E+0 0.56 7.31E-2 0.06 1.00E+0 
CATMA3OC57051F1 AT3G03250 -0.22 8.15E-1 -0.81 7.49E-6 0.06 1.00E+0 -0.24 9.16E-1 0.39 1.01E-1 -0.23 1.00E+0 0.13 1.00E+0 
CATMA3OA02160F1 AT3G03270 0.07 1.00E+0 0.48 2.29E-2 -1.08 5.65E-12 -1.43 0.00E+0 0.10 1.00E+0 0.69 5.79E-3 -0.05 1.00E+0 
CATMA3OC57054R1 AT3G03280 2.13 0.00E+0 0.73 8.29E-5 0.24 8.47E-1 0.68 8.15E-4 0.74 1.78E-5 0.11 1.00E+0 1.32 0.00E+0 
CATMA3OA02370R1 AT3G03440 -1.54 0.00E+0 -0.45 4.51E-2 -0.02 1.00E+0 -0.03 1.00E+0 -0.50 1.28E-2 0.20 1.00E+0 -0.68 4.28E-4 
CATMA3ON100577F1 AT3G03450 -0.52 2.39E-2 -0.97 2.61E-8 0.25 7.55E-1 -0.06 1.00E+0 0.49 1.46E-2 -0.07 1.00E+0 0.07 1.00E+0 
CATMA3OA02430R1 AT3G03500 1.91 0.00E+0 -1.07 5.60E-10 0.80 1.65E-6 -0.16 1.00E+0 1.94 0.00E+0 -0.98 2.10E-6 1.03 3.25E-9 
CATMA3OC57060F1 AT3G03530 -2.01 0.00E+0 -1.19 2.73E-12 0.73 2.08E-5 -1.14 9.83E-11 -0.62 6.77E-4 0.29 1.00E+0 -2.44 0.00E+0 
CATMA3OA02556R1 AT3G03640 0.04 1.00E+0 -0.22 6.85E-1 0.25 7.61E-1 0.74 1.72E-4 -0.33 2.59E-1 -0.39 8.35E-1 0.09 1.00E+0 
CATMA3OA02560F1 AT3G03650 -0.33 3.50E-1 -1.02 3.52E-9 -0.31 4.01E-1 -0.64 1.96E-3 0.54 5.03E-3 -0.23 1.00E+0 0.47 4.16E-2 
CATMA3OA02570F1 AT3G03660 -0.54 1.62E-2 0.58 2.92E-3 -0.42 7.82E-2 -0.13 1.00E+0 -0.84 4.84E-7 0.32 1.00E+0 -0.35 2.59E-1 
CATMA3OA02580F1 AT3G03670 -0.84 1.63E-5 0.20 7.73E-1 0.54 5.93E-3 0.02 1.00E+0 -1.46 0.00E+0 -0.36 1.00E+0 -1.76 0.00E+0 
CATMA3OA02620R1 AT3G03710 0.59 7.02E-3 0.35 1.83E-1 -0.29 5.44E-1 -0.09 1.00E+0 -0.12 1.00E+0 -0.08 1.00E+0 0.07 1.00E+0 
CATMA3OA02710F1 AT3G03776 -0.69 7.76E-4 -0.56 5.37E-3 -0.41 8.31E-2 -0.60 5.19E-3 0.10 1.00E+0 0.26 1.00E+0 -0.14 1.00E+0 
CATMA3OA02830R1 AT3G03860 0.59 6.91E-3 0.39 1.08E-1 0.08 1.00E+0 0.04 1.00E+0 0.13 1.00E+0 0.02 1.00E+0 0.08 1.00E+0 
CATMA3OA02840R1 AT3G03870 -0.80 5.74E-5 -0.58 3.01E-3 -0.04 1.00E+0 -0.23 9.63E-1 -0.40 9.08E-2 0.10 1.00E+0 -0.59 3.62E-3 
CATMA3OA02860F1 AT3G03890 -0.96 4.14E-7 -0.28 4.25E-1 -0.19 1.00E+0 -0.15 1.00E+0 -0.55 4.04E-3 0.07 1.00E+0 -0.42 1.02E-1 
CATMA3ON94387F1 AT3G03900 -0.42 1.08E-1 -0.21 7.51E-1 0.28 5.82E-1 -0.25 8.32E-1 -0.19 1.00E+0 0.11 1.00E+0 -0.76 4.33E-5 
CATMA3OA02880R1 AT3G03910 -3.51 0.00E+0 -3.36 0.00E+0 -0.32 3.74E-1 -2.74 0.00E+0 -0.80 1.87E-6 -0.14 1.00E+0 -2.91 0.00E+0 
CATMA3OA02960R1 AT3G03990 -0.31 4.09E-1 0.61 1.59E-3 -0.23 8.81E-1 0.48 5.72E-2 -0.40 8.82E-2 0.45 4.18E-1 0.31 4.26E-1 
CATMA3OA02980F1 AT3G04010 1.18 1.69E-10 0.55 5.81E-3 -0.02 1.00E+0 0.51 3.16E-2 0.57 2.36E-3 -0.03 1.00E+0 1.05 1.66E-9 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA3OA03000F1 AT3G04030 -0.17 9.74E-1 0.24 5.78E-1 -0.34 2.91E-1 -0.87 3.73E-6 -0.12 1.00E+0 0.28 1.00E+0 -0.64 1.20E-3 
CATMA3OA03010R1 AT3G04040 -0.63 3.43E-3 -0.38 1.23E-1 -0.24 8.07E-1 -0.64 2.17E-3 0.03 1.00E+0 0.15 1.00E+0 -0.58 5.22E-3 
CATMA3OA03040F1 AT3G04070 -3.73 0.00E+0 0.49 2.16E-2 -0.78 4.05E-6 0.68 8.76E-4 -2.64 0.00E+0 1.85 0.00E+0 -1.24 2.40E-13 
CATMA3OA03065R1 AT3G04110 0.64 2.40E-3 0.55 6.45E-3 0.29 5.13E-1 0.32 4.64E-1 -0.01 1.00E+0 0.06 1.00E+0 -0.01 1.00E+0 
CATMA3OA03090R1 AT3G04140 -1.28 2.46E-12 -1.88 0.00E+0 -0.60 1.15E-3 -1.33 0.00E+0 0.64 3.36E-4 0.00 1.00E+0 0.17 1.00E+0 
CATMA3OA03160F1 AT3G04210 -2.74 0.00E+0 0.39 1.05E-1 0.35 2.35E-1 0.66 1.32E-3 -2.68 0.00E+0 0.61 3.20E-2 -2.27 0.00E+0 
CATMA3OA03170F1 AT3G04220 -1.50 0.00E+0 0.28 4.32E-1 0.67 1.70E-4 0.68 7.64E-4 -1.46 0.00E+0 0.36 1.00E+0 -1.44 0.00E+0 
CATMA3OA03260F1 AT3G04290 0.03 1.00E+0 -0.81 6.59E-6 -0.15 1.00E+0 -0.55 1.60E-2 0.59 1.28E-3 0.02 1.00E+0 -0.03 1.00E+0 
CATMA3OF00971R1 AT3G04320 0.33 3.35E-1 -0.28 4.20E-1 1.17 4.61E-14 0.41 1.62E-1 1.11 2.78E-12 0.53 1.25E-1 0.31 4.47E-1 
CATMA3ON91031R1 AT3G04330 0.04 1.00E+0 -1.22 5.29E-13 0.50 1.33E-2 -0.58 7.68E-3 1.38 0.00E+0 -0.07 1.00E+0 0.46 5.61E-2 
CATMA3OA03300F1 AT3G04340 0.66 1.54E-3 0.42 7.02E-2 0.01 1.00E+0 0.05 1.00E+0 0.07 1.00E+0 -0.15 1.00E+0 0.13 1.00E+0 
CATMA3OA03340R1 AT3G04370 -1.69 0.00E+0 -0.78 1.62E-5 1.45 0.00E+0 -2.46 0.00E+0 -0.58 1.92E-3 0.29 1.00E+0 -4.02 0.00E+0 
CATMA3OA03350R1 AT3G04380 -0.52 2.57E-2 -0.40 9.15E-2 0.47 2.71E-2 -0.29 6.05E-1 -0.29 4.43E-1 -0.12 1.00E+0 -0.91 2.82E-7 
CATMA3OF02898R1 AT3G04410 -0.30 4.55E-1 1.79 0.00E+0 -0.14 1.00E+0 1.60 0.00E+0 -1.68 0.00E+0 0.38 9.27E-1 0.00 1.00E+0 
CATMA3OC57072R1 AT3G04420 -1.09 4.56E-9 -0.39 1.08E-1 -0.32 3.75E-1 -0.34 3.57E-1 -0.16 1.00E+0 0.69 5.77E-3 -0.07 1.00E+0 
CATMA3OA03450F1 AT3G04480 -0.77 1.13E-4 -1.16 8.14E-12 0.06 1.00E+0 -0.55 1.50E-2 0.05 1.00E+0 -0.32 1.00E+0 -0.56 7.20E-3 
CATMA3OA03510F1 AT3G04520 0.17 9.61E-1 -0.32 2.74E-1 -0.01 1.00E+0 -0.63 2.77E-3 0.33 2.71E-1 -0.11 1.00E+0 -0.14 1.00E+0 
CATMA3OA03630R1 AT3G04630 -1.02 6.45E-8 -0.43 6.33E-2 0.05 1.00E+0 0.09 1.00E+0 -0.71 3.97E-5 -0.06 1.00E+0 -0.65 9.36E-4 
CATMA3OA03670F1 AT3G04670 0.40 1.56E-1 0.84 2.44E-6 0.16 1.00E+0 0.58 8.12E-3 -0.25 6.39E-1 0.13 1.00E+0 0.03 1.00E+0 
CATMA3OA03743F1 AT3G04720 -2.52 0.00E+0 0.92 1.97E-7 -0.02 1.00E+0 0.80 2.78E-5 -3.12 0.00E+0 0.30 1.00E+0 -2.37 0.00E+0 
CATMA3ON91172R1 AT3G04810 0.97 3.00E-7 0.23 6.24E-1 -0.44 4.91E-2 -0.09 1.00E+0 0.45 3.83E-2 -0.14 1.00E+0 0.64 1.16E-3 
CATMA3OA03870F1 AT3G04850 -0.54 1.80E-2 -0.74 4.78E-5 -0.10 1.00E+0 -0.69 5.62E-4 0.33 2.58E-1 0.00 1.00E+0 -0.25 7.68E-1 
CATMA3OA03930R1 AT3G04910 0.02 1.00E+0 -0.85 2.05E-6 -0.34 2.76E-1 -0.29 6.40E-1 0.43 4.99E-2 -0.41 6.63E-1 0.50 2.32E-2 
CATMA3OA04010F1 AT3G05000 0.25 6.59E-1 -0.18 8.51E-1 -0.01 1.00E+0 -0.65 1.72E-3 0.46 2.71E-2 0.03 1.00E+0 -0.23 8.75E-1 
CATMA3OA04100R1 AT3G05100 0.71 4.96E-4 0.34 2.22E-1 0.02 1.00E+0 -0.17 1.00E+0 0.41 8.38E-2 -0.07 1.00E+0 0.18 1.00E+0 
CATMA3OA04130R1 AT3G05120 1.40 1.10E-14 1.20 1.44E-12 -0.47 2.95E-2 -0.26 7.54E-1 0.24 7.43E-1 -0.06 1.00E+0 0.43 9.37E-2 
CATMA3OA04160R1 AT3G05150 -0.04 1.00E+0 -0.84 2.60E-6 -0.01 1.00E+0 -0.34 3.90E-1 0.29 4.52E-1 -0.31 1.00E+0 0.28 5.73E-1 
CATMA3ON100591R1 AT3G05155 1.34 1.51E-13 -0.32 2.69E-1 -0.27 6.64E-1 0.66 1.20E-3 0.92 1.63E-8 -0.52 1.55E-1 1.99 0.00E+0 
CATMA3ON100593F1 AT3G05165 0.61 4.76E-3 0.69 2.13E-4 -0.23 8.81E-1 0.37 2.70E-1 -0.01 1.00E+0 0.14 1.00E+0 0.65 8.39E-4 
CATMA3OA04200F1 AT3G05180 0.78 9.10E-5 0.20 7.88E-1 0.33 3.34E-1 0.21 1.00E+0 0.47 2.28E-2 -0.36 1.00E+0 0.35 2.65E-1 
CATMA3ON100594R1 AT3G05190 1.14 8.18E-10 1.38 0.00E+0 -0.02 1.00E+0 0.24 8.99E-1 0.03 1.00E+0 0.29 1.00E+0 0.32 3.69E-1 
CATMA3OA04340F1 AT3G05320 -0.12 1.00E+0 -1.08 3.93E-10 0.33 3.23E-1 -0.35 3.38E-1 0.82 1.05E-6 -0.27 1.00E+0 0.23 8.25E-1 
CATMA3OA04360F1 AT3G05330 -0.64 2.56E-3 -0.56 5.18E-3 -0.21 1.00E+0 -0.25 8.31E-1 -0.42 6.47E-2 0.07 1.00E+0 -0.14 1.00E+0 
CATMA3ON100595F1 AT3G05360 -0.91 2.21E-6 0.18 8.86E-1 0.26 6.79E-1 0.64 2.14E-3 -0.81 1.38E-6 0.23 1.00E+0 -0.41 1.28E-1 
CATMA3OC57084R1 AT3G05400 -0.86 9.37E-6 1.74 0.00E+0 -0.95 2.61E-9 0.68 8.02E-4 -1.56 0.00E+0 1.04 3.73E-7 0.35 2.84E-1 
CATMA3ON94392R1 AT3G05550 -0.27 5.54E-1 -0.05 1.00E+0 0.59 1.71E-3 0.13 1.00E+0 0.00 1.00E+0 0.16 1.00E+0 -0.53 1.56E-2 
CATMA3OA04670F1 AT3G05640 0.95 6.92E-7 0.50 1.56E-2 -0.37 1.71E-1 -0.19 1.00E+0 0.39 1.11E-1 0.03 1.00E+0 0.85 2.99E-6 
CATMA3ON100602F1 AT3G05690 -2.01 0.00E+0 -2.41 0.00E+0 -1.10 1.61E-12 -2.31 0.00E+0 0.61 8.86E-4 0.15 1.00E+0 -0.59 3.46E-3 
CATMA3OA04860R1 AT3G05800 -0.17 9.80E-1 -0.98 2.09E-8 0.00 1.00E+0 -0.45 9.36E-2 0.44 4.11E-2 -0.08 1.00E+0 0.06 1.00E+0 
CATMA3OA04910R1 AT3G05858 -2.19 0.00E+0 -1.21 9.06E-13 -0.53 7.82E-3 -1.34 0.00E+0 -0.25 6.47E-1 0.98 2.70E-6 -1.30 1.62E-14 
CATMA3OD02904F1 AT3G05890 -0.07 1.00E+0 -1.81 0.00E+0 0.14 1.00E+0 -0.31 5.26E-1 1.22 1.57E-14 -0.56 7.71E-2 0.85 2.44E-6 
CATMA3OB04930F1 AT3G05900 0.14 1.00E+0 -0.77 2.22E-5 -0.06 1.00E+0 -0.35 3.19E-1 0.65 2.67E-4 -0.20 1.00E+0 0.41 1.17E-1 
CATMA3OA04950F1 AT3G05920 0.53 2.14E-2 -0.64 8.20E-4 0.49 1.65E-2 0.03 1.00E+0 0.91 2.31E-8 -0.16 1.00E+0 0.51 2.21E-2 
CATMA3OA04960F1 AT3G05936 0.02 1.00E+0 -0.89 4.96E-7 0.32 3.80E-1 -0.38 2.42E-1 0.67 1.60E-4 -0.22 1.00E+0 0.11 1.00E+0 
CATMA3OA04990F1 AT3G05950 0.39 1.71E-1 0.66 5.17E-4 0.43 5.98E-2 0.56 1.25E-2 -0.11 1.00E+0 0.10 1.00E+0 0.02 1.00E+0 
CATMA3OA05040R1 AT3G05980 0.21 8.26E-1 -1.44 0.00E+0 0.24 8.16E-1 0.07 1.00E+0 1.05 6.85E-11 -0.66 1.10E-2 0.77 3.71E-5 
CATMA3OA05080R1 AT3G06020 -1.87 0.00E+0 -1.23 3.56E-13 0.57 2.40E-3 -0.36 2.97E-1 -0.31 3.40E-1 0.28 1.00E+0 -1.27 4.74E-14 
CATMA3OA05085F1 AT3G06030 -0.60 5.24E-3 -0.71 1.11E-4 -0.33 3.33E-1 -0.15 1.00E+0 -0.03 1.00E+0 -0.13 1.00E+0 0.28 5.75E-1 
CATMA3OA05090F1 AT3G06035 -1.41 1.10E-14 -1.60 0.00E+0 -0.02 1.00E+0 -0.86 4.33E-6 0.35 1.96E-1 0.16 1.00E+0 -0.46 4.93E-2 
CATMA3OA05120F1 AT3G06060 -0.12 1.00E+0 -0.69 2.15E-4 0.13 1.00E+0 -0.41 1.61E-1 0.35 1.91E-1 -0.13 1.00E+0 -0.17 1.00E+0 
CATMA3OA05130F1 AT3G06070 0.17 9.78E-1 -0.91 2.11E-7 0.11 1.00E+0 -0.18 1.00E+0 1.12 1.90E-12 -0.33 1.00E+0 0.41 1.10E-1 
CATMA3OA05190F1 AT3G06130 -0.32 3.66E-1 -0.92 1.40E-7 -0.21 1.00E+0 -0.79 4.25E-5 0.47 2.60E-2 -0.16 1.00E+0 -0.10 1.00E+0 
CATMA3OA05340R1 AT3G06270 0.47 5.72E-2 0.65 6.04E-4 0.02 1.00E+0 0.19 1.00E+0 -0.13 1.00E+0 0.10 1.00E+0 0.11 1.00E+0 
CATMA3OA05360F1 AT3G06290 0.57 1.05E-2 0.60 2.15E-3 0.09 1.00E+0 0.22 9.96E-1 -0.31 3.59E-1 0.05 1.00E+0 -0.30 4.98E-1 
CATMA3OA05440R1 AT3G06360 -1.14 6.94E-10 -0.95 5.83E-8 -0.37 1.63E-1 -0.53 2.23E-2 -0.13 1.00E+0 -0.01 1.00E+0 -0.30 4.64E-1 
CATMA3OA05470F1 AT3G06390 -1.66 0.00E+0 -0.04 1.00E+0 -0.05 1.00E+0 -0.54 1.89E-2 -1.30 0.00E+0 0.51 1.59E-1 -1.79 0.00E+0 
CATMA3OA05500F1 AT3G06420 -0.46 7.03E-2 -0.72 1.10E-4 0.05 1.00E+0 -0.10 1.00E+0 0.14 1.00E+0 -0.08 1.00E+0 0.08 1.00E+0 
CATMA3OA05540F1 AT3G06435 -0.82 2.85E-5 -0.26 4.89E-1 -1.05 2.10E-11 -0.08 1.00E+0 -0.41 7.75E-2 0.17 1.00E+0 0.64 1.11E-3 
CATMA3OA05600R1 AT3G06460 0.89 4.30E-6 -2.08 0.00E+0 -0.41 8.63E-2 -0.68 7.87E-4 1.65 0.00E+0 -1.48 0.00E+0 1.41 0.00E+0 
CATMA3OA05630R1 AT3G06490 -1.47 0.00E+0 0.00 1.00E+0 -0.29 5.15E-1 -0.52 2.65E-2 -0.76 7.79E-6 0.88 4.73E-5 -0.60 2.73E-3 
CATMA3OA05640R1 AT3G06500 0.48 5.19E-2 0.44 4.90E-2 -0.45 4.59E-2 0.46 7.20E-2 -0.07 1.00E+0 -0.16 1.00E+0 0.85 2.93E-6 
CATMA3ON100620R1 AT3G06710 0.83 2.09E-5 0.60 1.88E-3 -0.05 1.00E+0 0.12 1.00E+0 0.14 1.00E+0 0.01 1.00E+0 0.07 1.00E+0 
CATMA3OC57105F1 AT3G06750 -0.32 3.64E-1 -1.02 3.67E-9 -0.29 5.33E-1 -0.52 2.47E-2 0.57 2.16E-3 -0.19 1.00E+0 0.29 5.04E-1 
CATMA3OA05990F1 AT3G06770 -0.07 1.00E+0 -1.37 0.00E+0 0.05 1.00E+0 -0.55 1.45E-2 0.73 2.06E-5 -0.41 6.87E-1 0.28 5.90E-1 
CATMA3OC57945F1 AT3G06778 -0.78 8.14E-5 -0.05 1.00E+0 -0.60 1.04E-3 -0.13 1.00E+0 -0.49 1.49E-2 0.28 1.00E+0 0.03 1.00E+0 
CATMA3OA06053F1 AT3G06850 0.26 6.31E-1 1.02 3.33E-9 0.43 6.52E-2 0.92 6.89E-7 -0.21 8.92E-1 0.71 4.05E-3 0.39 1.56E-1 
CATMA3ON90934R1 AT3G06868 0.06 1.00E+0 -0.77 1.98E-5 -0.31 4.20E-1 -0.40 1.87E-1 0.58 1.99E-3 -0.32 1.00E+0 0.50 2.62E-2 
CATMA3OA06080R1 AT3G06890 -0.68 9.24E-4 -2.07 0.00E+0 0.44 5.50E-2 0.51 3.13E-2 1.56 0.00E+0 0.17 1.00E+0 1.59 0.00E+0 
CATMA3ON94399R1 AT3G06990 0.88 5.88E-6 -0.44 4.63E-2 0.09 1.00E+0 0.15 1.00E+0 0.79 3.13E-6 -0.42 6.20E-1 1.00 1.03E-8 
CATMA3OA06200R1 AT3G07000 0.41 1.39E-1 -0.88 6.09E-7 -0.08 1.00E+0 -0.30 5.80E-1 0.64 3.69E-4 -0.72 2.97E-3 0.40 1.45E-1 
CATMA3ON100622F1 AT3G07010 -0.20 8.72E-1 -1.37 0.00E+0 0.04 1.00E+0 -0.44 1.01E-1 0.74 1.85E-5 -0.48 2.65E-1 0.28 5.72E-1 
CATMA3OA06250R1 AT3G07060 0.61 4.60E-3 0.45 4.07E-2 0.05 1.00E+0 0.21 1.00E+0 -0.15 1.00E+0 -0.13 1.00E+0 0.13 1.00E+0 
CATMA3OA06260R1 AT3G07070 -0.09 1.00E+0 -2.25 0.00E+0 0.44 4.88E-2 -0.17 1.00E+0 1.88 0.00E+0 -0.49 2.40E-1 1.10 1.34E-10 
CATMA3OA06370F1 AT3G07160 0.64 2.42E-3 0.34 2.19E-1 0.06 1.00E+0 0.04 1.00E+0 -0.03 1.00E+0 -0.30 1.00E+0 -0.10 1.00E+0 
CATMA3OA06510R1 AT3G07270 -0.13 1.00E+0 -0.61 1.73E-3 -0.15 1.00E+0 0.30 5.37E-1 0.26 6.22E-1 -0.06 1.00E+0 0.66 6.93E-4 
CATMA3ON91377F1 AT3G07280 -0.60 6.08E-3 -0.47 2.72E-2 -0.27 6.63E-1 0.23 9.21E-1 -0.40 9.93E-2 0.00 1.00E+0 0.22 8.82E-1 
CATMA3ON100630F1 AT3G07310 0.27 5.86E-1 0.17 9.20E-1 -0.41 8.61E-2 0.15 1.00E+0 0.07 1.00E+0 -0.14 1.00E+0 0.68 4.15E-4 
CATMA3OA06560F1 AT3G07320 -0.94 9.15E-7 -1.26 8.11E-14 0.56 3.11E-3 -0.58 7.41E-3 -0.08 1.00E+0 -0.42 5.55E-1 -1.25 1.66E-13 
CATMA3OA06566F1 AT3G07340 -0.44 9.27E-2 -0.72 8.94E-5 0.11 1.00E+0 -0.43 1.10E-1 0.30 3.78E-1 -0.08 1.00E+0 -0.40 1.34E-1 
CATMA3OA06570R1 AT3G07350 1.63 0.00E+0 1.86 0.00E+0 0.14 1.00E+0 1.22 3.92E-12 -0.33 2.59E-1 0.38 9.32E-1 0.64 1.08E-3 
CATMA3OF00990F1 AT3G07380 -0.72 4.20E-4 -0.46 3.38E-2 -0.07 1.00E+0 -0.26 7.92E-1 -0.36 1.69E-1 0.00 1.00E+0 -0.44 7.25E-2 
CATMA3OA06620R1 AT3G07390 -1.13 9.71E-10 -0.88 7.55E-7 0.30 4.48E-1 -0.53 2.25E-2 -0.47 2.60E-2 -0.28 1.00E+0 -1.26 1.08E-13 
CATMA3OA06630F1 AT3G07410 -0.65 2.07E-3 -0.78 1.84E-5 0.00 1.00E+0 -0.16 1.00E+0 0.15 1.00E+0 -0.12 1.00E+0 -0.02 1.00E+0 
CATMA3OA06650R1 AT3G07425 0.62 4.16E-3 0.12 1.00E+0 0.02 1.00E+0 0.11 1.00E+0 0.13 1.00E+0 -0.33 1.00E+0 0.39 1.67E-1 
CATMA3ON100632F1 AT3G07460 0.26 5.97E-1 -0.32 2.85E-1 0.21 1.00E+0 -0.26 7.75E-1 0.60 1.08E-3 0.06 1.00E+0 0.18 1.00E+0 
CATMA3OC57116F1 AT3G07470 0.15 1.00E+0 -0.59 2.36E-3 0.52 8.38E-3 -0.03 1.00E+0 0.76 8.98E-6 0.03 1.00E+0 0.27 6.21E-1 
CATMA3OA06780F1 AT3G07540 -1.30 8.63E-13 -0.86 1.15E-6 -0.80 1.83E-6 -0.58 7.32E-3 -0.12 1.00E+0 0.30 1.00E+0 0.11 1.00E+0 
CATMA3OA06860F1 AT3G07600 -1.08 6.62E-9 -1.08 2.79E-10 0.57 2.60E-3 -0.25 8.35E-1 -0.95 5.16E-9 -1.05 2.65E-7 -1.51 0.00E+0 
CATMA3OA06870R1 AT3G07610 -1.10 4.00E-9 -0.38 1.21E-1 0.37 1.73E-1 0.39 1.96E-1 -0.72 3.09E-5 -0.04 1.00E+0 -0.78 2.49E-5 
CATMA3OA06930R1 AT3G07670 0.57 1.04E-2 0.85 1.63E-6 -0.04 1.00E+0 0.45 8.59E-2 -0.14 1.00E+0 0.29 1.00E+0 0.38 1.78E-1 
CATMA3OA06980R1 AT3G07720 -3.13 0.00E+0 -3.05 0.00E+0 0.62 6.65E-4 0.19 1.00E+0 1.84 0.00E+0 -0.07 1.00E+0 1.55 0.00E+0 
CATMA3OC57120F1 AT3G07820 -0.59 7.32E-3 -0.75 4.43E-5 -0.25 7.79E-1 -0.08 1.00E+0 0.19 9.98E-1 0.14 1.00E+0 0.59 3.91E-3 
CATMA3OA07130R1 AT3G07870 -0.68 1.13E-3 -0.34 2.26E-1 -0.13 1.00E+0 -0.03 1.00E+0 -0.38 1.31E-1 0.01 1.00E+0 -0.25 7.53E-1 
CATMA3ON100637R1 AT3G07880 -0.52 2.72E-2 -0.77 2.17E-5 -0.11 1.00E+0 -0.22 9.74E-1 0.12 1.00E+0 -0.13 1.00E+0 0.08 1.00E+0 
CATMA3OA07160R1 AT3G07900 -0.42 1.13E-1 -0.82 5.22E-6 0.06 1.00E+0 0.11 1.00E+0 0.08 1.00E+0 -0.50 2.07E-1 0.24 7.74E-1 
CATMA3OA07200R1 AT3G07940 -0.15 1.00E+0 -0.81 7.26E-6 -0.24 8.33E-1 -0.13 1.00E+0 0.40 8.96E-2 -0.15 1.00E+0 0.45 6.81E-2 
CATMA3OA07230R1 AT3G07970 -1.66 0.00E+0 -1.02 3.79E-9 0.49 1.66E-2 -1.24 1.10E-12 -0.28 4.80E-1 0.40 7.65E-1 -2.16 0.00E+0 
CATMA3OA07250R1 AT3G07990 0.86 1.09E-5 -0.12 1.00E+0 -0.16 1.00E+0 -0.32 4.85E-1 0.62 6.17E-4 -0.24 1.00E+0 0.38 1.89E-1 
CATMA3OA07260F1 AT3G08000 0.65 1.97E-3 0.33 2.56E-1 0.14 1.00E+0 0.16 1.00E+0 0.04 1.00E+0 -0.10 1.00E+0 0.20 1.00E+0 
CATMA3ON91430R1 AT3G08010 0.89 3.88E-6 0.72 8.92E-5 -0.32 3.57E-1 0.10 1.00E+0 0.13 1.00E+0 0.08 1.00E+0 0.41 1.12E-1 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA3OA07310F1 AT3G08040 0.04 1.00E+0 -0.63 1.02E-3 0.29 5.13E-1 0.05 1.00E+0 0.97 2.01E-9 0.42 6.22E-1 0.75 6.56E-5 
CATMA3OA07390F1 AT3G08570 -0.88 5.58E-6 -0.72 8.58E-5 -0.30 4.70E-1 -0.17 1.00E+0 -0.20 9.43E-1 -0.20 1.00E+0 -0.22 8.77E-1 
CATMA3OA07410F1 AT3G08590 -0.82 3.15E-5 -0.75 3.93E-5 -0.23 8.92E-1 0.12 1.00E+0 0.14 1.00E+0 0.19 1.00E+0 0.55 8.79E-3 
CATMA3OA07420R1 AT3G08600 -0.15 1.00E+0 -1.18 4.68E-12 0.11 1.00E+0 -0.18 1.00E+0 0.57 2.25E-3 -0.19 1.00E+0 0.42 9.87E-2 
CATMA3OA07460R1 AT3G08640 0.05 1.00E+0 0.68 2.96E-4 0.22 9.65E-1 0.29 6.17E-1 -0.58 1.67E-3 0.13 1.00E+0 -0.54 1.06E-2 
CATMA3ON94405F1 AT3G08720 -0.61 4.43E-3 -0.71 1.31E-4 0.36 2.06E-1 -0.01 1.00E+0 -0.02 1.00E+0 -0.03 1.00E+0 -0.30 4.92E-1 
CATMA3OA07536F1 AT3G08730 0.78 9.98E-5 0.82 4.60E-6 0.26 6.89E-1 0.31 5.03E-1 0.07 1.00E+0 0.14 1.00E+0 0.13 1.00E+0 
CATMA3OA07560F1 AT3G08760 -0.34 3.17E-1 0.07 1.00E+0 0.13 1.00E+0 -0.01 1.00E+0 -0.33 2.73E-1 0.02 1.00E+0 -0.68 4.35E-4 
CATMA3OA07570F1 AT3G08770 -2.79 0.00E+0 0.85 1.71E-6 -0.88 5.66E-8 -0.64 2.00E-3 -2.48 0.00E+0 1.32 8.43E-12 -2.07 0.00E+0 
CATMA3OA07590R1 AT3G08800 0.67 1.23E-3 0.68 2.63E-4 -0.17 1.00E+0 0.18 1.00E+0 0.15 1.00E+0 -0.13 1.00E+0 0.37 2.16E-1 
CATMA3OA07660F1 AT3G08860 -1.44 0.00E+0 -0.25 5.39E-1 -0.07 1.00E+0 -0.07 1.00E+0 -0.12 1.00E+0 1.32 6.16E-12 -0.21 9.46E-1 
CATMA3OA07680R1 AT3G08880 -0.48 4.57E-2 -0.76 3.50E-5 0.15 1.00E+0 -0.08 1.00E+0 0.29 4.66E-1 -0.12 1.00E+0 0.17 1.00E+0 
CATMA3OA07700R1 AT3G08890 -0.84 1.73E-5 -1.20 1.72E-12 0.19 1.00E+0 -0.25 8.45E-1 0.44 4.62E-2 0.12 1.00E+0 0.00 1.00E+0 
CATMA3OA07765R1 AT3G08940 0.60 5.80E-3 -0.29 3.91E-1 -0.50 1.52E-2 -0.61 4.76E-3 0.57 2.21E-3 -0.23 1.00E+0 0.49 3.38E-2 
CATMA3OA07790R1 AT3G08950 0.46 6.31E-2 0.61 1.80E-3 0.03 1.00E+0 0.06 1.00E+0 -0.11 1.00E+0 0.00 1.00E+0 -0.22 8.87E-1 
CATMA3OA07810R1 AT3G08970 -0.85 1.50E-5 0.11 1.00E+0 0.06 1.00E+0 0.58 8.46E-3 -1.36 0.00E+0 -0.53 1.21E-1 -0.72 1.42E-4 
CATMA3OA07830R1 AT3G08990 -0.19 9.20E-1 0.20 7.94E-1 0.45 4.33E-2 0.68 7.17E-4 -0.36 1.76E-1 -0.07 1.00E+0 -0.25 7.56E-1 
CATMA3OA07850R1 AT3G09010 -0.85 1.37E-5 -0.16 9.32E-1 0.15 1.00E+0 -0.08 1.00E+0 -0.91 3.29E-8 -0.36 1.00E+0 -1.10 1.67E-10 
CATMA3ON100647R1 AT3G09150 0.10 1.00E+0 0.53 8.59E-3 0.16 1.00E+0 0.60 5.49E-3 -0.09 1.00E+0 0.19 1.00E+0 0.28 6.03E-1 
CATMA3OA08040F1 AT3G09160 0.55 1.61E-2 1.57 0.00E+0 -0.27 6.43E-1 -0.02 1.00E+0 -0.21 9.02E-1 0.16 1.00E+0 0.20 9.93E-1 
CATMA3OA08090F1 AT3G09220 -2.65 0.00E+0 -1.35 0.00E+0 0.02 1.00E+0 -0.71 3.75E-4 -1.58 0.00E+0 -0.20 1.00E+0 -2.27 0.00E+0 
CATMA3ON94406F1 AT3G09240 -1.33 2.10E-13 -3.08 0.00E+0 -0.31 4.31E-1 -1.16 3.96E-11 1.62 0.00E+0 -0.28 1.00E+0 0.77 3.39E-5 
CATMA3ON91048F1 AT3G09260 -0.35 2.67E-1 0.23 6.20E-1 -0.67 1.48E-4 0.18 1.00E+0 -0.38 1.19E-1 0.29 1.00E+0 0.38 1.74E-1 
CATMA3OA08130F1 AT3G09270 -1.69 0.00E+0 -0.40 9.09E-2 -0.48 2.15E-2 -0.46 7.47E-2 -1.71 0.00E+0 -0.15 1.00E+0 -1.50 0.00E+0 
CATMA3OA08140F1 AT3G09280 0.31 4.13E-1 -0.92 1.60E-7 0.75 9.63E-6 -0.23 9.61E-1 0.34 2.28E-1 -0.96 5.25E-6 -0.54 1.16E-2 
CATMA3OA08150R1 AT3G09290 -0.34 3.05E-1 0.22 6.95E-1 0.13 1.00E+0 0.65 1.69E-3 -0.28 4.82E-1 0.20 1.00E+0 0.23 8.55E-1 
CATMA3ON94407F1 AT3G09340 -1.22 2.77E-11 -1.15 1.90E-11 -0.62 6.27E-4 -0.32 4.79E-1 -0.57 2.27E-3 -0.10 1.00E+0 0.06 1.00E+0 
CATMA3OC57135F1 AT3G09480 -1.02 6.45E-8 -0.70 1.82E-4 -0.18 1.00E+0 0.00 1.00E+0 -0.21 9.19E-1 0.14 1.00E+0 -0.13 1.00E+0 
CATMA3OA08400F1 AT3G09540 -1.00 1.08E-7 -1.29 2.12E-14 -0.25 7.83E-1 -0.75 1.29E-4 0.28 5.22E-1 -0.08 1.00E+0 -0.33 3.63E-1 
CATMA3OA08430F1 AT3G09560 -0.32 3.68E-1 0.16 9.30E-1 0.10 1.00E+0 0.43 1.18E-1 -0.60 1.09E-3 -0.05 1.00E+0 -0.14 1.00E+0 
CATMA3OA08470R1 AT3G09600 0.73 2.86E-4 1.31 1.09E-14 -0.20 1.00E+0 0.14 1.00E+0 0.02 1.00E+0 0.46 3.26E-1 0.34 2.94E-1 
CATMA3OA08480F1 AT3G09620 0.24 6.86E-1 1.29 2.12E-14 -0.21 1.00E+0 -0.09 1.00E+0 -0.19 1.00E+0 0.18 1.00E+0 0.15 1.00E+0 
CATMA3OC57136F1 AT3G09680 -0.94 7.67E-7 0.12 1.00E+0 0.52 9.70E-3 1.00 3.10E-8 -0.84 4.42E-7 0.15 1.00E+0 -0.22 9.06E-1 
CATMA3OC57137F1 AT3G09800 -0.22 7.79E-1 -0.70 1.78E-4 0.09 1.00E+0 -0.14 1.00E+0 0.25 6.59E-1 -0.21 1.00E+0 0.01 1.00E+0 
CATMA3OA08700R1 AT3G09830 -0.38 2.01E-1 0.26 4.82E-1 0.03 1.00E+0 0.15 1.00E+0 -0.69 8.00E-5 -0.04 1.00E+0 -0.50 2.58E-2 
CATMA3ON100656R1 AT3G09880 0.65 1.99E-3 0.36 1.57E-1 -0.15 1.00E+0 0.01 1.00E+0 0.04 1.00E+0 -0.09 1.00E+0 0.23 8.29E-1 
CATMA3OA08780F1 AT3G09920 0.70 6.73E-4 0.67 3.59E-4 -0.17 1.00E+0 0.62 3.25E-3 -0.10 1.00E+0 -0.12 1.00E+0 0.63 1.45E-3 
CATMA3OA08790F1 AT3G09925 0.52 2.47E-2 -2.31 0.00E+0 0.45 4.02E-2 0.02 1.00E+0 2.14 0.00E+0 -0.71 3.65E-3 1.70 0.00E+0 
CATMA3OA08820F1 AT3G09940 -0.23 7.63E-1 -0.87 1.02E-6 0.39 1.27E-1 0.27 7.05E-1 0.07 1.00E+0 -0.61 2.83E-2 -0.02 1.00E+0 
CATMA3OA08900F1 AT3G10010 0.35 2.61E-1 0.98 1.61E-8 0.44 5.24E-2 0.77 6.80E-5 -0.57 2.28E-3 0.08 1.00E+0 -0.10 1.00E+0 
CATMA3OA08910F1 AT3G10020 0.69 9.10E-4 0.27 4.65E-1 -0.52 8.53E-3 0.28 6.66E-1 0.35 2.11E-1 -0.10 1.00E+0 1.14 2.68E-11 
CATMA3OA08930F1 AT3G10040 -1.37 5.19E-14 -0.96 3.70E-8 -1.20 0.00E+0 -1.10 5.33E-10 -0.24 7.24E-1 0.14 1.00E+0 -0.03 1.00E+0 
CATMA3OA09080R1 AT3G10120 -1.50 0.00E+0 -1.03 2.39E-9 0.05 1.00E+0 -0.14 1.00E+0 -0.26 5.88E-1 0.33 1.00E+0 -0.35 2.72E-1 
CATMA3OA09120F1 AT3G10160 0.59 7.30E-3 0.13 1.00E+0 -0.07 1.00E+0 -0.10 1.00E+0 0.25 6.64E-1 -0.05 1.00E+0 0.26 6.90E-1 
CATMA3OA09160R1 AT3G10190 -0.03 1.00E+0 -0.32 2.85E-1 0.60 1.03E-3 -0.27 7.43E-1 0.63 5.20E-4 0.35 1.00E+0 -0.28 5.88E-1 
CATMA3OC57142R1 AT3G10200 -0.61 4.91E-3 -0.62 1.29E-3 -0.28 5.80E-1 -0.40 1.87E-1 -0.08 1.00E+0 -0.13 1.00E+0 -0.16 1.00E+0 
CATMA3OC57143F1 AT3G10290 -0.33 3.38E-1 -0.70 1.81E-4 -0.15 1.00E+0 -0.53 2.01E-2 0.27 5.39E-1 0.08 1.00E+0 -0.14 1.00E+0 
CATMA3OA09290R1 AT3G10300 0.75 1.78E-4 0.20 7.82E-1 0.07 1.00E+0 0.05 1.00E+0 0.28 5.07E-1 -0.02 1.00E+0 0.41 1.22E-1 
CATMA3OA09310R1 AT3G10310 -0.49 4.23E-2 -0.38 1.24E-1 -0.61 1.01E-3 -0.26 7.57E-1 -0.32 3.24E-1 -0.44 4.51E-1 0.12 1.00E+0 
CATMA3OA09320F1 AT3G10320 -1.17 2.26E-10 -1.49 0.00E+0 -0.38 1.57E-1 -0.05 1.00E+0 0.75 1.25E-5 0.41 6.23E-1 0.94 9.10E-8 
CATMA3OA09340R1 AT3G10340 -0.69 8.92E-4 0.05 1.00E+0 0.49 1.69E-2 0.08 1.00E+0 -0.64 3.91E-4 0.07 1.00E+0 -1.14 2.50E-11 
CATMA3OA09430F1 AT3G10430 0.51 3.17E-2 1.44 0.00E+0 -0.30 4.78E-1 0.00 1.00E+0 -0.24 7.57E-1 0.01 1.00E+0 0.03 1.00E+0 
CATMA3OA09450R1 AT3G10450 0.66 1.46E-3 1.37 0.00E+0 -0.09 1.00E+0 0.69 6.43E-4 0.33 2.71E-1 0.87 6.00E-5 1.05 1.47E-9 
CATMA3OA09500R1 AT3G10500 -1.13 1.31E-9 -0.35 1.96E-1 -0.18 1.00E+0 0.08 1.00E+0 -0.63 4.54E-4 0.16 1.00E+0 -0.48 3.86E-2 
CATMA3ON100666F1 AT3G10520 0.27 5.69E-1 -0.39 1.06E-1 0.44 4.89E-2 1.01 2.00E-8 0.39 1.07E-1 -0.29 1.00E+0 0.89 6.48E-7 
CATMA3OB09530F1 AT3G10525 0.02 1.00E+0 -1.27 5.17E-14 0.35 2.56E-1 -0.63 2.48E-3 1.09 1.00E-11 -0.11 1.00E+0 0.23 8.74E-1 
CATMA3ON94412R1 AT3G10600 1.76 0.00E+0 0.16 9.36E-1 0.42 7.18E-2 -0.04 1.00E+0 1.06 3.59E-11 -0.84 1.37E-4 0.77 3.21E-5 
CATMA3OA09695F1 AT3G10660 -0.09 1.00E+0 -1.03 2.29E-9 -0.02 1.00E+0 -0.07 1.00E+0 0.40 9.03E-2 -0.78 7.14E-4 0.24 8.22E-1 
CATMA3OA09750R1 AT3G10710 -0.19 9.05E-1 -1.22 5.82E-13 0.24 8.09E-1 -0.21 1.00E+0 1.02 2.20E-10 -0.07 1.00E+0 0.79 1.74E-5 
CATMA3OA09760F1 AT3G10720 0.49 4.16E-2 0.00 1.00E+0 0.20 1.00E+0 0.35 3.25E-1 -0.51 9.15E-3 -0.81 3.05E-4 -0.33 3.48E-1 
CATMA3OA09870F1 AT3G10815 -0.68 9.94E-4 0.20 7.85E-1 -0.01 1.00E+0 0.07 1.00E+0 -0.41 7.73E-2 0.50 2.02E-1 -0.28 5.56E-1 
CATMA3OA09980F1 AT3G10930 -1.20 5.69E-11 0.12 1.00E+0 0.44 5.02E-2 0.71 3.49E-4 -0.90 4.38E-8 0.51 1.60E-1 -0.53 1.32E-2 
CATMA3OA10010F1 AT3G10960 -0.71 4.82E-4 -0.36 1.58E-1 0.09 1.00E+0 -0.61 4.37E-3 -0.18 1.00E+0 0.18 1.00E+0 -0.63 1.47E-3 
CATMA3OA10085R1 AT3G11020 0.24 7.09E-1 0.85 2.06E-6 -0.10 1.00E+0 0.74 1.89E-4 -0.84 4.33E-7 -0.11 1.00E+0 -0.17 1.00E+0 
CATMA3ON94416R1 AT3G11080 -1.43 0.00E+0 0.02 1.00E+0 0.22 9.45E-1 0.70 5.57E-4 -1.19 3.06E-14 -0.01 1.00E+0 -0.91 3.28E-7 
CATMA3OA10150R1 AT3G11090 0.26 6.25E-1 0.73 7.32E-5 0.16 1.00E+0 0.03 1.00E+0 -0.21 9.31E-1 -0.04 1.00E+0 -0.32 3.78E-1 
CATMA3OA10190F1 AT3G11150 1.40 1.10E-14 0.94 7.59E-8 0.34 2.69E-1 0.41 1.61E-1 0.59 1.49E-3 -0.26 1.00E+0 0.42 9.73E-2 
CATMA3OA10210R1 AT3G11180 0.08 1.00E+0 0.66 4.68E-4 -0.07 1.00E+0 0.16 1.00E+0 -0.04 1.00E+0 0.33 1.00E+0 0.07 1.00E+0 
CATMA3ON100670F1 AT3G11210 -1.30 9.18E-13 -0.08 1.00E+0 0.15 1.00E+0 -0.19 1.00E+0 -0.96 3.42E-9 0.64 1.67E-2 -1.24 2.54E-13 
CATMA3OA10280R1 AT3G11260 -0.46 7.00E-2 0.52 1.08E-2 -0.28 5.59E-1 -0.10 1.00E+0 -0.75 1.17E-5 0.43 5.27E-1 -0.34 2.95E-1 
CATMA3OA10300F1 AT3G11280 0.88 6.14E-6 0.73 7.53E-5 0.25 7.71E-1 0.19 1.00E+0 0.32 3.06E-1 0.25 1.00E+0 0.33 3.30E-1 
CATMA3OA10360R1 AT3G11340 0.87 8.38E-6 0.77 2.57E-5 0.82 6.97E-7 0.99 4.50E-8 0.10 1.00E+0 0.02 1.00E+0 0.33 3.30E-1 
CATMA3OA10362R1 AT3G11370 1.25 1.01E-11 -0.16 9.35E-1 0.28 5.85E-1 0.38 2.22E-1 0.91 2.51E-8 -0.44 4.30E-1 1.06 7.46E-10 
CATMA3OA10365R1 AT3G11385 0.41 1.30E-1 -0.92 1.68E-7 -0.09 1.00E+0 0.13 1.00E+0 0.79 2.72E-6 -0.58 5.31E-2 0.85 2.85E-6 
CATMA3OA10368R1 AT3G11402 0.59 7.61E-3 0.58 3.45E-3 0.03 1.00E+0 0.43 1.23E-1 -0.24 7.31E-1 -0.15 1.00E+0 0.17 1.00E+0 
CATMA3OA10420R1 AT3G11430 -0.97 2.83E-7 -0.28 4.12E-1 1.40 0.00E+0 -2.08 0.00E+0 -0.28 4.95E-1 0.48 2.45E-1 -3.29 0.00E+0 
CATMA3OA10430R1 AT3G11440 0.67 1.20E-3 0.65 6.62E-4 0.00 1.00E+0 0.06 1.00E+0 0.09 1.00E+0 0.25 1.00E+0 0.26 7.10E-1 
CATMA3OA10440F1 AT3G11450 0.60 5.60E-3 0.58 3.06E-3 0.09 1.00E+0 0.11 1.00E+0 0.04 1.00E+0 0.03 1.00E+0 0.12 1.00E+0 
CATMA3OA10458R1 AT3G11480 -0.09 1.00E+0 -0.31 2.93E-1 0.26 6.95E-1 0.39 2.16E-1 0.16 1.00E+0 -0.08 1.00E+0 0.70 2.75E-4 
CATMA3OA10480F1 AT3G11520 -0.83 2.03E-5 -0.89 4.21E-7 -0.01 1.00E+0 -0.31 5.26E-1 0.13 1.00E+0 0.14 1.00E+0 -0.12 1.00E+0 
CATMA3OA10500R1 AT3G11550 0.27 5.81E-1 -1.72 0.00E+0 0.21 1.00E+0 -0.51 3.07E-2 1.24 0.00E+0 -0.78 6.71E-4 0.44 7.34E-2 
CATMA3OA10540F1 AT3G11580 -0.54 1.73E-2 -0.19 8.41E-1 -0.49 1.65E-2 -0.72 3.31E-4 -0.29 4.44E-1 0.15 1.00E+0 -0.55 9.70E-3 
CATMA3OA10570R1 AT3G11600 0.39 1.82E-1 -0.24 5.89E-1 0.48 2.17E-2 0.23 9.54E-1 0.64 3.44E-4 0.17 1.00E+0 0.47 4.31E-2 
CATMA3OA10630R1 AT3G11690 0.65 2.03E-3 0.34 2.11E-1 0.08 1.00E+0 0.45 8.82E-2 0.33 2.58E-1 0.07 1.00E+0 0.78 2.80E-5 
CATMA3OA10640R1 AT3G11700 -0.34 2.98E-1 -0.99 1.45E-8 0.06 1.00E+0 -0.38 2.37E-1 0.51 9.38E-3 -0.27 1.00E+0 0.00 1.00E+0 
CATMA3OA10650F1 AT3G11720 0.39 1.77E-1 0.60 2.23E-3 0.16 1.00E+0 0.48 5.03E-2 -0.26 6.09E-1 -0.03 1.00E+0 -0.11 1.00E+0 
CATMA3ON94417F1 AT3G11750 -0.07 1.00E+0 0.25 5.41E-1 1.05 2.39E-11 2.20 0.00E+0 0.09 1.00E+0 0.61 2.96E-2 1.29 1.62E-14 
CATMA3OA10690R1 AT3G11760 0.62 3.52E-3 0.24 5.99E-1 0.04 1.00E+0 0.43 1.22E-1 0.25 6.63E-1 -0.11 1.00E+0 0.65 8.77E-4 
CATMA3OA10755F1 AT3G11820 -0.31 4.05E-1 -0.21 7.15E-1 0.00 1.00E+0 -0.41 1.58E-1 -0.32 3.29E-1 -0.18 1.00E+0 -0.72 1.47E-4 
CATMA3OA10770F1 AT3G11840 -0.56 1.13E-2 0.53 9.22E-3 0.31 4.23E-1 0.10 1.00E+0 -1.03 1.38E-10 0.14 1.00E+0 -1.40 0.00E+0 
CATMA3OA10825R1 AT3G11900 -1.57 0.00E+0 -1.20 2.02E-12 -0.07 1.00E+0 -0.27 7.03E-1 -0.31 3.61E-1 0.20 1.00E+0 -0.46 5.41E-2 
CATMA3OA10850R1 AT3G11930 0.75 2.05E-4 0.15 9.82E-1 -0.26 6.89E-1 -0.03 1.00E+0 0.56 3.02E-3 0.01 1.00E+0 0.79 1.99E-5 
CATMA3OA11000R1 AT3G12080 0.88 5.49E-6 0.69 2.27E-4 -0.14 1.00E+0 -0.12 1.00E+0 0.24 7.31E-1 -0.25 1.00E+0 0.47 4.31E-2 
CATMA3OA11050R1 AT3G12110 -0.01 1.00E+0 -1.23 3.92E-13 0.28 5.70E-1 -0.36 2.97E-1 0.80 1.92E-6 -0.42 6.05E-1 0.24 8.00E-1 
CATMA3ON90959F1 AT3G12230 -0.98 2.40E-7 -0.87 1.05E-6 0.27 6.37E-1 1.20 6.26E-12 -0.56 3.15E-3 -0.42 5.72E-1 0.66 7.89E-4 
CATMA3OF01008F1 AT3G12240 0.49 4.37E-2 -1.64 0.00E+0 0.18 1.00E+0 -0.04 1.00E+0 1.06 3.09E-11 -0.87 6.98E-5 0.88 8.06E-7 
CATMA3OA11270R1 AT3G12320 1.77 0.00E+0 2.14 0.00E+0 -0.38 1.60E-1 0.64 2.29E-3 0.13 1.00E+0 0.55 8.91E-2 1.26 7.78E-14 
CATMA3OA11440F1 AT3G12500 -3.95 0.00E+0 -0.56 4.56E-3 0.05 1.00E+0 0.38 2.48E-1 -2.83 0.00E+0 0.98 2.39E-6 -2.51 0.00E+0 
CATMA3OA11450R1 AT3G12510 -0.45 7.50E-2 0.72 1.04E-4 -0.47 2.81E-2 -0.12 1.00E+0 -0.58 1.89E-3 0.48 2.47E-1 -0.06 1.00E+0 
CATMA3OA11460F1 AT3G12520 0.74 2.69E-4 1.99 0.00E+0 -0.37 1.71E-1 0.72 3.05E-4 -0.54 4.83E-3 0.81 3.07E-4 0.53 1.48E-2 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA3OA11490R1 AT3G12540 -0.08 1.00E+0 -1.38 0.00E+0 0.20 1.00E+0 0.10 1.00E+0 0.79 2.44E-6 -0.46 3.55E-1 0.96 4.92E-8 
CATMA3OA11535F1 AT3G12580 0.15 1.00E+0 0.07 1.00E+0 0.43 6.42E-2 -0.28 6.76E-1 -0.09 1.00E+0 -0.22 1.00E+0 -0.84 3.17E-6 
CATMA3OA11570F1 AT3G12610 -0.36 2.50E-1 -1.48 0.00E+0 0.01 1.00E+0 -0.37 2.52E-1 0.56 2.83E-3 -0.59 4.64E-2 0.17 1.00E+0 
CATMA3OA11640F1 AT3G12670 -0.01 1.00E+0 -0.01 1.00E+0 0.15 1.00E+0 0.60 5.14E-3 -0.10 1.00E+0 -0.12 1.00E+0 0.34 3.15E-1 
CATMA3OA11680R1 AT3G12700 -2.03 0.00E+0 0.81 7.21E-6 -1.09 3.77E-12 -0.28 6.74E-1 -2.10 0.00E+0 0.59 4.30E-2 -1.22 6.84E-13 
CATMA3OA11690F1 AT3G12710 0.23 7.61E-1 -1.55 0.00E+0 0.66 1.92E-4 -0.27 7.19E-1 1.05 5.43E-11 -0.77 8.40E-4 0.31 4.51E-1 
CATMA3OA11700F1 AT3G12720 -0.85 1.36E-5 0.13 1.00E+0 0.05 1.00E+0 -0.12 1.00E+0 -0.46 3.02E-2 0.47 3.07E-1 -0.90 5.16E-7 
CATMA3OA11725F1 AT3G12750 -1.26 6.33E-12 -0.42 7.28E-2 -0.38 1.60E-1 -0.05 1.00E+0 -0.57 2.67E-3 0.31 1.00E+0 -0.16 1.00E+0 
CATMA3OA11760F1 AT3G12800 -0.65 1.85E-3 -0.26 4.84E-1 0.02 1.00E+0 0.10 1.00E+0 -0.22 8.61E-1 0.23 1.00E+0 -0.10 1.00E+0 
CATMA3OA11780F1 AT3G12820 0.77 1.08E-4 0.00 1.00E+0 0.32 3.67E-1 1.01 1.91E-8 0.99 8.20E-10 0.30 1.00E+0 1.69 0.00E+0 
CATMA3OA11790F1 AT3G12830 -0.24 7.05E-1 -1.09 2.58E-10 0.17 1.00E+0 -0.77 7.05E-5 0.76 8.01E-6 -0.04 1.00E+0 -0.23 8.67E-1 
CATMA3OA11830F1 AT3G12870 -0.55 1.61E-2 -0.59 2.66E-3 0.21 1.00E+0 -0.17 1.00E+0 -0.02 1.00E+0 -0.08 1.00E+0 -0.30 4.94E-1 
CATMA3OA11860R1 AT3G12900 -4.16 0.00E+0 -4.12 0.00E+0 0.03 1.00E+0 1.38 0.00E+0 0.69 8.73E-5 -0.92 1.70E-5 2.04 0.00E+0 
CATMA3OA11870R1 AT3G12910 -4.28 0.00E+0 0.05 1.00E+0 -0.12 1.00E+0 -0.38 2.50E-1 -4.48 0.00E+0 0.27 1.00E+0 -4.59 0.00E+0 
CATMA3OA11900F1 AT3G12920 0.39 1.67E-1 0.65 5.94E-4 0.47 2.85E-2 0.48 5.59E-2 -0.21 8.94E-1 0.13 1.00E+0 -0.23 8.57E-1 
CATMA3ON100692R1 AT3G12977 1.22 2.99E-11 0.81 6.62E-6 -0.07 1.00E+0 0.63 2.96E-3 0.36 1.81E-1 -0.04 1.00E+0 1.15 1.58E-11 
CATMA3OA12010F1 AT3G13000 -0.03 1.00E+0 -0.67 3.62E-4 -0.23 8.76E-1 -0.32 4.77E-1 0.26 6.22E-1 -0.21 1.00E+0 0.12 1.00E+0 
CATMA3OA12060F1 AT3G13040 1.23 2.13E-11 1.11 7.95E-11 -0.68 1.13E-4 -0.26 7.81E-1 0.30 4.03E-1 0.29 1.00E+0 0.67 5.90E-4 
CATMA3OA12115F1 AT3G13080 -1.18 1.80E-10 1.02 4.07E-9 0.84 3.18E-7 0.61 4.52E-3 -1.95 0.00E+0 0.19 1.00E+0 -2.38 0.00E+0 
CATMA3ON94428F1 AT3G13090 -2.40 0.00E+0 -1.18 4.78E-12 0.89 5.20E-8 1.57 0.00E+0 -1.30 0.00E+0 0.10 1.00E+0 -0.44 7.63E-2 
CATMA3OA12130F1 AT3G13100 -1.19 9.76E-11 0.17 9.15E-1 0.72 3.12E-5 0.25 8.49E-1 -1.24 0.00E+0 -0.16 1.00E+0 -1.99 0.00E+0 
CATMA3OA12140F1 AT3G13120 0.69 8.92E-4 0.30 3.51E-1 0.20 1.00E+0 -0.17 1.00E+0 0.12 1.00E+0 -0.11 1.00E+0 0.03 1.00E+0 
CATMA3OA12190F1 AT3G13175 -0.33 3.26E-1 -0.86 1.12E-6 -0.28 5.64E-1 -0.73 2.31E-4 0.32 2.94E-1 -0.37 1.00E+0 -0.06 1.00E+0 
CATMA3OC57183R1 AT3G13210 1.50 0.00E+0 1.51 0.00E+0 0.35 2.34E-1 0.89 1.54E-6 0.25 6.71E-1 0.08 1.00E+0 0.64 1.10E-3 
CATMA3OA12380F1 AT3G13275 0.08 1.00E+0 -0.22 7.00E-1 0.63 4.75E-4 -0.02 1.00E+0 0.31 3.52E-1 -0.01 1.00E+0 -0.32 4.03E-1 
CATMA3OA12420F1 AT3G13310 -0.67 1.43E-3 -0.25 5.57E-1 -0.25 7.38E-1 -0.59 6.87E-3 -0.32 3.15E-1 0.27 1.00E+0 -0.67 4.95E-4 
CATMA3OC57190R1 AT3G13400 -1.03 4.76E-8 -1.27 6.15E-14 -0.42 7.03E-2 0.10 1.00E+0 0.44 4.35E-2 0.25 1.00E+0 0.87 1.18E-6 
CATMA3ON91348R1 AT3G13432 -0.06 1.00E+0 1.56 0.00E+0 0.86 1.31E-7 0.56 1.33E-2 -1.16 2.88E-13 0.50 2.08E-1 -1.59 0.00E+0 
CATMA3OC57963R1 AT3G13437 1.16 3.70E-10 1.08 2.85E-10 0.16 1.00E+0 -0.36 2.89E-1 0.30 4.00E-1 0.44 4.41E-1 0.16 1.00E+0 
CATMA3ON91028F1 AT3G13450 -0.20 8.58E-1 0.36 1.59E-1 0.30 4.36E-1 0.14 1.00E+0 0.15 1.00E+0 0.66 1.05E-2 0.01 1.00E+0 
CATMA3OA12660R1 AT3G13520 -0.40 1.54E-1 -1.27 6.15E-14 0.40 9.95E-2 -0.40 1.89E-1 0.69 8.61E-5 -0.20 1.00E+0 -0.15 1.00E+0 
CATMA3OA12750R1 AT3G13600 -0.29 5.11E-1 -0.74 5.63E-5 0.26 6.82E-1 -0.27 7.00E-1 0.34 2.46E-1 -0.30 1.00E+0 -0.41 1.12E-1 
CATMA3OA12760R1 AT3G13610 -1.86 0.00E+0 -2.00 0.00E+0 0.33 3.07E-1 0.48 5.79E-2 0.01 1.00E+0 -0.27 1.00E+0 0.26 6.91E-1 
CATMA3OA12770F1 AT3G13620 -0.71 5.00E-4 -0.78 1.65E-5 -0.08 1.00E+0 -0.43 1.26E-1 0.10 1.00E+0 0.07 1.00E+0 -0.28 5.95E-1 
CATMA3OA12810R1 AT3G13650 -1.05 2.22E-8 -1.04 1.76E-9 0.55 3.92E-3 0.10 1.00E+0 0.05 1.00E+0 -0.06 1.00E+0 -0.55 9.79E-3 
CATMA3OC57195F1 AT3G13672 -1.33 3.16E-13 -1.02 4.44E-9 -0.33 3.27E-1 -0.86 4.00E-6 -0.13 1.00E+0 -0.04 1.00E+0 -0.44 6.93E-2 
CATMA3OA12920F1 AT3G13730 0.86 9.61E-6 1.96 0.00E+0 0.69 7.81E-5 1.82 0.00E+0 -0.93 1.46E-8 0.15 1.00E+0 0.27 6.41E-1 
CATMA3OA12935R1 AT3G13750 0.00 1.00E+0 -0.23 6.50E-1 -0.06 1.00E+0 0.48 5.72E-2 0.32 3.20E-1 0.07 1.00E+0 0.68 4.17E-4 
CATMA3OA12940R1 AT3G13760 0.85 1.14E-5 0.48 2.45E-2 0.31 4.17E-1 0.35 3.22E-1 0.25 6.66E-1 -0.10 1.00E+0 0.25 7.56E-1 
CATMA3OA12980R1 AT3G13782 -0.07 1.00E+0 -0.55 6.80E-3 0.08 1.00E+0 0.60 5.05E-3 0.31 3.61E-1 -0.04 1.00E+0 0.99 1.49E-8 
CATMA3OA13000F1 AT3G13790 0.69 8.49E-4 0.64 7.74E-4 -0.02 1.00E+0 -0.13 1.00E+0 -0.19 1.00E+0 -0.07 1.00E+0 -0.05 1.00E+0 
CATMA3OA13050F1 AT3G13840 -2.35 0.00E+0 -2.48 0.00E+0 0.82 6.96E-7 -0.38 2.22E-1 0.09 1.00E+0 -0.47 3.08E-1 -1.26 9.28E-14 
CATMA3OA13170R1 AT3G13950 -2.18 0.00E+0 0.00 1.00E+0 0.34 2.59E-1 0.07 1.00E+0 -2.25 0.00E+0 0.05 1.00E+0 -2.44 0.00E+0 
CATMA3OA13210F1 AT3G13980 -0.63 2.92E-3 -0.51 1.46E-2 0.22 9.80E-1 0.28 6.98E-1 0.16 1.00E+0 0.15 1.00E+0 0.02 1.00E+0 
CATMA3OA13250R1 AT3G14020 -1.66 0.00E+0 -1.34 0.00E+0 -0.91 1.67E-8 -1.42 0.00E+0 0.07 1.00E+0 0.36 1.00E+0 -0.44 7.81E-2 
CATMA3ON100712F1 AT3G14050 1.36 6.18E-14 1.15 1.27E-11 -0.36 2.11E-1 0.00 1.00E+0 0.20 9.48E-1 -0.04 1.00E+0 0.56 7.83E-3 
CATMA3OA13280F1 AT3G14060 2.20 0.00E+0 2.23 0.00E+0 -1.12 7.66E-13 0.51 3.23E-2 0.31 3.40E-1 0.31 1.00E+0 1.91 0.00E+0 
CATMA3OA13290F1 AT3G14067 -0.75 1.79E-4 -1.37 0.00E+0 -0.46 3.47E-2 -0.67 1.02E-3 0.56 3.18E-3 -0.10 1.00E+0 0.26 6.85E-1 
CATMA3OA13300F1 AT3G14070 -1.10 3.39E-9 -1.21 8.72E-13 0.00 1.00E+0 -0.56 1.23E-2 0.04 1.00E+0 0.12 1.00E+0 -0.64 1.23E-3 
CATMA3OA13450R1 AT3G14190 -0.63 3.35E-3 -0.70 1.87E-4 0.05 1.00E+0 -0.24 8.77E-1 -0.03 1.00E+0 -0.02 1.00E+0 -0.16 1.00E+0 
CATMA3OA13500F1 AT3G14225 -2.85 0.00E+0 -1.69 0.00E+0 -0.68 1.11E-4 -0.87 3.46E-6 -1.66 0.00E+0 -0.69 6.06E-3 -1.86 0.00E+0 
CATMA3OA13520F1 AT3G14240 -0.62 3.61E-3 -0.89 4.03E-7 -0.27 6.26E-1 -0.29 6.40E-1 0.12 1.00E+0 -0.17 1.00E+0 0.08 1.00E+0 
CATMA3OA13540F1 AT3G14260 0.44 9.32E-2 -0.40 9.79E-2 0.54 5.65E-3 0.78 5.72E-5 0.82 1.06E-6 0.02 1.00E+0 1.08 4.08E-10 
CATMA3OA13560F1 AT3G14280 0.02 1.00E+0 -0.12 1.00E+0 -0.60 1.27E-3 -0.54 1.98E-2 0.20 9.80E-1 0.12 1.00E+0 0.33 3.48E-1 
CATMA3OA13580F1 AT3G14310 -0.46 7.00E-2 -0.66 4.62E-4 -0.35 2.49E-1 -0.38 2.33E-1 -0.03 1.00E+0 -0.19 1.00E+0 -0.10 1.00E+0 
CATMA3OC57205F1 AT3G14350 -0.39 1.68E-1 -0.67 3.42E-4 0.05 1.00E+0 -0.31 5.27E-1 0.41 7.33E-2 -0.03 1.00E+0 0.07 1.00E+0 
CATMA3ON91331F1 AT3G14362 1.23 1.90E-11 0.48 2.30E-2 0.16 1.00E+0 0.09 1.00E+0 0.35 2.20E-1 -0.14 1.00E+0 0.20 9.90E-1 
CATMA3OA13640F1 AT3G14370 -0.44 8.48E-2 -1.99 0.00E+0 -0.23 8.77E-1 -0.72 3.09E-4 0.83 7.70E-7 -0.81 3.16E-4 0.41 1.23E-1 
CATMA3OA13690R1 AT3G14415 1.35 1.02E-13 0.90 2.82E-7 0.02 1.00E+0 0.25 8.14E-1 0.48 2.13E-2 0.06 1.00E+0 0.76 4.02E-5 
CATMA3OA13740F1 AT3G14460 -0.83 2.12E-5 -0.44 4.65E-2 0.78 3.91E-6 0.49 4.70E-2 -0.84 4.76E-7 -0.33 1.00E+0 -1.27 6.25E-14 
CATMA3ON94434F1 AT3G14510 -0.06 1.00E+0 -1.62 0.00E+0 0.22 9.72E-1 -0.83 1.21E-5 0.90 4.78E-8 -0.54 1.13E-1 -0.08 1.00E+0 
CATMA3ON90989F1 AT3G14515 0.11 1.00E+0 -1.13 3.83E-11 -0.15 1.00E+0 -0.40 1.77E-1 0.68 1.13E-4 -0.55 8.80E-2 0.40 1.40E-1 
CATMA3OA13860R1 AT3G14560 -1.63 0.00E+0 -0.32 2.60E-1 -0.41 8.75E-2 0.18 1.00E+0 -0.12 1.00E+0 1.26 7.63E-11 0.73 1.14E-4 
CATMA3OA13940R1 AT3G14620 -1.17 2.20E-10 0.11 1.00E+0 -0.26 7.10E-1 0.22 9.99E-1 -1.44 0.00E+0 -0.01 1.00E+0 -1.06 1.03E-9 
CATMA3ON94435R1 AT3G14630 0.08 1.00E+0 -0.55 5.96E-3 -0.11 1.00E+0 0.28 6.74E-1 0.26 6.33E-1 -0.06 1.00E+0 0.76 3.93E-5 
CATMA3OF01020R1 AT3G14640 -0.15 1.00E+0 -0.61 1.48E-3 -0.18 1.00E+0 0.28 6.91E-1 0.32 3.03E-1 -0.13 1.00E+0 0.69 2.85E-4 
CATMA3ON91080R1 AT3G14650 -0.66 1.77E-3 -0.23 6.34E-1 -0.06 1.00E+0 0.07 1.00E+0 -0.15 1.00E+0 0.21 1.00E+0 0.05 1.00E+0 
CATMA3OA14030R1 AT3G14680 -0.05 1.00E+0 -0.80 8.93E-6 -0.25 8.00E-1 0.45 8.77E-2 0.31 3.69E-1 -0.39 8.30E-1 0.99 1.37E-8 
CATMA3OA14050R1 AT3G14700 -1.70 0.00E+0 -0.30 3.43E-1 0.29 5.19E-1 0.62 3.76E-3 -0.78 4.01E-6 0.68 7.11E-3 -0.50 2.79E-2 
CATMA3OA14090F1 AT3G14740 -0.27 5.76E-1 -0.69 2.21E-4 -0.13 1.00E+0 0.09 1.00E+0 0.06 1.00E+0 -0.33 1.00E+0 0.33 3.38E-1 
CATMA3OA14120F1 AT3G14770 -0.53 2.22E-2 0.82 4.45E-6 -0.23 8.69E-1 0.39 2.12E-1 -0.54 5.54E-3 0.91 2.25E-5 0.07 1.00E+0 
CATMA3OA14190R1 AT3G14840 -0.70 6.46E-4 -0.64 7.80E-4 0.04 1.00E+0 -0.16 1.00E+0 -0.28 5.19E-1 0.05 1.00E+0 -0.25 7.47E-1 
CATMA3OA14210R1 AT3G14850 0.32 3.83E-1 -1.69 0.00E+0 0.04 1.00E+0 -0.72 2.99E-4 1.54 0.00E+0 -0.54 9.95E-2 0.85 2.22E-6 
CATMA3OA14280R1 AT3G14920 -0.44 8.22E-2 -0.78 1.69E-5 0.17 1.00E+0 0.03 1.00E+0 0.38 1.37E-1 0.05 1.00E+0 0.25 7.44E-1 
CATMA3OA14295R1 AT3G14940 0.75 2.05E-4 0.26 4.84E-1 1.19 0.00E+0 1.57 0.00E+0 0.34 2.22E-1 -0.07 1.00E+0 0.72 1.30E-4 
CATMA3OA14470F1 AT3G15115 0.05 1.00E+0 -1.17 7.69E-12 -0.06 1.00E+0 -0.08 1.00E+0 0.75 1.02E-5 -0.39 7.88E-1 0.92 2.08E-7 
CATMA3OA14490F1 AT3G15130 -0.14 1.00E+0 0.72 1.05E-4 -0.40 1.09E-1 0.15 1.00E+0 -0.76 6.94E-6 0.16 1.00E+0 -0.20 1.00E+0 
CATMA3OA14565R1 AT3G15210 -0.28 5.19E-1 -0.59 2.38E-3 -0.06 1.00E+0 -0.60 5.16E-3 0.38 1.37E-1 0.01 1.00E+0 -0.23 8.58E-1 
CATMA3OA14610R1 AT3G15240 -0.26 6.11E-1 -1.01 6.60E-9 -0.12 1.00E+0 -0.60 5.54E-3 0.37 1.54E-1 -0.21 1.00E+0 -0.16 1.00E+0 
CATMA3OA14620F1 AT3G15250 0.83 2.51E-5 -0.10 1.00E+0 0.49 1.66E-2 -0.38 2.21E-1 0.63 4.40E-4 -0.34 1.00E+0 -0.26 7.14E-1 
CATMA3OA14710R1 AT3G15350 -0.85 1.36E-5 -1.16 1.09E-11 -0.40 1.02E-1 -0.71 3.54E-4 0.13 1.00E+0 -0.14 1.00E+0 -0.15 1.00E+0 
CATMA3OA14760F1 AT3G15353 -1.83 0.00E+0 -1.87 0.00E+0 -0.81 1.19E-6 -1.18 2.29E-11 0.51 1.11E-2 0.33 1.00E+0 -0.34 3.12E-1 
CATMA3OA14720F1 AT3G15354 0.88 5.13E-6 0.98 2.16E-8 -0.15 1.00E+0 0.06 1.00E+0 0.18 1.00E+0 0.44 4.82E-1 0.37 2.14E-1 
CATMA3OA14725F1 AT3G15356 0.90 3.04E-6 1.55 0.00E+0 0.33 3.02E-1 0.95 1.79E-7 -0.55 3.51E-3 0.20 1.00E+0 -0.04 1.00E+0 
CATMA3OA14790R1 AT3G15370 0.26 6.02E-1 -0.58 3.31E-3 0.72 2.44E-5 -0.51 3.12E-2 1.38 0.00E+0 0.25 1.00E+0 0.08 1.00E+0 
CATMA3OA14860F1 AT3G15440 0.34 3.05E-1 0.58 3.30E-3 -0.16 1.00E+0 0.43 1.17E-1 -0.04 1.00E+0 0.10 1.00E+0 0.63 1.57E-3 
CATMA3OA14870R1 AT3G15450 0.92 1.57E-6 1.08 3.28E-10 -0.47 2.98E-2 0.42 1.39E-1 -0.18 1.00E+0 -0.04 1.00E+0 0.73 1.00E-4 
CATMA3OA14910R1 AT3G15500 -1.74 0.00E+0 0.63 9.01E-4 -0.53 6.54E-3 0.28 6.87E-1 -1.01 3.98E-10 1.59 0.00E+0 -0.30 4.90E-1 
CATMA3OA14920R1 AT3G15510 0.32 3.55E-1 -0.16 9.56E-1 -0.26 6.80E-1 0.63 2.48E-3 0.62 5.79E-4 0.23 1.00E+0 1.57 0.00E+0 
CATMA3OA14930R1 AT3G15518 -2.15 0.00E+0 -0.05 1.00E+0 0.52 8.80E-3 -0.22 9.97E-1 -1.86 0.00E+0 0.08 1.00E+0 -2.68 0.00E+0 
CATMA3OA14960R1 AT3G15540 -1.56 0.00E+0 -1.96 0.00E+0 0.22 9.89E-1 -0.56 1.27E-2 0.19 1.00E+0 -0.01 1.00E+0 -0.41 1.21E-1 
CATMA3OA14970R1 AT3G15560 -0.76 1.49E-4 -0.58 2.99E-3 -0.41 8.63E-2 -0.45 8.24E-2 -0.20 9.84E-1 -0.17 1.00E+0 -0.13 1.00E+0 
CATMA3OA14990F1 AT3G15580 -0.63 3.07E-3 -0.36 1.67E-1 -0.30 4.37E-1 -0.17 1.00E+0 -0.16 1.00E+0 0.13 1.00E+0 0.05 1.00E+0 
CATMA3OA15040R1 AT3G15640 -0.27 5.56E-1 -0.66 4.81E-4 0.21 1.00E+0 -0.18 1.00E+0 0.32 3.12E-1 0.05 1.00E+0 -0.05 1.00E+0 
CATMA3OC57226R1 AT3G15650 0.79 6.12E-5 0.78 1.55E-5 0.39 1.22E-1 0.50 3.63E-2 -0.25 6.77E-1 0.21 1.00E+0 -0.05 1.00E+0 
CATMA3OA15065F1 AT3G15670 -0.74 2.49E-4 0.56 5.46E-3 -0.86 1.59E-7 -0.20 1.00E+0 -0.70 5.37E-5 0.76 1.20E-3 -0.13 1.00E+0 
CATMA3OC57228R1 AT3G15760 -0.78 9.45E-5 0.30 3.28E-1 0.69 7.62E-5 1.03 1.17E-8 -1.16 2.04E-13 -0.18 1.00E+0 -0.82 8.01E-6 
CATMA3OC57229R1 AT3G15770 -0.77 1.29E-4 0.05 1.00E+0 0.53 6.49E-3 0.95 1.81E-7 -0.73 2.26E-5 0.28 1.00E+0 -0.25 7.29E-1 
CATMA3OA15190R1 AT3G15800 -0.54 1.64E-2 -0.68 2.64E-4 -0.22 9.58E-1 -0.63 2.98E-3 0.29 4.40E-1 0.14 1.00E+0 -0.03 1.00E+0 
CATMA3OB15210R1 AT3G15820 0.95 6.56E-7 0.50 1.68E-2 0.45 4.25E-2 -0.18 1.00E+0 0.46 3.28E-2 0.03 1.00E+0 -0.11 1.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA3OA15230F1 AT3G15840 0.42 1.23E-1 0.15 9.69E-1 -0.10 1.00E+0 0.72 2.74E-4 0.31 3.37E-1 -0.11 1.00E+0 1.02 5.15E-9 
CATMA3OA15360F1 AT3G15950 0.81 4.01E-5 1.09 1.94E-10 -0.41 9.70E-2 0.39 1.97E-1 -0.29 4.47E-1 0.11 1.00E+0 0.63 1.54E-3 
CATMA3OA15370F1 AT3G15960 -1.08 7.97E-9 -1.81 0.00E+0 0.15 1.00E+0 -0.51 2.94E-2 0.66 2.11E-4 -0.24 1.00E+0 -0.18 1.00E+0 
CATMA3OA15450R1 AT3G16030 -1.04 2.81E-8 -0.43 5.52E-2 -0.18 1.00E+0 0.01 1.00E+0 -1.01 3.93E-10 -0.43 5.08E-1 -0.81 8.45E-6 
CATMA3OA15560R1 AT3G16150 -1.63 0.00E+0 0.67 3.80E-4 0.01 1.00E+0 -0.51 3.33E-2 -0.01 1.00E+0 2.09 0.00E+0 -0.44 7.25E-2 
CATMA3OA15580R1 AT3G16170 -0.74 2.39E-4 -0.31 3.16E-1 -0.04 1.00E+0 0.14 1.00E+0 -0.08 1.00E+0 0.16 1.00E+0 0.10 1.00E+0 
CATMA3OC57234R1 AT3G16220 -0.29 4.70E-1 0.47 2.71E-2 0.20 1.00E+0 0.56 1.35E-2 -0.73 2.33E-5 0.11 1.00E+0 -0.40 1.31E-1 
CATMA3OA15645R1 AT3G16240 1.10 3.40E-9 -1.82 0.00E+0 1.38 0.00E+0 -0.29 6.38E-1 2.25 0.00E+0 -0.69 5.83E-3 0.59 3.45E-3 
CATMA3OA15680R1 AT3G16280 -1.74 0.00E+0 -0.51 1.48E-2 0.00 1.00E+0 -0.80 2.98E-5 -0.66 2.10E-4 0.67 8.27E-3 -1.46 0.00E+0 
CATMA3OA15740R1 AT3G16330 -0.27 5.77E-1 -0.37 1.42E-1 0.18 1.00E+0 -0.29 5.96E-1 0.27 5.42E-1 0.17 1.00E+0 -0.63 1.37E-3 
CATMA3OA15770R1 AT3G16350 0.81 4.01E-5 0.62 1.17E-3 0.21 1.00E+0 0.53 2.26E-2 0.22 8.79E-1 0.18 1.00E+0 0.70 2.48E-4 
CATMA3OC57235R1 AT3G16360 -0.32 3.62E-1 0.68 3.16E-4 -0.74 1.48E-5 -0.77 6.41E-5 -0.61 7.99E-4 0.61 3.24E-2 -0.39 1.52E-1 
CATMA3OA15780R1 AT3G16370 -1.88 0.00E+0 0.82 4.32E-6 -1.13 4.62E-13 -0.46 7.28E-2 -1.57 0.00E+0 1.26 9.09E-11 -0.86 1.69E-6 
CATMA3OF02931R1 AT3G16390 -1.64 0.00E+0 -1.10 1.67E-10 -0.65 3.22E-4 0.41 1.54E-1 -0.66 1.77E-4 0.06 1.00E+0 0.44 7.46E-2 
CATMA3OA15815R1 AT3G16400 -2.02 0.00E+0 -1.25 1.67E-13 -0.69 7.79E-5 0.74 1.80E-4 -0.66 2.30E-4 0.24 1.00E+0 0.69 3.60E-4 
CATMA3OC57237R1 AT3G16410 0.03 1.00E+0 -1.01 5.64E-9 -0.09 1.00E+0 -0.32 4.74E-1 0.89 6.71E-8 -0.02 1.00E+0 0.68 4.10E-4 
CATMA3OC57239R1 AT3G16430 0.28 5.33E-1 0.61 1.81E-3 -0.57 2.52E-3 0.13 1.00E+0 -0.10 1.00E+0 0.20 1.00E+0 0.59 3.52E-3 
CATMA3OA15865R1 AT3G16440 1.31 6.88E-13 -0.91 2.52E-7 -0.10 1.00E+0 -0.31 5.27E-1 1.17 1.47E-13 -1.05 2.29E-7 1.10 1.73E-10 
CATMA3OA15870R1 AT3G16450 -0.50 3.57E-2 0.32 2.75E-1 -0.99 4.70E-10 0.22 9.79E-1 -0.36 1.88E-1 0.66 1.06E-2 0.93 1.46E-7 
CATMA3OA15880R1 AT3G16460 0.51 3.06E-2 0.44 5.34E-2 -0.65 3.22E-4 -0.05 1.00E+0 0.05 1.00E+0 -0.03 1.00E+0 0.65 8.24E-4 
CATMA3OA15910F1 AT3G16490 -0.45 7.80E-2 -1.00 7.73E-9 -0.50 1.36E-2 -0.71 4.10E-4 0.36 1.82E-1 -0.16 1.00E+0 0.14 1.00E+0 
CATMA3OA15920F1 AT3G16510 -0.73 3.25E-4 -0.93 9.94E-8 -0.01 1.00E+0 -0.51 3.46E-2 0.04 1.00E+0 -0.09 1.00E+0 -0.37 2.13E-1 
CATMA3OA15940F1 AT3G16520 -1.92 0.00E+0 -0.51 1.34E-2 -1.06 1.44E-11 -0.12 1.00E+0 -0.73 2.12E-5 0.58 4.93E-2 0.21 9.32E-1 
CATMA3OD02932F1 AT3G16530 -1.70 0.00E+0 0.64 8.43E-4 0.41 9.60E-2 0.51 3.03E-2 -1.86 0.00E+0 0.65 1.26E-2 -1.78 0.00E+0 
CATMA3OA15990F1 AT3G16560 2.54 0.00E+0 3.00 0.00E+0 0.33 3.29E-1 1.88 0.00E+0 -0.59 1.60E-3 0.16 1.00E+0 1.02 4.25E-9 
CATMA3ON94444F1 AT3G16565 0.02 1.00E+0 0.61 1.77E-3 0.08 1.00E+0 0.41 1.60E-1 -0.46 2.88E-2 0.01 1.00E+0 -0.15 1.00E+0 
CATMA3OA16085R1 AT3G16650 -0.69 7.56E-4 -0.20 7.85E-1 1.05 3.14E-11 0.95 2.03E-7 -0.43 5.57E-2 0.08 1.00E+0 -0.25 7.31E-1 
CATMA3ON100742F1 AT3G16690 0.82 2.94E-5 0.13 1.00E+0 -0.18 1.00E+0 0.05 1.00E+0 0.71 3.93E-5 0.10 1.00E+0 0.90 4.87E-7 
CATMA3OA16130R1 AT3G16720 -0.55 1.51E-2 -0.89 5.11E-7 0.09 1.00E+0 -0.57 1.05E-2 0.31 3.57E-1 -0.07 1.00E+0 -0.41 1.23E-1 
CATMA3OA16160F1 AT3G16750 0.69 7.59E-4 0.66 4.82E-4 -0.24 8.51E-1 0.13 1.00E+0 0.04 1.00E+0 0.08 1.00E+0 0.36 2.41E-1 
CATMA3OA16175R1 AT3G16770 -1.22 3.21E-11 -1.04 1.55E-9 -0.42 6.88E-2 -0.54 1.65E-2 0.02 1.00E+0 0.20 1.00E+0 -0.02 1.00E+0 
CATMA3OA16200R1 AT3G16800 2.22 0.00E+0 2.14 0.00E+0 -0.11 1.00E+0 0.13 1.00E+0 0.29 4.66E-1 0.21 1.00E+0 0.57 6.66E-3 
CATMA3OA16240R1 AT3G16850 0.55 1.56E-2 -0.35 1.88E-1 -0.10 1.00E+0 -0.44 1.02E-1 0.74 1.45E-5 -0.10 1.00E+0 0.42 1.08E-1 
CATMA3OA16260F1 AT3G16860 -0.94 8.86E-7 -0.13 1.00E+0 0.22 9.61E-1 0.13 1.00E+0 -0.63 4.65E-4 0.07 1.00E+0 -0.76 4.10E-5 
CATMA3OA16300R1 AT3G16900 -0.85 1.40E-5 -0.91 1.99E-7 -1.01 2.27E-10 -1.32 0.00E+0 0.30 4.15E-1 0.34 1.00E+0 -0.01 1.00E+0 
CATMA3OA16320F1 AT3G16920 -0.41 1.39E-1 -0.95 6.44E-8 0.44 4.97E-2 0.14 1.00E+0 0.35 2.01E-1 -0.20 1.00E+0 -0.04 1.00E+0 
CATMA3OA16400R1 AT3G17010 1.38 3.16E-14 2.29 0.00E+0 0.65 2.97E-4 1.40 0.00E+0 -0.01 1.00E+0 0.99 1.60E-6 0.70 2.21E-4 
CATMA3OA16420F1 AT3G17030 0.92 1.80E-6 0.74 4.85E-5 -0.14 1.00E+0 0.36 3.14E-1 0.03 1.00E+0 -0.31 1.00E+0 0.60 3.08E-3 
CATMA3OA16510R1 AT3G17110 -0.97 2.86E-7 0.40 9.44E-2 0.18 1.00E+0 0.51 3.44E-2 -0.33 2.69E-1 1.11 3.69E-8 0.07 1.00E+0 
CATMA3ON100748R1 AT3G17120 -0.66 1.51E-3 -0.89 5.17E-7 -0.13 1.00E+0 -0.37 2.63E-1 0.15 1.00E+0 -0.12 1.00E+0 -0.09 1.00E+0 
CATMA3OA16580F1 AT3G17170 0.64 2.34E-3 0.35 1.86E-1 0.18 1.00E+0 0.14 1.00E+0 -0.05 1.00E+0 -0.01 1.00E+0 0.03 1.00E+0 
CATMA3OA16590F1 AT3G17180 3.96 0.00E+0 3.89 0.00E+0 1.22 0.00E+0 2.54 0.00E+0 0.36 1.90E-1 0.49 2.44E-1 1.42 0.00E+0 
CATMA3OA16620R1 AT3G17210 0.68 1.09E-3 0.47 2.79E-2 0.07 1.00E+0 -0.07 1.00E+0 0.39 1.13E-1 0.16 1.00E+0 0.27 6.19E-1 
CATMA3OC57254R1 AT3G17380 -0.51 2.76E-2 -0.87 1.09E-6 -0.04 1.00E+0 -0.58 7.41E-3 0.47 2.58E-2 0.00 1.00E+0 -0.08 1.00E+0 
CATMA3OA16850F1 AT3G17420 -0.51 3.09E-2 -1.06 7.12E-10 0.43 6.40E-2 -0.17 1.00E+0 0.49 1.51E-2 0.01 1.00E+0 0.00 1.00E+0 
CATMA3OC57258R1 AT3G17580 -0.26 6.26E-1 -1.06 8.77E-10 0.05 1.00E+0 -0.42 1.37E-1 0.62 5.79E-4 -0.09 1.00E+0 0.24 8.22E-1 
CATMA3OA17020F1 AT3G17600 -0.29 4.88E-1 -1.67 0.00E+0 0.23 8.89E-1 -0.03 1.00E+0 1.07 2.68E-11 -0.33 1.00E+0 1.12 5.97E-11 
CATMA3OA17030R1 AT3G17609 0.92 1.81E-6 0.51 1.45E-2 0.22 9.55E-1 -0.38 2.48E-1 0.63 4.84E-4 0.20 1.00E+0 0.14 1.00E+0 
CATMA3OA17130F1 AT3G17680 -0.70 7.12E-4 -0.56 4.67E-3 0.09 1.00E+0 -0.28 6.75E-1 -0.01 1.00E+0 0.23 1.00E+0 -0.30 4.86E-1 
CATMA3OA17140R1 AT3G17690 -1.75 0.00E+0 0.47 2.71E-2 0.80 1.90E-6 0.62 3.38E-3 -2.15 0.00E+0 0.13 1.00E+0 -2.17 0.00E+0 
CATMA3OA17145R1 AT3G17700 -0.46 6.54E-2 0.07 1.00E+0 -0.08 1.00E+0 0.14 1.00E+0 -0.59 1.30E-3 0.06 1.00E+0 -0.23 8.37E-1 
CATMA3OA17250F1 AT3G17770 0.59 6.36E-3 0.89 4.96E-7 -0.35 2.30E-1 -0.14 1.00E+0 -0.24 7.36E-1 0.03 1.00E+0 -0.04 1.00E+0 
CATMA3OA17290R1 AT3G17790 -0.81 4.14E-5 0.59 2.52E-3 -0.37 1.66E-1 0.47 6.48E-2 -0.80 2.37E-6 0.74 1.72E-3 0.01 1.00E+0 
CATMA3OA17310R1 AT3G17810 -0.64 2.77E-3 -1.01 5.24E-9 -0.32 3.79E-1 -0.34 3.81E-1 0.12 1.00E+0 -0.20 1.00E+0 0.11 1.00E+0 
CATMA3OC57263R1 AT3G17820 -0.86 8.66E-6 -0.85 1.82E-6 -0.14 1.00E+0 -0.50 4.12E-2 -0.03 1.00E+0 0.06 1.00E+0 -0.56 8.29E-3 
CATMA3OA17520R1 AT3G18050 0.41 1.25E-1 -0.49 1.97E-2 0.05 1.00E+0 -0.66 1.39E-3 0.54 5.02E-3 -0.48 2.64E-1 -0.28 5.83E-1 
CATMA3OA17550R1 AT3G18080 0.61 4.63E-3 0.66 4.50E-4 0.27 6.11E-1 0.84 1.03E-5 -0.06 1.00E+0 0.30 1.00E+0 0.49 2.85E-2 
CATMA3OA17670R1 AT3G18160 -0.48 4.84E-2 -0.63 9.65E-4 -0.09 1.00E+0 -0.55 1.62E-2 0.17 1.00E+0 -0.08 1.00E+0 -0.34 3.17E-1 
CATMA3OC57266R1 AT3G18170 -0.16 1.00E+0 -1.44 0.00E+0 0.16 1.00E+0 -0.44 1.05E-1 0.86 2.26E-7 -0.45 3.92E-1 0.22 9.19E-1 
CATMA3ON94457R1 AT3G18180 -0.33 3.24E-1 -1.63 0.00E+0 0.27 6.68E-1 -0.40 1.76E-1 1.01 3.72E-10 -0.28 1.00E+0 0.42 1.02E-1 
CATMA3OA17720F1 AT3G18200 -0.13 1.00E+0 -2.15 0.00E+0 0.35 2.47E-1 -0.28 6.63E-1 1.02 1.87E-10 -0.98 2.56E-6 0.45 6.73E-2 
CATMA3OA17790F1 AT3G18250 -3.00 0.00E+0 1.46 0.00E+0 0.42 7.40E-2 0.12 1.00E+0 -3.96 0.00E+0 0.28 1.00E+0 -4.11 0.00E+0 
CATMA3ON100761F1 AT3G18260 -0.71 5.18E-4 -0.77 2.19E-5 -0.09 1.00E+0 -0.25 8.59E-1 0.27 5.68E-1 0.26 1.00E+0 0.11 1.00E+0 
CATMA3OA17820R1 AT3G18280 1.37 4.18E-14 1.22 6.56E-13 0.22 9.61E-1 0.35 3.38E-1 0.44 4.42E-2 0.22 1.00E+0 0.56 7.93E-3 
CATMA3OA17840R1 AT3G18290 2.97 0.00E+0 2.92 0.00E+0 0.06 1.00E+0 0.51 3.10E-2 0.13 1.00E+0 0.23 1.00E+0 0.61 2.62E-3 
CATMA3ON91308F1 AT3G18320 1.05 2.31E-8 0.65 5.58E-4 0.63 4.48E-4 0.69 6.87E-4 0.40 9.52E-2 0.00 1.00E+0 0.47 4.19E-2 
CATMA3OA17970F1 AT3G18400 0.45 7.86E-2 0.82 4.85E-6 1.32 0.00E+0 -0.96 1.70E-7 -0.15 1.00E+0 0.19 1.00E+0 -2.37 0.00E+0 
CATMA3OA18010R1 AT3G18440 0.95 6.87E-7 1.07 4.27E-10 0.47 3.04E-2 0.39 1.96E-1 -0.12 1.00E+0 0.22 1.00E+0 -0.08 1.00E+0 
CATMA3OC57271F1 AT3G18450 1.19 1.21E-10 -1.52 0.00E+0 0.60 1.22E-3 -0.03 1.00E+0 1.54 0.00E+0 -1.08 7.81E-8 0.79 1.86E-5 
CATMA3OA18030F1 AT3G18460 0.58 8.30E-3 -0.86 1.36E-6 0.12 1.00E+0 0.51 3.12E-2 0.63 4.40E-4 -0.67 8.18E-3 1.14 3.22E-11 
CATMA3OA18080F1 AT3G18490 -1.17 2.58E-10 -1.19 2.52E-12 -0.14 1.00E+0 -0.43 1.25E-1 -0.01 1.00E+0 -0.04 1.00E+0 -0.35 2.68E-1 
CATMA3OA18170R1 AT3G18560 0.89 4.39E-6 0.85 1.59E-6 0.81 1.03E-6 1.33 0.00E+0 0.27 5.37E-1 0.25 1.00E+0 0.76 3.93E-5 
CATMA3OA18220F1 AT3G18610 0.28 5.43E-1 0.61 1.54E-3 1.78 0.00E+0 1.87 0.00E+0 -0.31 3.36E-1 -0.08 1.00E+0 -0.30 4.57E-1 
CATMA3OA18290R1 AT3G18680 0.83 2.35E-5 0.51 1.37E-2 -0.09 1.00E+0 0.08 1.00E+0 0.16 1.00E+0 -0.05 1.00E+0 0.32 4.04E-1 
CATMA3OA18300F1 AT3G18690 -0.25 6.62E-1 -0.36 1.61E-1 0.35 2.41E-1 -0.26 8.04E-1 0.07 1.00E+0 0.01 1.00E+0 -0.65 8.22E-4 
CATMA3OA18320F1 AT3G18710 0.11 1.00E+0 -0.16 9.37E-1 0.24 8.64E-1 -0.44 9.74E-2 -0.06 1.00E+0 -0.09 1.00E+0 -0.88 9.70E-7 
CATMA3ON91004R1 AT3G18715 -0.76 1.50E-4 -0.19 8.39E-1 -0.16 1.00E+0 -0.26 7.91E-1 -0.29 4.45E-1 0.23 1.00E+0 -0.37 2.19E-1 
CATMA3OA18360F1 AT3G18750 -0.31 4.28E-1 -0.62 1.24E-3 -0.40 1.08E-1 -0.34 3.80E-1 -0.04 1.00E+0 -0.07 1.00E+0 0.01 1.00E+0 
CATMA3OA18390R1 AT3G18773 2.48 0.00E+0 2.29 0.00E+0 -0.05 1.00E+0 0.56 1.15E-2 0.35 2.15E-1 0.24 1.00E+0 1.02 3.92E-9 
CATMA3OA18400R1 AT3G18777 0.93 1.03E-6 0.55 6.03E-3 0.08 1.00E+0 -0.50 3.68E-2 0.82 9.86E-7 0.34 1.00E+0 0.21 9.40E-1 
CATMA3ON90913F1 AT3G18779 -1.19 9.24E-11 -2.14 0.00E+0 0.33 2.97E-1 -0.56 1.36E-2 0.60 1.03E-3 -0.05 1.00E+0 -0.17 1.00E+0 
CATMA3OA18430R1 AT3G18800 0.05 1.00E+0 -0.29 3.84E-1 -0.25 7.96E-1 -0.72 2.91E-4 0.01 1.00E+0 -0.28 1.00E+0 -0.23 8.38E-1 
CATMA3OA18460F1 AT3G18830 -0.77 1.02E-4 0.00 1.00E+0 -0.19 1.00E+0 -0.14 1.00E+0 -0.51 1.02E-2 0.17 1.00E+0 -0.44 7.57E-2 
CATMA3OA18540R1 AT3G18900 -1.39 1.10E-14 -1.41 0.00E+0 -0.94 4.86E-9 -0.66 1.26E-3 -0.19 1.00E+0 -0.14 1.00E+0 0.27 6.62E-1 
CATMA3ON90941R1 AT3G18960 0.80 5.56E-5 0.88 6.22E-7 -0.31 3.88E-1 -0.17 1.00E+0 0.07 1.00E+0 0.03 1.00E+0 0.35 2.64E-1 
CATMA3OA18660F1 AT3G19010 0.01 1.00E+0 1.03 2.87E-9 0.05 1.00E+0 0.48 5.78E-2 -0.77 5.09E-6 0.19 1.00E+0 -0.49 2.99E-2 
CATMA3OA18680F1 AT3G19030 1.40 1.10E-14 0.97 2.65E-8 0.76 6.38E-6 0.39 2.18E-1 0.59 1.57E-3 0.16 1.00E+0 0.23 8.42E-1 
CATMA3OA18840F1 AT3G19200 -0.82 3.14E-5 0.02 1.00E+0 -0.35 2.43E-1 0.36 3.04E-1 -0.56 2.87E-3 0.35 1.00E+0 0.17 1.00E+0 
CATMA3OA18970F1 AT3G19340 -0.47 5.59E-2 -0.65 5.71E-4 -0.38 1.49E-1 -0.40 1.92E-1 0.16 1.00E+0 -0.03 1.00E+0 0.13 1.00E+0 
CATMA3OA19030F1 AT3G19430 1.65 0.00E+0 -2.53 0.00E+0 1.12 6.95E-13 -0.57 9.80E-3 2.42 0.00E+0 -1.90 0.00E+0 0.96 4.61E-8 
CATMA3OA19045R1 AT3G19450 -0.31 4.09E-1 -0.65 5.58E-4 -0.14 1.00E+0 -0.29 5.91E-1 0.27 5.74E-1 -0.15 1.00E+0 0.12 1.00E+0 
CATMA3OA19140F1 AT3G19530 -0.48 4.81E-2 -0.38 1.33E-1 0.32 3.51E-1 -0.53 2.40E-2 -0.16 1.00E+0 0.10 1.00E+0 -0.98 1.99E-8 
CATMA3OA19250F1 AT3G19615 -2.69 0.00E+0 1.94 0.00E+0 0.25 7.37E-1 0.87 3.34E-6 -2.92 0.00E+0 1.81 0.00E+0 -2.30 0.00E+0 
CATMA3OA19300R1 AT3G19663 -0.75 1.83E-4 -0.07 1.00E+0 -1.00 2.91E-10 0.00 1.00E+0 -0.43 5.17E-2 0.20 1.00E+0 0.24 7.92E-1 
CATMA3OA19320R1 AT3G19680 -0.15 1.00E+0 -1.11 8.93E-11 -0.38 1.50E-1 -1.03 1.21E-8 0.83 7.60E-7 -0.07 1.00E+0 0.22 8.79E-1 
CATMA3OC57282F1 AT3G19710 0.85 1.18E-5 2.42 0.00E+0 0.30 4.87E-1 0.81 2.03E-5 -1.10 4.54E-12 0.59 4.47E-2 -0.64 1.21E-3 
CATMA3OA19540F1 AT3G19920 -0.45 7.13E-2 0.39 1.02E-1 -0.08 1.00E+0 0.06 1.00E+0 -0.20 9.45E-1 1.01 1.09E-6 0.12 1.00E+0 
CATMA3OA19545R1 AT3G19930 0.02 1.00E+0 0.70 1.51E-4 -0.42 7.49E-2 0.11 1.00E+0 -0.70 5.37E-5 0.03 1.00E+0 -0.11 1.00E+0 
CATMA3OA19570R1 AT3G19970 -0.58 7.87E-3 -0.76 3.18E-5 -0.02 1.00E+0 -0.50 3.74E-2 0.08 1.00E+0 -0.09 1.00E+0 -0.37 2.20E-1 
CATMA3OA19670R1 AT3G20040 0.78 7.96E-5 0.35 1.97E-1 -0.05 1.00E+0 0.30 5.79E-1 0.00 1.00E+0 -0.02 1.00E+0 0.41 1.10E-1 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA3OA19710R1 AT3G20080 0.51 2.96E-2 -0.08 1.00E+0 -0.37 1.69E-1 -0.04 1.00E+0 0.38 1.25E-1 -0.15 1.00E+0 0.77 2.90E-5 
CATMA3OA19790R1 AT3G20130 0.26 6.23E-1 -1.16 1.04E-11 0.07 1.00E+0 -0.32 4.49E-1 1.01 4.45E-10 -0.29 1.00E+0 0.66 6.40E-4 
CATMA3OA19810R1 AT3G20150 -0.48 4.75E-2 -0.68 2.63E-4 -0.17 1.00E+0 -0.25 8.30E-1 -0.06 1.00E+0 -0.08 1.00E+0 0.02 1.00E+0 
CATMA3OA19830R1 AT3G20160 0.75 2.17E-4 -1.66 0.00E+0 -0.49 1.79E-2 -0.62 3.23E-3 1.35 0.00E+0 -0.73 2.41E-3 1.19 2.77E-12 
CATMA3OA19880R1 AT3G20210 0.17 9.69E-1 0.77 2.53E-5 -0.18 1.00E+0 0.02 1.00E+0 0.01 1.00E+0 -0.09 1.00E+0 0.08 1.00E+0 
CATMA3OA19940F1 AT3G20260 -0.20 8.63E-1 -0.72 8.76E-5 -0.32 3.50E-1 -0.40 1.75E-1 0.25 6.49E-1 -0.42 6.04E-1 0.16 1.00E+0 
CATMA3OA20020F1 AT3G20340 -1.18 1.79E-10 -0.92 1.46E-7 -0.58 2.17E-3 -0.67 1.00E-3 -0.16 1.00E+0 0.12 1.00E+0 -0.33 3.49E-1 
CATMA3OA20040F1 AT3G20360 0.97 2.82E-7 -0.77 2.01E-5 0.92 1.27E-8 0.47 6.48E-2 0.09 1.00E+0 -1.76 0.00E+0 -0.41 1.14E-1 
CATMA3OA20050R1 AT3G20370 -0.75 1.86E-4 -0.42 7.43E-2 -1.02 1.48E-10 -0.50 3.64E-2 -0.03 1.00E+0 0.40 7.27E-1 0.64 1.31E-3 
CATMA3OC57288R1 AT3G20380 1.30 9.35E-13 1.05 1.27E-9 0.23 8.90E-1 0.47 6.02E-2 0.27 5.47E-1 -0.08 1.00E+0 0.50 2.35E-2 
CATMA3OC57290F1 AT3G20440 1.15 4.19E-10 0.98 1.91E-8 0.08 1.00E+0 0.19 1.00E+0 -0.31 3.59E-1 -0.31 1.00E+0 0.01 1.00E+0 
CATMA3OA20130F1 AT3G20450 -0.38 1.94E-1 -0.80 8.68E-6 0.14 1.00E+0 -0.64 1.98E-3 0.57 2.41E-3 0.08 1.00E+0 -0.16 1.00E+0 
CATMA3OA20140R1 AT3G20460 -0.63 3.11E-3 -0.97 2.21E-8 -0.11 1.00E+0 -0.88 2.70E-6 0.47 2.53E-2 0.05 1.00E+0 -0.09 1.00E+0 
CATMA3OA20150F1 AT3G20470 -0.85 1.34E-5 0.82 5.60E-6 -0.76 6.87E-6 -0.07 1.00E+0 -1.01 4.32E-10 0.69 5.52E-3 -0.29 5.26E-1 
CATMA3OA20220R1 AT3G20510 -1.54 0.00E+0 -1.39 0.00E+0 0.46 3.84E-2 -0.09 1.00E+0 -0.39 1.00E-1 -0.09 1.00E+0 -0.92 2.11E-7 
CATMA3OA20280R1 AT3G20557 -0.13 1.00E+0 -0.65 6.82E-4 0.22 9.83E-1 0.60 5.09E-3 0.65 2.42E-4 -0.16 1.00E+0 0.87 1.45E-6 
CATMA3OA20300F1 AT3G20570 -0.55 1.47E-2 -0.80 8.19E-6 0.07 1.00E+0 -0.55 1.47E-2 0.26 6.04E-1 0.13 1.00E+0 -0.36 2.53E-1 
CATMA3OC57293R1 AT3G20590 -0.44 8.56E-2 -0.67 3.61E-4 0.32 3.82E-1 0.69 6.41E-4 0.02 1.00E+0 -0.46 3.30E-1 0.56 7.31E-3 
CATMA3OA20370F1 AT3G20640 0.76 1.46E-4 0.55 6.21E-3 0.06 1.00E+0 -0.12 1.00E+0 0.45 3.48E-2 0.26 1.00E+0 0.14 1.00E+0 
CATMA3OA20390F1 AT3G20660 0.65 1.88E-3 1.13 3.21E-11 -0.25 7.64E-1 0.20 1.00E+0 -0.33 2.85E-1 0.21 1.00E+0 0.19 1.00E+0 
CATMA3OA20460F1 AT3G20710 -0.22 8.04E-1 0.18 8.57E-1 0.56 3.25E-3 1.00 3.16E-8 -0.24 7.36E-1 0.05 1.00E+0 0.03 1.00E+0 
CATMA3ON94466R1 AT3G20790 -0.15 1.00E+0 -0.62 1.29E-3 -0.11 1.00E+0 -0.26 8.04E-1 0.17 1.00E+0 -0.36 1.00E+0 0.03 1.00E+0 
CATMA3OA20550R1 AT3G20810 -1.22 2.93E-11 -1.64 0.00E+0 0.10 1.00E+0 -0.37 2.63E-1 0.26 5.88E-1 -0.25 1.00E+0 -0.14 1.00E+0 
CATMA3OA20560R1 AT3G20820 -0.10 1.00E+0 -0.70 1.67E-4 -0.40 1.05E-1 -0.80 2.63E-5 0.53 6.82E-3 -0.03 1.00E+0 0.46 5.17E-2 
CATMA3OA20570F1 AT3G20830 -0.76 1.64E-4 -0.31 3.20E-1 -0.15 1.00E+0 -0.03 1.00E+0 -0.49 1.74E-2 -0.01 1.00E+0 -0.39 1.60E-1 
CATMA3OA20600R1 AT3G20860 -1.02 5.82E-8 -0.70 1.88E-4 0.52 9.64E-3 -0.02 1.00E+0 -0.53 7.21E-3 -0.05 1.00E+0 -1.00 1.18E-8 
CATMA3ON91119R1 AT3G20940 1.20 7.14E-11 -0.61 1.60E-3 0.41 9.48E-2 -0.16 1.00E+0 1.39 0.00E+0 -0.27 1.00E+0 0.93 1.77E-7 
CATMA3OC57303R1 AT3G21000 0.20 8.67E-1 0.01 1.00E+0 0.86 1.85E-7 1.04 7.74E-9 0.02 1.00E+0 0.02 1.00E+0 0.06 1.00E+0 
CATMA3OC57304F1 AT3G21070 -0.06 1.00E+0 -1.02 4.28E-9 0.59 1.67E-3 0.09 1.00E+0 0.76 8.51E-6 -0.13 1.00E+0 0.32 4.06E-1 
CATMA3OA20920F1 AT3G21080 -1.22 3.39E-11 1.02 3.78E-9 -0.71 3.77E-5 0.12 1.00E+0 -1.77 0.00E+0 0.23 1.00E+0 -0.99 1.29E-8 
CATMA3OC57305F1 AT3G21090 -0.70 6.44E-4 -0.23 6.30E-1 -0.53 6.86E-3 -0.08 1.00E+0 -0.45 3.38E-2 0.47 2.93E-1 0.03 1.00E+0 
CATMA3OA21000F1 AT3G21150 -0.18 9.33E-1 -0.17 9.14E-1 0.45 4.51E-2 -0.06 1.00E+0 -0.19 9.98E-1 -0.01 1.00E+0 -0.74 7.66E-5 
CATMA3OC57306F1 AT3G21190 -0.56 1.15E-2 -0.68 2.77E-4 -0.10 1.00E+0 -0.23 9.45E-1 0.05 1.00E+0 -0.02 1.00E+0 -0.18 1.00E+0 
CATMA3OA21086F1 AT3G21240 -0.86 1.12E-5 -1.23 3.09E-13 -0.10 1.00E+0 0.32 4.50E-1 0.53 6.72E-3 0.09 1.00E+0 0.97 3.48E-8 
CATMA3OC57307F1 AT3G21260 1.47 0.00E+0 -0.09 1.00E+0 -0.30 4.77E-1 -0.62 3.32E-3 1.61 0.00E+0 0.12 1.00E+0 1.30 1.62E-14 
CATMA3OA21105R1 AT3G21270 1.03 3.94E-8 1.21 8.00E-13 -0.10 1.00E+0 -0.40 1.78E-1 -0.08 1.00E+0 0.48 2.78E-1 -0.19 1.00E+0 
CATMA3ON91316R1 AT3G21310 -0.73 3.52E-4 -0.82 4.58E-6 0.17 1.00E+0 -0.04 1.00E+0 -0.12 1.00E+0 -0.23 1.00E+0 -0.14 1.00E+0 
CATMA3OC57309F1 AT3G21340 0.07 1.00E+0 -2.13 0.00E+0 0.26 7.26E-1 0.17 1.00E+0 1.77 0.00E+0 -0.80 4.05E-4 1.62 0.00E+0 
CATMA3ON94469R1 AT3G21352 -1.22 3.31E-11 1.47 0.00E+0 -0.82 7.29E-7 0.79 3.65E-5 -2.17 0.00E+0 0.39 8.17E-1 -0.83 4.71E-6 
CATMA3OA21270R1 AT3G21390 0.96 4.40E-7 0.73 7.47E-5 0.09 1.00E+0 0.13 1.00E+0 0.23 7.67E-1 0.10 1.00E+0 0.34 3.23E-1 
CATMA3OA21285F1 AT3G21410 0.35 2.80E-1 0.31 2.98E-1 -0.17 1.00E+0 0.64 2.39E-3 -0.03 1.00E+0 -0.04 1.00E+0 0.58 4.90E-3 
CATMA3OA21290R1 AT3G21420 -2.07 0.00E+0 -0.83 3.50E-6 -0.36 2.19E-1 -0.78 5.26E-5 -0.54 4.61E-3 0.81 2.90E-4 -1.03 3.78E-9 
CATMA3OA21385F1 AT3G21510 -0.27 5.62E-1 -0.77 2.16E-5 -0.38 1.56E-1 -0.69 5.91E-4 0.51 9.29E-3 0.14 1.00E+0 0.27 6.10E-1 
CATMA3OA21390R1 AT3G21520 -3.14 0.00E+0 0.58 3.44E-3 0.60 1.04E-3 0.03 1.00E+0 -2.09 0.00E+0 2.18 0.00E+0 -2.44 0.00E+0 
CATMA3OA21400F1 AT3G21530 -0.20 8.76E-1 0.62 1.41E-3 0.17 1.00E+0 0.16 1.00E+0 -0.49 1.47E-2 0.41 6.66E-1 -0.30 4.56E-1 
CATMA3OA21420F1 AT3G21550 0.50 3.48E-2 -0.70 1.72E-4 0.70 4.83E-5 0.34 3.58E-1 0.66 2.02E-4 -0.52 1.48E-1 0.28 5.76E-1 
CATMA3OA21430R1 AT3G21560 -1.02 6.20E-8 -0.76 3.24E-5 -0.62 6.79E-4 -1.32 0.00E+0 0.33 2.74E-1 0.51 1.79E-1 -0.24 7.90E-1 
CATMA3OA21540F1 AT3G21670 -4.89 0.00E+0 -4.90 0.00E+0 -1.29 0.00E+0 -3.82 0.00E+0 -0.13 1.00E+0 0.17 1.00E+0 -2.53 0.00E+0 
CATMA3OA21550F1 AT3G21680 -0.72 3.92E-4 -1.32 0.00E+0 0.11 1.00E+0 -0.05 1.00E+0 0.15 1.00E+0 -0.54 9.60E-2 0.01 1.00E+0 
CATMA3OA21560R1 AT3G21690 -0.85 1.46E-5 0.70 1.50E-4 -0.31 4.31E-1 0.21 1.00E+0 -1.32 0.00E+0 0.38 8.76E-1 -0.77 2.90E-5 
CATMA3OA21580R1 AT3G21710 -0.65 2.23E-3 -1.39 0.00E+0 -0.46 3.75E-2 -1.09 1.03E-9 0.32 3.04E-1 -0.30 1.00E+0 -0.30 4.77E-1 
CATMA3OA21590F1 AT3G21720 -1.10 3.11E-9 -2.05 0.00E+0 -0.95 2.98E-9 -1.67 0.00E+0 0.70 5.17E-5 -0.36 1.00E+0 0.07 1.00E+0 
CATMA3OA21650F1 AT3G21790 -0.90 3.46E-6 -0.05 1.00E+0 0.01 1.00E+0 -0.20 1.00E+0 -0.59 1.44E-3 0.51 1.80E-1 -0.42 1.01E-1 
CATMA3ON98290R1 AT3G21805 0.85 1.37E-5 0.40 9.97E-2 -0.05 1.00E+0 -0.05 1.00E+0 0.28 5.25E-1 -0.15 1.00E+0 0.45 5.90E-2 
CATMA3OA21990R1 AT3G22060 -3.61 0.00E+0 -0.86 1.19E-6 -0.15 1.00E+0 -0.78 5.22E-5 -2.42 0.00E+0 0.77 8.96E-4 -2.97 0.00E+0 
CATMA3OA22000F1 AT3G22070 -0.03 1.00E+0 -0.57 3.88E-3 -0.16 1.00E+0 -0.64 2.01E-3 0.50 1.21E-2 -0.03 1.00E+0 -0.01 1.00E+0 
CATMA3OA22090F1 AT3G22160 -0.82 3.16E-5 0.21 7.21E-1 0.51 1.05E-2 0.15 1.00E+0 -0.82 1.07E-6 0.25 1.00E+0 -1.21 1.21E-12 
CATMA3OC57318R1 AT3G22200 -0.48 4.53E-2 -0.64 8.68E-4 0.01 1.00E+0 0.14 1.00E+0 0.12 1.00E+0 -0.05 1.00E+0 0.08 1.00E+0 
CATMA3OC57320F1 AT3G22231 0.13 1.00E+0 -0.76 2.87E-5 -0.01 1.00E+0 -0.36 2.89E-1 0.19 1.00E+0 -0.73 2.18E-3 -0.34 3.21E-1 
CATMA3ON91413R1 AT3G22232 -0.71 5.79E-4 -0.75 4.55E-5 0.04 1.00E+0 -0.48 5.42E-2 -0.12 1.00E+0 -0.14 1.00E+0 -0.60 2.76E-3 
CATMA3OA22365R1 AT3G22370 -0.79 6.71E-5 -0.12 1.00E+0 0.04 1.00E+0 -0.84 7.60E-6 -0.21 9.11E-1 0.38 8.81E-1 -1.08 3.10E-10 
CATMA3OA22380R1 AT3G22400 -0.58 7.91E-3 -1.06 6.78E-10 0.29 5.30E-1 -0.39 2.15E-1 0.15 1.00E+0 -0.31 1.00E+0 -0.70 2.60E-4 
CATMA3OC57321R1 AT3G22415 -0.40 1.47E-1 -0.78 1.47E-5 -0.01 1.00E+0 -0.15 1.00E+0 0.42 6.38E-2 -0.09 1.00E+0 0.15 1.00E+0 
CATMA3OA22450R1 AT3G22450 0.60 5.39E-3 0.45 4.08E-2 0.11 1.00E+0 0.15 1.00E+0 0.10 1.00E+0 -0.05 1.00E+0 0.24 7.72E-1 
CATMA3OC57324R1 AT3G22460 0.28 5.23E-1 0.69 1.97E-4 -0.35 2.56E-1 0.44 9.90E-2 -0.30 3.89E-1 0.20 1.00E+0 0.54 1.07E-2 
CATMA3OA22530F1 AT3G22540 -1.38 2.14E-14 -1.94 0.00E+0 -1.05 3.00E-11 -1.01 2.01E-8 -0.04 1.00E+0 -0.51 1.65E-1 0.11 1.00E+0 
CATMA3OA22540F1 AT3G22550 -1.39 1.10E-14 -0.62 1.24E-3 -0.25 7.73E-1 -0.55 1.36E-2 -0.60 1.19E-3 0.26 1.00E+0 -0.79 1.86E-5 
CATMA3OA22550F1 AT3G22560 0.48 4.56E-2 -0.02 1.00E+0 0.27 6.15E-1 0.13 1.00E+0 0.42 6.33E-2 0.23 1.00E+0 0.79 1.89E-5 
CATMA3OA22560F1 AT3G22570 1.25 8.22E-12 -0.87 1.06E-6 0.51 1.18E-2 0.18 1.00E+0 1.92 0.00E+0 -0.10 1.00E+0 1.59 0.00E+0 
CATMA3OC57326F1 AT3G22600 -0.28 5.46E-1 -0.42 7.12E-2 1.11 1.54E-12 -0.78 5.52E-5 0.10 1.00E+0 0.05 1.00E+0 -1.61 0.00E+0 
CATMA3OA22590R1 AT3G22620 -0.61 4.85E-3 -0.78 1.70E-5 1.15 1.32E-13 -0.97 8.71E-8 0.11 1.00E+0 -0.03 1.00E+0 -1.85 0.00E+0 
CATMA3OA22600F1 AT3G22640 -0.57 9.67E-3 0.28 4.02E-1 -0.33 3.33E-1 0.01 1.00E+0 -0.60 1.07E-3 0.23 1.00E+0 -0.02 1.00E+0 
CATMA3OA22700F1 AT3G22740 1.27 3.64E-12 2.06 0.00E+0 0.22 9.63E-1 0.64 2.27E-3 0.20 9.67E-1 1.04 3.32E-7 0.68 4.05E-4 
CATMA3ON100813F1 AT3G22790 -0.25 6.62E-1 -0.69 2.45E-4 -0.25 7.85E-1 -0.37 2.69E-1 0.19 1.00E+0 -0.22 1.00E+0 0.08 1.00E+0 
CATMA3OA22740F1 AT3G22800 -0.14 1.00E+0 0.52 1.17E-2 -0.03 1.00E+0 0.09 1.00E+0 -0.74 1.41E-5 -0.03 1.00E+0 -0.61 2.70E-3 
CATMA3OA22770R1 AT3G22830 -0.68 9.80E-4 -0.68 3.03E-4 0.13 1.00E+0 -0.37 2.60E-1 0.27 5.46E-1 -0.10 1.00E+0 -0.41 1.28E-1 
CATMA3OA22775F1 AT3G22840 -1.13 1.10E-9 -2.54 0.00E+0 -0.79 2.09E-6 -2.19 0.00E+0 1.36 0.00E+0 -0.13 1.00E+0 -0.17 1.00E+0 
CATMA3OC57329R1 AT3G22850 0.31 4.20E-1 0.73 7.94E-5 0.38 1.58E-1 0.93 4.59E-7 -0.40 8.86E-2 0.03 1.00E+0 0.26 6.82E-1 
CATMA3OA22820F1 AT3G22880 -0.37 2.18E-1 -0.64 8.51E-4 -0.15 1.00E+0 0.42 1.33E-1 -0.01 1.00E+0 0.15 1.00E+0 0.37 2.01E-1 
CATMA3OM00272R1 AT3G22886 -0.18 9.54E-1 -0.59 2.57E-3 0.01 1.00E+0 -0.29 6.42E-1 0.44 4.05E-2 -0.04 1.00E+0 0.51 2.21E-2 
CATMA3OA22825R1 AT3G22890 -0.40 1.42E-1 0.93 1.24E-7 0.06 1.00E+0 0.19 1.00E+0 -1.21 1.57E-14 0.18 1.00E+0 -1.03 2.90E-9 
CATMA3OA22850F1 AT3G22920 -0.18 9.54E-1 1.02 3.33E-9 0.00 1.00E+0 -0.19 1.00E+0 -0.37 1.42E-1 -0.06 1.00E+0 -0.34 3.20E-1 
CATMA3OC57330F1 AT3G22930 -1.45 0.00E+0 -1.04 1.68E-9 0.38 1.60E-1 -0.31 4.90E-1 -0.02 1.00E+0 0.26 1.00E+0 -0.87 1.24E-6 
CATMA3OC57332R1 AT3G22942 0.58 9.05E-3 0.69 2.15E-4 0.73 2.42E-5 0.99 4.50E-8 -0.10 1.00E+0 0.19 1.00E+0 0.23 8.43E-1 
CATMA3OA22910R1 AT3G22960 0.65 1.95E-3 0.32 2.69E-1 -0.03 1.00E+0 -0.30 5.87E-1 0.33 2.79E-1 -0.08 1.00E+0 0.03 1.00E+0 
CATMA3OA22920R1 AT3G22961 2.23 0.00E+0 1.25 1.49E-13 0.13 1.00E+0 -0.05 1.00E+0 0.73 2.13E-5 0.03 1.00E+0 0.84 3.77E-6 
CATMA3OA22955R2 AT3G23000 0.74 2.45E-4 0.72 9.31E-5 0.06 1.00E+0 0.20 1.00E+0 0.06 1.00E+0 -0.01 1.00E+0 0.20 1.00E+0 
CATMA3OA22990F1 AT3G23030 0.14 1.00E+0 0.68 2.67E-4 -0.23 8.89E-1 0.33 4.08E-1 -0.37 1.58E-1 0.15 1.00E+0 0.27 6.56E-1 
CATMA3OA22995R1 AT3G23050 -0.11 1.00E+0 -1.75 0.00E+0 0.09 1.00E+0 -0.50 3.55E-2 0.76 8.74E-6 -0.99 2.02E-6 0.16 1.00E+0 
CATMA3OA23010R1 AT3G23070 0.65 2.05E-3 0.66 4.19E-4 -0.34 2.82E-1 -0.12 1.00E+0 -0.15 1.00E+0 -0.21 1.00E+0 0.23 8.29E-1 
CATMA3OA23020F1 AT3G23080 1.08 7.19E-9 1.30 1.09E-14 -0.50 1.35E-2 0.73 2.40E-4 -0.37 1.39E-1 -0.20 1.00E+0 0.83 5.20E-6 
CATMA3OA23060F1 AT3G23110 -0.65 2.01E-3 -0.05 1.00E+0 0.06 1.00E+0 -0.01 1.00E+0 -0.52 8.76E-3 0.28 1.00E+0 -0.79 1.83E-5 
CATMA3OA23080F1 AT3G23120 -4.04 0.00E+0 -0.44 4.97E-2 0.77 5.27E-6 1.39 0.00E+0 -3.65 0.00E+0 0.23 1.00E+0 -3.16 0.00E+0 
CATMA3OA23140R1 AT3G23150 -0.79 7.17E-5 -0.41 7.95E-2 -0.85 2.37E-7 -0.56 1.18E-2 -0.37 1.40E-1 -0.01 1.00E+0 -0.10 1.00E+0 
CATMA3OA23160F1 AT3G23170 -2.70 0.00E+0 -3.12 0.00E+0 -0.55 4.24E-3 -1.57 0.00E+0 0.24 7.07E-1 -0.01 1.00E+0 -0.89 5.52E-7 
CATMA3OA23170F1 AT3G23175 -0.12 1.00E+0 -0.71 1.31E-4 0.46 3.21E-2 0.48 5.48E-2 0.32 2.96E-1 -0.37 9.92E-1 0.35 2.72E-1 
CATMA3OA23230F1 AT3G23230 -0.68 9.35E-4 0.05 1.00E+0 0.01 1.00E+0 -0.12 1.00E+0 -0.50 1.34E-2 0.17 1.00E+0 -0.51 1.98E-2 
CATMA3OA23240F1 AT3G23245 -0.86 8.95E-6 0.25 5.54E-1 -0.33 3.03E-1 0.18 1.00E+0 -0.75 1.28E-5 0.30 1.00E+0 -0.39 1.59E-1 
CATMA3OA23245R1 AT3G23250 -1.59 0.00E+0 0.00 1.00E+0 0.29 5.01E-1 -0.13 1.00E+0 -1.44 0.00E+0 0.30 1.00E+0 -1.70 0.00E+0 
CATMA3OA23290R1 AT3G23290 -1.93 0.00E+0 -1.78 0.00E+0 -0.29 4.96E-1 -0.69 6.42E-4 0.01 1.00E+0 0.19 1.00E+0 -0.72 1.23E-4 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA3OA23340R1 AT3G23410 0.82 3.18E-5 0.50 1.63E-2 0.03 1.00E+0 -0.12 1.00E+0 0.51 1.13E-2 -0.03 1.00E+0 0.40 1.32E-1 
CATMA3OC57344F1 AT3G23430 0.94 7.67E-7 1.03 2.82E-9 0.13 1.00E+0 0.35 3.56E-1 0.04 1.00E+0 0.13 1.00E+0 0.25 7.47E-1 
CATMA3OA23380R1 AT3G23450 -0.90 3.19E-6 0.89 4.72E-7 -1.06 1.55E-11 -0.26 8.02E-1 -0.98 1.53E-9 0.75 1.37E-3 -0.15 1.00E+0 
CATMA3ON94481R1 AT3G23470 -0.24 7.20E-1 -1.88 0.00E+0 -0.02 1.00E+0 -0.39 2.20E-1 0.88 1.07E-7 -0.87 6.50E-5 0.44 7.16E-2 
CATMA3OC57347R1 AT3G23480 -0.16 9.99E-1 -0.77 2.10E-5 -0.05 1.00E+0 -0.04 1.00E+0 0.55 3.84E-3 -0.15 1.00E+0 0.25 7.20E-1 
CATMA3ON100821R1 AT3G23510 1.54 0.00E+0 -0.38 1.22E-1 -0.07 1.00E+0 -0.03 1.00E+0 1.77 0.00E+0 0.03 1.00E+0 1.71 0.00E+0 
CATMA3ON100822R1 AT3G23530 0.59 6.49E-3 -0.93 9.79E-8 0.18 1.00E+0 -0.07 1.00E+0 1.25 0.00E+0 -0.83 1.86E-4 1.11 1.28E-10 
CATMA3OA23460F1 AT3G23550 0.58 8.88E-3 0.95 5.06E-8 0.46 3.35E-2 0.98 8.11E-8 0.05 1.00E+0 0.03 1.00E+0 0.71 1.67E-4 
CATMA3OA23470F1 AT3G23560 -0.59 7.06E-3 -0.47 2.90E-2 -0.39 1.23E-1 -0.11 1.00E+0 0.01 1.00E+0 0.22 1.00E+0 0.27 6.53E-1 
CATMA3ON100823F1 AT3G23570 -0.62 3.76E-3 1.06 9.13E-10 -0.19 1.00E+0 0.30 5.76E-1 -1.40 0.00E+0 0.42 6.09E-1 -0.84 3.80E-6 
CATMA3OA23485R1 AT3G23580 0.41 1.30E-1 0.70 1.71E-4 -0.16 1.00E+0 0.09 1.00E+0 -0.22 8.23E-1 0.08 1.00E+0 0.01 1.00E+0 
CATMA3OA23540R1 AT3G23630 0.78 9.18E-5 0.93 1.04E-7 0.15 1.00E+0 0.57 1.10E-2 0.00 1.00E+0 0.16 1.00E+0 0.44 6.97E-2 
CATMA3OA23670R1 AT3G23730 -0.01 1.00E+0 -2.44 0.00E+0 0.65 3.21E-4 -0.69 7.03E-4 1.82 0.00E+0 -0.79 5.72E-4 0.49 3.12E-2 
CATMA3OA23700F1 AT3G23760 0.04 1.00E+0 -0.80 8.09E-6 0.21 1.00E+0 -0.44 1.07E-1 0.69 7.09E-5 -0.12 1.00E+0 0.07 1.00E+0 
CATMA3OA23750R1 AT3G23800 1.47 0.00E+0 0.85 1.78E-6 -0.10 1.00E+0 0.47 5.90E-2 0.44 4.79E-2 -0.26 1.00E+0 1.01 8.43E-9 
CATMA3ON100824R1 AT3G23805 -0.36 2.46E-1 -0.95 4.85E-8 -0.20 1.00E+0 -0.70 4.37E-4 0.41 7.12E-2 -0.12 1.00E+0 -0.08 1.00E+0 
CATMA3OA23770F1 AT3G23810 -0.75 1.83E-4 -0.48 2.62E-2 -0.03 1.00E+0 -0.08 1.00E+0 -0.30 4.16E-1 0.06 1.00E+0 -0.37 1.99E-1 
CATMA3OA23780R1 AT3G23820 -0.67 1.29E-3 -1.00 7.89E-9 0.05 1.00E+0 -0.34 3.94E-1 0.28 4.79E-1 -0.10 1.00E+0 -0.14 1.00E+0 
CATMA3OC57354R1 AT3G23870 -0.05 1.00E+0 -0.63 9.95E-4 0.20 1.00E+0 0.04 1.00E+0 0.66 1.80E-4 0.02 1.00E+0 0.56 7.41E-3 
CATMA3OA23830F1 AT3G23880 1.32 3.72E-13 0.88 5.82E-7 0.10 1.00E+0 0.86 4.80E-6 0.18 1.00E+0 -0.28 1.00E+0 0.98 2.09E-8 
CATMA3OA23850R1 AT3G23920 -0.83 2.02E-5 -0.51 1.27E-2 -0.52 8.62E-3 -0.20 1.00E+0 -0.31 3.35E-1 0.06 1.00E+0 0.04 1.00E+0 
CATMA3OC57358R1 AT3G24020 0.30 4.44E-1 -1.56 0.00E+0 0.45 4.57E-2 -0.22 1.00E+0 1.14 5.47E-13 -0.78 6.20E-4 0.43 9.37E-2 
CATMA3OA24000R1 AT3G24070 0.77 1.04E-4 0.48 2.63E-2 -0.26 6.81E-1 0.06 1.00E+0 0.25 6.39E-1 0.01 1.00E+0 0.72 1.26E-4 
CATMA3OF02951F1 AT3G24130 0.26 6.40E-1 -0.62 1.27E-3 0.63 5.44E-4 0.18 1.00E+0 0.84 4.35E-7 0.02 1.00E+0 0.33 3.55E-1 
CATMA3OA24140F1 AT3G24210 0.12 1.00E+0 -1.04 1.84E-9 0.30 4.37E-1 0.07 1.00E+0 0.56 2.96E-3 -0.48 2.66E-1 0.39 1.70E-1 
CATMA3ON94487F1 AT3G24290 -1.13 1.04E-9 -2.56 0.00E+0 0.12 1.00E+0 -2.78 0.00E+0 2.23 0.00E+0 0.07 1.00E+0 -0.51 2.05E-2 
CATMA3OA24233F1 AT3G24300 0.94 8.93E-7 0.00 1.00E+0 0.43 6.62E-2 0.04 1.00E+0 1.26 0.00E+0 0.24 1.00E+0 0.88 9.98E-7 
CATMA3OA24236F1 AT3G24310 -0.71 5.10E-4 -0.45 4.16E-2 -1.20 0.00E+0 -1.61 0.00E+0 -0.13 1.00E+0 0.09 1.00E+0 -0.62 1.92E-3 
CATMA3OA24300F1 AT3G24360 -0.18 9.41E-1 -0.15 9.76E-1 0.79 2.73E-6 -0.32 4.75E-1 -0.12 1.00E+0 0.04 1.00E+0 -1.17 5.90E-12 
CATMA3OA24440R1 AT3G24510 -2.49 0.00E+0 0.41 8.04E-2 -0.25 7.72E-1 -0.13 1.00E+0 -2.36 0.00E+0 -0.01 1.00E+0 -2.24 0.00E+0 
CATMA3OA24470R1 AT3G24520 0.50 3.71E-2 -0.74 4.97E-5 -0.01 1.00E+0 -1.17 2.94E-11 0.89 5.78E-8 -0.14 1.00E+0 -0.10 1.00E+0 
CATMA3ON98291F1 AT3G24612 0.46 6.57E-2 0.74 5.81E-5 0.21 1.00E+0 0.18 1.00E+0 -0.07 1.00E+0 0.14 1.00E+0 0.13 1.00E+0 
CATMA3ON93007F1 AT3G24614 0.46 6.80E-2 0.74 5.80E-5 -0.02 1.00E+0 0.08 1.00E+0 -0.06 1.00E+0 0.08 1.00E+0 -0.03 1.00E+0 
CATMA3ON98292F1 AT3G24615 0.62 3.91E-3 0.46 3.82E-2 0.21 1.00E+0 0.20 1.00E+0 0.09 1.00E+0 -0.06 1.00E+0 -0.05 1.00E+0 
CATMA3OA24620F1 AT3G24670 0.18 9.37E-1 -1.59 0.00E+0 0.00 1.00E+0 -0.19 1.00E+0 1.17 1.18E-13 -0.70 4.79E-3 1.00 9.20E-9 
CATMA3OC57369R1 AT3G24715 0.15 1.00E+0 -0.75 4.45E-5 0.22 9.73E-1 -0.07 1.00E+0 0.60 1.04E-3 -0.22 1.00E+0 0.27 6.30E-1 
CATMA3OA24690R1 AT3G24750 0.10 1.00E+0 -1.85 0.00E+0 0.51 1.06E-2 -0.16 1.00E+0 1.05 6.36E-11 -0.87 5.68E-5 0.52 1.67E-2 
CATMA3ON91385F1 AT3G24982 -0.65 1.85E-3 0.26 5.22E-1 0.25 7.43E-1 0.64 1.94E-3 -1.16 1.90E-13 0.07 1.00E+0 -0.66 6.17E-4 
CATMA3ON91075F1 AT3G25020 -0.83 2.22E-5 0.34 2.05E-1 0.24 8.62E-1 0.66 1.46E-3 -1.00 7.08E-10 0.04 1.00E+0 -0.67 5.65E-4 
CATMA3OA24880R1 AT3G25030 -0.58 7.95E-3 -0.73 6.48E-5 0.27 6.34E-1 -0.99 5.69E-8 0.10 1.00E+0 0.09 1.00E+0 -1.18 4.52E-12 
CATMA3OA24955F1 AT3G25110 -0.49 3.96E-2 -0.31 3.00E-1 0.48 2.32E-2 -0.51 3.32E-2 -0.16 1.00E+0 0.30 1.00E+0 -1.21 1.03E-12 
CATMA3OA24970R1 AT3G25130 -1.25 7.75E-12 -1.09 1.86E-10 -0.45 4.66E-2 -0.48 5.74E-2 -0.41 8.25E-2 -0.19 1.00E+0 -0.38 1.81E-1 
CATMA3OA25040R1 AT3G25190 -3.98 0.00E+0 -4.32 0.00E+0 0.80 1.46E-6 0.93 4.72E-7 1.11 2.74E-12 -0.17 1.00E+0 1.33 0.00E+0 
CATMA3ON94495R1 AT3G25200 -0.29 5.01E-1 -0.24 5.77E-1 0.59 1.69E-3 -0.41 1.55E-1 -0.07 1.00E+0 0.16 1.00E+0 -1.05 1.14E-9 
CATMA3OA25100R1 AT3G25250 -0.45 8.07E-2 0.92 1.89E-7 0.13 1.00E+0 0.20 1.00E+0 -1.04 1.08E-10 0.35 1.00E+0 -0.99 1.49E-8 
CATMA3OA25140R1 AT3G25290 -0.87 6.35E-6 -1.00 7.32E-9 -0.39 1.36E-1 -0.36 3.05E-1 -0.12 1.00E+0 -0.26 1.00E+0 -0.05 1.00E+0 
CATMA3OA25220F1 AT3G25480 0.25 6.48E-1 0.40 9.24E-2 0.26 6.92E-1 0.65 1.88E-3 -0.11 1.00E+0 0.09 1.00E+0 0.32 3.66E-1 
CATMA3ON100858F1 AT3G25510 -1.00 1.06E-7 -0.33 2.29E-1 -0.78 3.38E-6 0.07 1.00E+0 -0.85 2.89E-7 0.13 1.00E+0 -0.03 1.00E+0 
CATMA3OA25380R1 AT3G25600 -0.14 1.00E+0 0.02 1.00E+0 0.35 2.37E-1 -0.09 1.00E+0 -0.27 5.64E-1 0.01 1.00E+0 -0.61 2.60E-3 
CATMA3ON94499F1 AT3G25610 -0.80 5.34E-5 0.28 4.22E-1 0.17 1.00E+0 -0.16 1.00E+0 -0.70 5.37E-5 0.23 1.00E+0 -0.87 1.25E-6 
CATMA3OA25400F1 AT3G25620 -0.75 1.82E-4 -0.81 7.36E-6 -0.03 1.00E+0 -0.44 9.49E-2 0.02 1.00E+0 -0.15 1.00E+0 -0.11 1.00E+0 
CATMA3ON94500F1 AT3G25650 -0.21 8.37E-1 -0.38 1.24E-1 0.45 4.16E-2 -0.36 3.04E-1 -0.16 1.00E+0 -0.20 1.00E+0 -0.65 1.02E-3 
CATMA3OC57383F1 AT3G25655 0.56 1.32E-2 -0.43 5.41E-2 -0.06 1.00E+0 -0.71 3.56E-4 1.05 6.48E-11 -0.10 1.00E+0 0.41 1.20E-1 
CATMA3OA25450F1 AT3G25670 1.29 1.47E-12 0.82 4.19E-6 0.63 4.83E-4 0.46 7.47E-2 0.33 2.79E-1 0.00 1.00E+0 0.28 6.05E-1 
CATMA3OC57384F1 AT3G25717 -0.49 4.39E-2 -0.28 4.26E-1 0.38 1.60E-1 0.99 4.56E-8 0.21 8.84E-1 0.36 1.00E+0 0.79 1.94E-5 
CATMA3OA25530R1 AT3G25730 -2.08 0.00E+0 -1.46 0.00E+0 -0.20 1.00E+0 -0.20 1.00E+0 -0.33 2.64E-1 0.42 6.17E-1 -0.28 5.91E-1 
CATMA3OA25590R1 AT3G25790 1.09 4.82E-9 2.30 0.00E+0 1.15 1.32E-13 2.48 0.00E+0 -1.24 0.00E+0 0.01 1.00E+0 0.32 4.03E-1 
CATMA3ON94501R1 AT3G25810 -0.31 4.07E-1 -0.23 6.21E-1 -0.73 2.00E-5 -0.14 1.00E+0 -0.06 1.00E+0 0.18 1.00E+0 0.49 2.84E-2 
CATMA3OC57392F1 AT3G25855 -0.75 1.91E-4 -0.52 1.21E-2 -0.02 1.00E+0 -0.63 2.43E-3 0.41 8.04E-2 0.59 4.38E-2 -0.50 2.37E-2 
CATMA3OA25680F1 AT3G25870 -0.71 4.59E-4 -0.42 6.41E-2 -0.63 5.53E-4 -0.61 4.38E-3 -0.25 6.51E-1 0.10 1.00E+0 -0.18 1.00E+0 
CATMA3OA25700F1 AT3G25882 -3.35 0.00E+0 -1.05 1.23E-9 0.80 1.91E-6 0.58 7.63E-3 -2.70 0.00E+0 -0.12 1.00E+0 -2.77 0.00E+0 
CATMA3OA25720R1 AT3G25900 -1.93 0.00E+0 -0.68 3.16E-4 0.03 1.00E+0 0.28 6.48E-1 -1.38 0.00E+0 -0.32 1.00E+0 -1.13 3.85E-11 
CATMA3OC57394F1 AT3G25905 -0.93 1.30E-6 -0.50 1.72E-2 -0.54 6.15E-3 -0.19 1.00E+0 -0.34 2.49E-1 0.21 1.00E+0 -0.01 1.00E+0 
CATMA3ON100867F1 AT3G25930 0.62 3.72E-3 -1.25 1.20E-13 0.51 1.27E-2 0.46 7.72E-2 1.37 0.00E+0 -0.60 3.29E-2 1.20 2.09E-12 
CATMA3OA25760R1 AT3G25950 -0.08 1.00E+0 -1.14 2.09E-11 -0.18 1.00E+0 -0.03 1.00E+0 0.98 1.28E-9 -0.02 1.00E+0 0.79 1.75E-5 
CATMA3OA25790R1 AT3G25980 -0.89 3.64E-6 -0.92 1.44E-7 0.17 1.00E+0 -0.26 8.07E-1 0.11 1.00E+0 0.01 1.00E+0 -0.32 3.96E-1 
CATMA3OB25835R1 AT3G26030 0.53 1.94E-2 0.45 4.10E-2 0.10 1.00E+0 0.37 2.60E-1 0.12 1.00E+0 -0.01 1.00E+0 0.61 2.49E-3 
CATMA3OA25840R1 AT3G26040 -0.48 4.55E-2 -0.20 7.68E-1 0.93 8.99E-9 0.17 1.00E+0 -0.17 1.00E+0 0.02 1.00E+0 -1.01 6.04E-9 
CATMA3OC57397R1 AT3G26080 -0.43 1.01E-1 0.91 2.64E-7 -0.04 1.00E+0 0.22 9.87E-1 -0.62 6.84E-4 0.30 1.00E+0 -0.49 3.15E-2 
CATMA3OA25890R1 AT3G26085 0.37 2.20E-1 0.59 2.60E-3 -0.10 1.00E+0 0.02 1.00E+0 0.02 1.00E+0 0.23 1.00E+0 0.16 1.00E+0 
CATMA3ON94504F1 AT3G26150 -0.57 1.05E-2 0.65 6.19E-4 -0.07 1.00E+0 0.62 3.08E-3 -0.16 1.00E+0 0.70 5.07E-3 0.39 1.64E-1 
CATMA3OF01092F1 AT3G26160 -0.34 2.92E-1 1.46 0.00E+0 0.08 1.00E+0 1.07 2.49E-9 0.00 1.00E+0 1.04 3.51E-7 0.64 1.24E-3 
CATMA3ON94505F1 AT3G26165 1.91 0.00E+0 2.66 0.00E+0 0.51 1.18E-2 1.53 0.00E+0 -0.04 1.00E+0 0.96 4.36E-6 0.78 2.61E-5 
CATMA3OA26050R1 AT3G26200 -2.96 0.00E+0 0.48 2.57E-2 -0.89 4.49E-8 0.01 1.00E+0 -3.62 0.00E+0 -0.11 1.00E+0 -2.66 0.00E+0 
CATMA3OA26060F1 AT3G26210 -0.07 1.00E+0 0.40 9.48E-2 -0.36 1.99E-1 -0.19 1.00E+0 -0.60 1.03E-3 -0.08 1.00E+0 -0.35 2.72E-1 
CATMA3OC57399F1 AT3G26220 -0.51 3.01E-2 0.87 9.06E-7 -0.53 7.54E-3 0.43 1.27E-1 -0.49 1.71E-2 0.67 9.41E-3 0.31 4.46E-1 
CATMA3OA26070F1 AT3G26230 -0.48 4.48E-2 0.65 5.60E-4 -0.42 7.07E-2 0.44 1.02E-1 -0.87 1.44E-7 0.26 1.00E+0 -0.17 1.00E+0 
CATMA3ON91169F1 AT3G26290 2.56 0.00E+0 0.86 1.13E-6 0.56 3.70E-3 0.48 5.48E-2 1.03 1.15E-10 -0.05 1.00E+0 0.97 3.53E-8 
CATMA3ON94508F1 AT3G26300 0.71 5.00E-4 0.14 1.00E+0 0.02 1.00E+0 0.20 1.00E+0 0.62 6.02E-4 0.31 1.00E+0 0.83 4.84E-6 
CATMA3ON91120F1 AT3G26310 -0.05 1.00E+0 0.89 4.86E-7 -0.33 3.22E-1 -0.28 6.90E-1 0.10 1.00E+0 0.00 1.00E+0 0.24 7.76E-1 
CATMA3ON90993F1 AT3G26330 -0.80 5.83E-5 -0.38 1.27E-1 -0.35 2.40E-1 -0.03 1.00E+0 -0.31 3.30E-1 0.19 1.00E+0 0.10 1.00E+0 
CATMA3OA26220R1 AT3G26380 -0.72 3.64E-4 -0.68 2.84E-4 0.83 4.76E-7 0.07 1.00E+0 0.09 1.00E+0 0.07 1.00E+0 -0.65 8.10E-4 
CATMA3OA26280R1 AT3G26440 1.27 4.10E-12 1.17 5.27E-12 -0.47 2.64E-2 -0.08 1.00E+0 -0.15 1.00E+0 -0.15 1.00E+0 0.32 3.93E-1 
CATMA3OC57404F1 AT3G26445 -0.80 5.70E-5 -0.49 2.09E-2 0.03 1.00E+0 0.27 7.09E-1 -0.27 5.65E-1 -0.05 1.00E+0 -0.07 1.00E+0 
CATMA3OF01102F1 AT3G26450 -3.15 0.00E+0 -2.47 0.00E+0 -1.05 2.12E-11 -0.66 1.45E-3 -0.55 3.55E-3 0.18 1.00E+0 -0.19 1.00E+0 
CATMA3OC57405F1 AT3G26460 -2.35 0.00E+0 -1.84 0.00E+0 -1.58 0.00E+0 -1.17 3.28E-11 -0.50 1.39E-2 0.29 1.00E+0 -0.15 1.00E+0 
CATMA3OA26310R1 AT3G26470 -1.01 7.66E-8 -0.27 4.70E-1 0.28 5.62E-1 -0.43 1.13E-1 -0.77 6.82E-6 0.08 1.00E+0 -1.39 0.00E+0 
CATMA3OA26340F1 AT3G26500 -0.68 9.70E-4 0.08 1.00E+0 0.17 1.00E+0 0.22 1.00E+0 -0.76 8.44E-6 -0.14 1.00E+0 -0.63 1.53E-3 
CATMA3OA26350F1 AT3G26510 0.19 9.25E-1 0.90 3.92E-7 -0.14 1.00E+0 0.50 3.54E-2 -0.33 2.54E-1 0.38 9.55E-1 0.42 9.53E-2 
CATMA3OA26355F1 AT3G26520 0.62 3.69E-3 0.12 1.00E+0 0.21 1.00E+0 0.00 1.00E+0 0.62 7.25E-4 -0.08 1.00E+0 0.41 1.14E-1 
CATMA3ON94511F1 AT3G26539 0.83 2.15E-5 0.75 4.20E-5 0.33 3.36E-1 0.35 3.51E-1 -0.09 1.00E+0 -0.21 1.00E+0 0.00 1.00E+0 
CATMA3OA26359F1 AT3G26550 -0.55 1.35E-2 -0.61 1.76E-3 0.08 1.00E+0 0.28 6.51E-1 -0.27 5.63E-1 -0.21 1.00E+0 -0.03 1.00E+0 
CATMA3OA26362R1 AT3G26570 0.88 4.75E-6 0.76 3.30E-5 -0.02 1.00E+0 -0.03 1.00E+0 -0.13 1.00E+0 0.43 4.93E-1 -0.13 1.00E+0 
CATMA3OA26380R1 AT3G26610 2.17 0.00E+0 1.07 4.18E-10 0.87 1.15E-7 0.61 4.42E-3 0.96 3.52E-9 -0.21 1.00E+0 0.81 1.02E-5 
CATMA3OA26440F1 AT3G26690 0.15 1.00E+0 -0.88 7.80E-7 0.12 1.00E+0 -0.18 1.00E+0 0.79 2.68E-6 -0.09 1.00E+0 0.67 5.48E-4 
CATMA3OA26450R1 AT3G26700 -0.40 1.59E-1 -1.14 2.68E-11 -0.16 1.00E+0 0.00 1.00E+0 0.33 2.70E-1 -0.50 1.94E-1 0.31 4.12E-1 
CATMA3OA26460R1 AT3G26710 0.79 7.69E-5 0.57 4.41E-3 -0.20 1.00E+0 -0.12 1.00E+0 0.17 1.00E+0 0.02 1.00E+0 0.39 1.71E-1 
CATMA3OA26465R1 AT3G26720 0.81 4.45E-5 0.37 1.36E-1 -0.01 1.00E+0 0.21 1.00E+0 0.05 1.00E+0 -0.22 1.00E+0 0.27 6.56E-1 
CATMA3OC57411R1 AT3G26740 -1.07 1.02E-8 -0.64 8.79E-4 -0.58 2.10E-3 -0.53 2.41E-2 -0.25 6.89E-1 0.31 1.00E+0 -0.15 1.00E+0 
CATMA3OA26480F1 AT3G26744 -0.42 1.12E-1 -0.84 2.57E-6 -0.29 5.20E-1 -0.61 4.36E-3 0.34 2.31E-1 -0.06 1.00E+0 0.23 8.51E-1 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA3OA26500R1 AT3G26760 -0.84 1.97E-5 -1.16 1.09E-11 -0.04 1.00E+0 -0.52 2.61E-2 0.10 1.00E+0 -0.15 1.00E+0 -0.34 2.91E-1 
CATMA3OF01108R1 AT3G26830 -2.09 0.00E+0 0.80 8.27E-6 -0.01 1.00E+0 0.38 2.26E-1 -2.36 0.00E+0 0.42 6.00E-1 -1.98 0.00E+0 
CATMA3OA26650F1 AT3G26910 -0.29 4.75E-1 0.08 1.00E+0 -0.05 1.00E+0 -0.23 9.62E-1 -0.40 9.10E-2 0.06 1.00E+0 -0.59 3.75E-3 
CATMA3ON100879F1 AT3G26950 -0.23 7.53E-1 -0.49 1.88E-2 -0.21 1.00E+0 -0.60 5.22E-3 0.15 1.00E+0 -0.04 1.00E+0 -0.23 8.32E-1 
CATMA3OA26752F1 AT3G26960 -0.18 9.52E-1 -0.11 1.00E+0 1.30 0.00E+0 2.15 0.00E+0 -0.10 1.00E+0 -0.23 1.00E+0 0.71 2.09E-4 
CATMA3ON91230R1 AT3G27027 1.37 4.18E-14 1.17 7.89E-12 0.29 5.06E-1 0.31 4.90E-1 0.31 3.55E-1 0.22 1.00E+0 0.40 1.29E-1 
CATMA3ON100880F1 AT3G27030 1.03 4.87E-8 0.88 7.67E-7 -0.07 1.00E+0 -0.09 1.00E+0 0.48 2.15E-2 0.21 1.00E+0 0.46 5.30E-2 
CATMA3OA26850F1 AT3G27050 1.29 1.55E-12 1.26 1.11E-13 0.23 8.88E-1 0.32 4.66E-1 0.11 1.00E+0 0.11 1.00E+0 0.18 1.00E+0 
CATMA3OA26860F1 AT3G27060 1.88 0.00E+0 2.02 0.00E+0 0.00 1.00E+0 0.03 1.00E+0 0.03 1.00E+0 0.09 1.00E+0 0.07 1.00E+0 
CATMA3OC57417F1 AT3G27070 -0.43 9.50E-2 0.92 1.62E-7 0.83 4.42E-7 1.25 6.78E-13 -1.25 0.00E+0 0.23 1.00E+0 -0.85 2.45E-6 
CATMA3ON91244F1 AT3G27095 0.56 1.21E-2 0.13 1.00E+0 0.30 4.79E-1 0.93 4.66E-7 0.00 1.00E+0 -0.16 1.00E+0 0.81 8.69E-6 
CATMA3OA26950F1 AT3G27150 1.24 1.58E-11 0.61 1.77E-3 0.56 3.31E-3 -0.18 1.00E+0 0.86 2.20E-7 0.13 1.00E+0 0.12 1.00E+0 
CATMA3OA27010F1 AT3G27200 0.23 7.63E-1 -0.45 3.90E-2 0.69 7.02E-5 0.63 2.48E-3 0.29 4.51E-1 -0.17 1.00E+0 0.21 9.50E-1 
CATMA3OA27050F1 AT3G27240 -0.81 4.10E-5 -1.13 4.10E-11 0.09 1.00E+0 -0.13 1.00E+0 0.13 1.00E+0 -0.12 1.00E+0 -0.13 1.00E+0 
CATMA3OA27080R1 AT3G27270 -0.48 4.83E-2 -0.63 9.88E-4 1.05 2.79E-11 -0.10 1.00E+0 -0.04 1.00E+0 0.10 1.00E+0 -1.16 9.88E-12 
CATMA3OA27190F1 AT3G27330 -0.51 2.85E-2 -0.72 9.08E-5 -0.43 6.63E-2 -0.52 2.70E-2 0.00 1.00E+0 -0.14 1.00E+0 -0.18 1.00E+0 
CATMA3OA27220R1 AT3G27350 0.92 1.45E-6 0.52 1.07E-2 -0.19 1.00E+0 0.09 1.00E+0 0.35 1.95E-1 0.01 1.00E+0 0.71 1.85E-4 
CATMA3OA27240F1 AT3G27380 -0.64 2.64E-3 -0.72 9.22E-5 0.04 1.00E+0 -0.16 1.00E+0 -0.02 1.00E+0 -0.06 1.00E+0 -0.16 1.00E+0 
CATMA3OA27250F1 AT3G27390 0.38 1.85E-1 -0.14 9.93E-1 -0.04 1.00E+0 0.04 1.00E+0 0.49 1.65E-2 -0.09 1.00E+0 0.61 2.25E-3 
CATMA3OA27260R1 AT3G27400 -1.76 0.00E+0 -1.33 0.00E+0 -0.70 4.89E-5 -0.76 1.01E-4 0.10 1.00E+0 0.65 1.22E-2 0.05 1.00E+0 
CATMA3OA27440F1 AT3G27580 1.73 0.00E+0 1.98 0.00E+0 -0.22 9.84E-1 0.34 3.86E-1 -0.18 1.00E+0 0.21 1.00E+0 0.42 1.09E-1 
CATMA3OC57423R1 AT3G27590 3.19 0.00E+0 3.37 0.00E+0 -0.05 1.00E+0 0.16 1.00E+0 -0.10 1.00E+0 0.20 1.00E+0 0.00 1.00E+0 
CATMA3ON100898R2 AT3G27640 -0.25 6.66E-1 -0.59 2.38E-3 -0.17 1.00E+0 -0.18 1.00E+0 0.08 1.00E+0 -0.33 1.00E+0 -0.02 1.00E+0 
CATMA3OA27530R1 AT3G27650 0.83 2.15E-5 0.58 3.28E-3 -0.03 1.00E+0 -0.12 1.00E+0 0.18 1.00E+0 0.08 1.00E+0 0.10 1.00E+0 
CATMA3OC57426R1 AT3G27660 3.05 0.00E+0 2.42 0.00E+0 0.11 1.00E+0 0.16 1.00E+0 0.77 6.17E-6 -0.09 1.00E+0 1.05 1.44E-9 
CATMA3ON98293R1 AT3G27865 0.65 1.99E-3 0.72 9.20E-5 0.12 1.00E+0 0.65 1.69E-3 -0.13 1.00E+0 0.05 1.00E+0 0.31 4.21E-1 
CATMA3OA27690R1 AT3G27880 -0.15 1.00E+0 -0.26 5.13E-1 -0.23 9.26E-1 -0.67 1.03E-3 0.22 8.38E-1 0.27 1.00E+0 0.05 1.00E+0 
CATMA3OA27750R1 AT3G27950 0.40 1.55E-1 -0.57 4.36E-3 0.27 6.66E-1 0.27 7.01E-1 0.15 1.00E+0 -0.88 4.97E-5 0.16 1.00E+0 
CATMA3OA27760F1 AT3G27960 0.37 2.11E-1 -0.08 1.00E+0 -0.11 1.00E+0 0.34 3.85E-1 0.33 2.71E-1 -0.03 1.00E+0 0.72 1.29E-4 
CATMA3OA27830R1 AT3G28040 -0.01 1.00E+0 -1.07 4.77E-10 -0.23 8.97E-1 -0.27 7.06E-1 0.40 8.97E-2 -0.13 1.00E+0 0.19 1.00E+0 
CATMA3OA27840R1 AT3G28050 -0.47 5.26E-2 -0.68 2.67E-4 0.28 5.98E-1 0.96 1.70E-7 0.24 7.34E-1 0.07 1.00E+0 1.00 9.68E-9 
CATMA3OC57431R1 AT3G28100 -0.98 2.27E-7 -1.47 0.00E+0 -1.02 1.38E-10 -1.49 0.00E+0 0.91 3.03E-8 0.52 1.39E-1 0.21 9.41E-1 
CATMA3OA27900R1 AT3G28130 -0.50 3.69E-2 -0.91 2.28E-7 -0.63 5.20E-4 -0.49 4.17E-2 0.03 1.00E+0 -0.42 5.96E-1 0.07 1.00E+0 
CATMA3OA28010R1 AT3G28180 -0.93 1.25E-6 -0.86 1.52E-6 0.32 3.73E-1 -0.17 1.00E+0 -0.23 7.78E-1 -0.11 1.00E+0 -0.76 3.96E-5 
CATMA3OA28035R1 AT3G28210 -1.93 0.00E+0 -0.16 9.31E-1 0.12 1.00E+0 0.05 1.00E+0 -1.56 0.00E+0 0.28 1.00E+0 -1.59 0.00E+0 
CATMA3OA28190F1 AT3G28340 -0.42 1.21E-1 -0.61 1.49E-3 0.23 8.99E-1 0.00 1.00E+0 0.13 1.00E+0 -0.02 1.00E+0 -0.02 1.00E+0 
CATMA3OA28200F1 AT3G28345 0.82 3.17E-5 0.52 1.13E-2 -0.22 9.67E-1 -0.04 1.00E+0 -0.10 1.00E+0 -0.15 1.00E+0 -0.30 5.03E-1 
CATMA3OA28230F1 AT3G28360 1.04 2.83E-8 1.60 0.00E+0 0.31 4.27E-1 0.90 1.36E-6 -0.07 1.00E+0 0.61 2.73E-2 0.39 1.58E-1 
CATMA3ON94526F1 AT3G28380 0.68 1.00E-3 -0.28 4.00E-1 0.05 1.00E+0 0.26 7.71E-1 0.66 1.79E-4 -0.47 3.16E-1 0.82 7.65E-6 
CATMA3OA28390R1 AT3G28500 -0.63 2.82E-3 -0.52 1.14E-2 0.63 4.50E-4 0.60 5.10E-3 0.02 1.00E+0 -0.03 1.00E+0 0.09 1.00E+0 
CATMA3ON94528R1 AT3G28530 -1.28 2.52E-12 -0.76 3.18E-5 -0.37 1.80E-1 -0.43 1.12E-1 -0.38 1.22E-1 0.14 1.00E+0 -0.43 9.41E-2 
CATMA3OA28420R1 AT3G28540 0.22 7.79E-1 0.85 2.11E-6 0.10 1.00E+0 0.86 4.70E-6 -0.27 5.54E-1 0.52 1.36E-1 0.21 9.46E-1 
CATMA3OA28430F1 AT3G28550 0.64 2.62E-3 -1.03 2.86E-9 0.39 1.35E-1 0.20 1.00E+0 0.89 7.58E-8 -0.88 5.44E-5 0.71 1.63E-4 
CATMA3OA28460R1 AT3G28580 -2.74 0.00E+0 0.24 5.78E-1 0.78 3.38E-6 0.31 5.26E-1 -2.54 0.00E+0 0.46 3.29E-1 -2.95 0.00E+0 
CATMA3ON94529R1 AT3G28610 -1.48 0.00E+0 -0.06 1.00E+0 0.62 6.01E-4 0.61 4.27E-3 -2.28 0.00E+0 0.05 1.00E+0 -1.67 0.00E+0 
CATMA3ON94531R1 AT3G28650 0.73 3.05E-4 0.70 1.66E-4 -0.24 8.24E-1 0.22 9.84E-1 0.08 1.00E+0 0.09 1.00E+0 0.63 1.49E-3 
CATMA3OA28530F1 AT3G28660 0.61 4.99E-3 0.58 3.26E-3 0.12 1.00E+0 0.09 1.00E+0 -0.01 1.00E+0 -0.03 1.00E+0 0.03 1.00E+0 
CATMA3OC57445F1 AT3G28857 0.27 5.58E-1 -0.23 6.21E-1 0.66 2.09E-4 0.93 4.25E-7 0.07 1.00E+0 -0.41 6.65E-1 0.03 1.00E+0 
CATMA3OA28770F1 AT3G28860 -0.29 5.03E-1 -0.90 3.17E-7 -0.11 1.00E+0 -0.47 5.95E-2 0.21 9.27E-1 -0.46 3.62E-1 -0.15 1.00E+0 
CATMA3OA28845R1 AT3G28910 -0.17 9.66E-1 0.67 3.69E-4 -0.24 8.32E-1 0.66 1.28E-3 -0.41 8.12E-2 0.38 9.03E-1 0.28 5.68E-1 
CATMA3OA28880R1 AT3G28917 -0.46 6.56E-2 -0.65 6.54E-4 -0.10 1.00E+0 -0.48 5.85E-2 0.30 3.96E-1 -0.03 1.00E+0 0.15 1.00E+0 
CATMA3OA28910F1 AT3G28920 0.84 1.74E-5 -0.11 1.00E+0 0.12 1.00E+0 -0.10 1.00E+0 0.87 1.44E-7 -0.31 1.00E+0 0.66 6.45E-4 
CATMA3OA28945F1 AT3G28930 -2.06 0.00E+0 0.04 1.00E+0 0.12 1.00E+0 0.98 7.75E-8 -2.02 0.00E+0 0.02 1.00E+0 -1.42 0.00E+0 
CATMA3ON100918F1 AT3G28940 -0.77 1.04E-4 0.26 4.88E-1 -0.02 1.00E+0 0.17 1.00E+0 -0.94 8.25E-9 0.17 1.00E+0 -0.79 1.58E-5 
CATMA3ON94536F1 AT3G28990 -0.32 3.57E-1 1.64 0.00E+0 -1.27 0.00E+0 0.29 6.40E-1 -1.54 0.00E+0 0.26 1.00E+0 0.55 8.36E-3 
CATMA3OA29010R1 AT3G29000 -1.06 1.42E-8 -1.04 1.41E-9 0.91 2.07E-8 -0.14 1.00E+0 -0.29 4.57E-1 -0.36 1.00E+0 -1.28 3.19E-14 
CATMA3OA29060F1 AT3G29034 0.80 5.79E-5 0.73 6.56E-5 0.43 6.31E-2 0.47 6.41E-2 0.25 6.39E-1 0.13 1.00E+0 0.34 2.92E-1 
CATMA3OA29070R1 AT3G29035 1.56 0.00E+0 0.40 9.64E-2 -0.28 5.74E-1 -0.17 1.00E+0 0.95 4.20E-9 0.04 1.00E+0 1.21 1.17E-12 
CATMA3OA29190F1 AT3G29110 1.01 7.57E-8 0.05 1.00E+0 0.39 1.33E-1 -0.10 1.00E+0 0.71 3.69E-5 -0.26 1.00E+0 0.26 7.03E-1 
CATMA3OA29325F1 AT3G29200 -0.40 1.56E-1 -0.71 1.27E-4 -0.02 1.00E+0 0.02 1.00E+0 0.34 2.21E-1 0.14 1.00E+0 0.39 1.57E-1 
CATMA3OA29380R1 AT3G29240 -0.07 1.00E+0 1.16 9.80E-12 0.31 4.33E-1 0.70 5.49E-4 -1.01 3.12E-10 0.23 1.00E+0 -0.65 9.33E-4 
CATMA3OA29390F1 AT3G29250 -0.11 1.00E+0 -1.44 0.00E+0 0.03 1.00E+0 -0.79 3.88E-5 1.51 0.00E+0 0.18 1.00E+0 0.77 3.35E-5 
CATMA3ON91304F1 AT3G29252 -0.27 5.86E-1 -0.81 6.61E-6 -0.13 1.00E+0 -0.07 1.00E+0 0.39 1.07E-1 0.06 1.00E+0 0.34 3.21E-1 
CATMA3OC57460R1 AT3G29320 0.04 1.00E+0 -0.57 3.63E-3 -0.64 4.31E-4 -0.21 1.00E+0 -0.12 1.00E+0 -0.35 1.00E+0 0.23 8.60E-1 
CATMA3OA29550R1 AT3G29370 -0.05 1.00E+0 -0.97 2.45E-8 0.10 1.00E+0 -0.79 3.76E-5 0.87 1.53E-7 -0.08 1.00E+0 0.26 6.83E-1 
CATMA3OA29600F1 AT3G29400 0.03 1.00E+0 -0.19 8.12E-1 0.27 6.54E-1 -0.07 1.00E+0 -0.13 1.00E+0 -0.12 1.00E+0 -0.68 4.40E-4 
CATMA3OA29610F1 AT3G29410 -0.62 3.95E-3 -2.13 0.00E+0 -0.28 5.59E-1 -0.73 2.35E-4 0.85 3.68E-7 -0.85 1.06E-4 0.35 2.67E-1 
CATMA3OC57464R1 AT3G29430 0.37 2.27E-1 -1.23 3.65E-13 -0.07 1.00E+0 -0.37 2.53E-1 0.91 2.35E-8 -0.68 6.86E-3 0.59 3.48E-3 
CATMA3ON100931F1 AT3G29575 0.55 1.38E-2 0.81 6.04E-6 0.38 1.44E-1 0.52 2.56E-2 -0.22 8.24E-1 0.22 1.00E+0 0.14 1.00E+0 
CATMA3ON100935F1 AT3G29630 -1.25 1.05E-11 -1.59 0.00E+0 0.28 6.00E-1 -0.43 1.18E-1 0.11 1.00E+0 -0.18 1.00E+0 -0.67 4.79E-4 
CATMA3OA29820F1 AT3G29635 2.90 0.00E+0 1.58 0.00E+0 -0.09 1.00E+0 -0.35 3.41E-1 0.86 1.86E-7 -0.28 1.00E+0 0.67 5.62E-4 
CATMA3ON94545F1 AT3G29639 1.40 1.10E-14 1.06 6.60E-10 0.02 1.00E+0 -0.05 1.00E+0 0.04 1.00E+0 -0.10 1.00E+0 0.19 1.00E+0 
CATMA3OA29930R1 AT3G29670 -0.03 1.00E+0 0.51 1.31E-2 0.41 9.60E-2 1.01 2.32E-8 -0.22 8.76E-1 0.30 1.00E+0 0.51 2.17E-2 
CATMA3ON91351F1 AT3G29680 -1.00 1.16E-7 -0.56 4.79E-3 -0.12 1.00E+0 -0.41 1.58E-1 -0.33 2.55E-1 -0.08 1.00E+0 -0.71 1.69E-4 
CATMA3ON91066F1 AT3G29725 0.77 1.04E-4 0.08 1.00E+0 0.19 1.00E+0 -0.33 4.08E-1 0.75 1.10E-5 0.11 1.00E+0 0.31 4.26E-1 
CATMA3OA30170R1 AT3G29780 0.89 4.44E-6 -1.69 0.00E+0 0.46 3.21E-2 -0.57 1.08E-2 1.85 0.00E+0 -0.87 5.56E-5 1.00 1.22E-8 
CATMA3OA30250R1 AT3G29810 -0.21 8.21E-1 0.78 1.75E-5 0.03 1.00E+0 0.65 1.78E-3 -0.43 4.94E-2 0.78 6.43E-4 0.13 1.00E+0 
CATMA3OC57473R1 AT3G29970 -4.52 0.00E+0 -4.68 0.00E+0 -3.39 0.00E+0 -3.81 0.00E+0 -0.11 1.00E+0 -0.25 1.00E+0 -0.77 3.59E-5 
CATMA3OA30370R1 AT3G30180 0.01 1.00E+0 -0.72 9.17E-5 -0.11 1.00E+0 -0.36 3.03E-1 0.31 3.51E-1 -0.52 1.55E-1 -0.05 1.00E+0 
CATMA3OA30410R1 AT3G30210 2.27 0.00E+0 2.17 0.00E+0 0.04 1.00E+0 -0.19 1.00E+0 0.27 5.49E-1 0.25 1.00E+0 0.28 5.70E-1 
CATMA3OA30530R1 AT3G30260 -0.77 1.03E-4 -0.73 6.90E-5 -0.16 1.00E+0 -0.21 1.00E+0 -0.18 1.00E+0 -0.14 1.00E+0 -0.23 8.67E-1 
CATMA3OC57478R1 AT3G30280 0.35 2.80E-1 -0.78 1.51E-5 0.13 1.00E+0 -0.06 1.00E+0 0.71 3.68E-5 -0.47 2.84E-1 0.49 3.15E-2 
CATMA3OA30610R1 AT3G30340 0.03 1.00E+0 0.01 1.00E+0 0.26 7.20E-1 0.88 2.68E-6 0.04 1.00E+0 0.11 1.00E+0 0.62 1.97E-3 
CATMA3OA30650F1 AT3G30390 0.75 1.85E-4 1.02 3.54E-9 -0.12 1.00E+0 0.60 5.35E-3 0.01 1.00E+0 0.39 8.38E-1 0.84 3.71E-6 
CATMA3OA30910F1 AT3G30580 -0.14 1.00E+0 -1.14 2.65E-11 0.21 1.00E+0 -0.41 1.63E-1 0.78 4.19E-6 -0.15 1.00E+0 0.09 1.00E+0 
CATMA3OA31045R1 AT3G30720 1.27 4.46E-12 0.24 6.12E-1 0.48 2.38E-2 0.16 1.00E+0 1.01 3.09E-10 0.11 1.00E+0 0.61 2.21E-3 
CATMA3OA31050R1 AT3G30725 -0.03 1.00E+0 1.15 1.54E-11 -0.25 7.51E-1 0.09 1.00E+0 -0.05 1.00E+0 0.73 2.08E-3 0.03 1.00E+0 
CATMA3ON94551F1 AT3G30768 1.26 5.40E-12 1.39 0.00E+0 -0.26 7.12E-1 0.03 1.00E+0 -0.04 1.00E+0 0.21 1.00E+0 0.35 2.71E-1 
CATMA3ON90908F1 AT3G30769 0.79 6.93E-5 0.72 9.48E-5 -0.25 7.64E-1 -0.15 1.00E+0 0.01 1.00E+0 0.01 1.00E+0 0.26 6.72E-1 
CATMA3OA31275F1 AT3G30775 -1.73 0.00E+0 -1.43 0.00E+0 -0.69 7.13E-5 -0.76 1.04E-4 -0.11 1.00E+0 0.31 1.00E+0 -0.22 9.09E-1 
CATMA3OA31550F1 AT3G30875 1.15 4.51E-10 1.00 8.47E-9 0.08 1.00E+0 0.56 1.22E-2 0.08 1.00E+0 0.01 1.00E+0 0.57 6.64E-3 
CATMA3OF01185F1 AT3G31415 -1.14 7.24E-10 -1.58 0.00E+0 -0.29 5.28E-1 -0.86 5.18E-6 0.21 8.87E-1 -0.25 1.00E+0 -0.27 6.15E-1 
CATMA3ON90894F1 AT3G32030 -1.08 7.28E-9 -1.69 0.00E+0 -0.46 3.54E-2 -1.02 1.33E-8 0.28 5.05E-1 -0.30 1.00E+0 -0.31 4.50E-1 
CATMA3ON100988F1 AT3G32040 -0.86 9.52E-6 -2.21 0.00E+0 0.45 4.13E-2 -0.79 4.55E-5 1.03 1.75E-10 -0.40 7.66E-1 -0.35 2.57E-1 
CATMA3ON91245F1 AT3G32377 0.74 2.38E-4 0.44 5.31E-2 0.19 1.00E+0 0.18 1.00E+0 -0.23 7.98E-1 -0.03 1.00E+0 -0.16 1.00E+0 
CATMA3OC57502F1 AT3G42140 0.19 8.97E-1 0.74 4.82E-5 -0.01 1.00E+0 -0.06 1.00E+0 0.01 1.00E+0 0.07 1.00E+0 -0.14 1.00E+0 
CATMA3OA34200F1 AT3G42180 -0.44 8.29E-2 -0.07 1.00E+0 1.35 0.00E+0 -1.01 2.00E-8 -0.14 1.00E+0 0.00 1.00E+0 -2.41 0.00E+0 
CATMA3OA34730R1 AT3G42640 0.60 5.40E-3 0.34 2.25E-1 0.07 1.00E+0 0.08 1.00E+0 0.31 3.52E-1 -0.07 1.00E+0 0.22 8.89E-1 
CATMA3ON94564R1 AT3G42724 -0.15 1.00E+0 0.09 1.00E+0 0.48 2.48E-2 -0.22 9.85E-1 0.02 1.00E+0 0.07 1.00E+0 -0.60 2.82E-3 
CATMA3OA35010F1 AT3G42725 -1.34 1.71E-13 -0.93 1.02E-7 -0.54 6.19E-3 -0.29 6.28E-1 -0.40 9.92E-2 0.07 1.00E+0 -0.04 1.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA3OA35120F1 AT3G42850 0.01 1.00E+0 0.06 1.00E+0 0.34 2.71E-1 0.69 6.05E-4 -0.12 1.00E+0 0.01 1.00E+0 0.16 1.00E+0 
CATMA3OA35150R1 AT3G42880 -0.31 4.13E-1 0.60 1.85E-3 -0.07 1.00E+0 0.11 1.00E+0 -0.38 1.32E-1 0.57 6.08E-2 -0.07 1.00E+0 
CATMA3OA35330F1 AT3G43110 -1.20 6.85E-11 -0.85 2.02E-6 1.07 8.77E-12 -1.16 5.37E-11 -0.30 4.09E-1 0.10 1.00E+0 -2.22 0.00E+0 
CATMA3OA35550F1 AT3G43190 -2.37 0.00E+0 -1.89 0.00E+0 -2.03 0.00E+0 -1.53 0.00E+0 -0.48 1.87E-2 0.05 1.00E+0 -0.25 7.27E-1 
CATMA3ON94568R1 AT3G43260 -0.15 1.00E+0 0.80 8.29E-6 -0.41 8.85E-2 0.22 9.82E-1 -0.82 1.10E-6 0.38 9.12E-1 0.29 5.20E-1 
CATMA3OA36290R1 AT3G43580 0.13 1.00E+0 0.03 1.00E+0 0.75 9.17E-6 0.46 7.60E-2 0.02 1.00E+0 0.02 1.00E+0 -0.26 7.13E-1 
CATMA3ON94572R2 AT3G43623 0.19 9.03E-1 0.83 3.05E-6 0.01 1.00E+0 0.43 1.18E-1 -0.48 2.00E-2 -0.13 1.00E+0 0.41 1.24E-1 
CATMA3ON94573R1 AT3G43630 -1.56 0.00E+0 -2.23 0.00E+0 -0.60 1.11E-3 -0.73 1.97E-4 0.57 2.17E-3 -0.05 1.00E+0 0.65 8.77E-4 
CATMA3OA36410R1 AT3G43670 -1.61 0.00E+0 -1.49 0.00E+0 -0.04 1.00E+0 0.05 1.00E+0 0.01 1.00E+0 0.03 1.00E+0 -0.11 1.00E+0 
CATMA3OA36600F1 AT3G43720 -1.58 0.00E+0 0.79 1.34E-5 -1.11 1.17E-12 -0.19 1.00E+0 -1.47 0.00E+0 1.08 9.96E-8 -0.51 2.21E-2 
CATMA3OA36630R1 AT3G43790 0.65 1.95E-3 0.51 1.50E-2 -0.12 1.00E+0 0.12 1.00E+0 0.12 1.00E+0 0.04 1.00E+0 0.36 2.35E-1 
CATMA3OA36640R1 AT3G43800 1.41 1.10E-14 1.02 3.53E-9 0.12 1.00E+0 0.24 8.87E-1 0.48 1.96E-2 -0.01 1.00E+0 0.72 1.33E-4 
CATMA3ON91063F1 AT3G43820 -1.58 0.00E+0 -1.64 0.00E+0 -0.30 4.71E-1 -0.24 8.70E-1 -0.13 1.00E+0 -0.06 1.00E+0 -0.06 1.00E+0 
CATMA3ON94575R1 AT3G43840 -0.70 7.30E-4 -0.51 1.29E-2 0.06 1.00E+0 0.39 1.95E-1 0.11 1.00E+0 0.08 1.00E+0 0.14 1.00E+0 
CATMA3OA36774F1 AT3G43890 1.81 0.00E+0 0.41 7.50E-2 0.10 1.00E+0 -0.12 1.00E+0 0.77 5.97E-6 -0.17 1.00E+0 0.79 1.57E-5 
CATMA3OC57539R1 AT3G43920 0.67 1.32E-3 0.68 2.61E-4 -0.03 1.00E+0 0.21 1.00E+0 -0.15 1.00E+0 -0.21 1.00E+0 0.14 1.00E+0 
CATMA3OA36800F1 AT3G43930 -0.46 6.35E-2 -0.78 1.76E-5 0.47 2.72E-2 0.61 4.72E-3 0.26 5.99E-1 0.04 1.00E+0 0.42 1.01E-1 
CATMA3OA36840F1 AT3G43960 -0.38 1.97E-1 -2.18 0.00E+0 0.12 1.00E+0 -0.38 2.43E-1 1.25 0.00E+0 -0.66 1.19E-2 0.81 1.07E-5 
CATMA3ON91208F1 AT3G44120 1.54 0.00E+0 1.09 1.84E-10 0.83 4.56E-7 1.26 4.60E-13 0.18 1.00E+0 -0.05 1.00E+0 0.48 3.90E-2 
CATMA3OA37080F1 AT3G44190 -0.26 6.18E-1 -0.86 1.31E-6 0.03 1.00E+0 -0.38 2.43E-1 0.39 1.01E-1 -0.15 1.00E+0 0.02 1.00E+0 
CATMA3OA37110R1 AT3G44220 0.01 1.00E+0 -0.59 2.46E-3 0.10 1.00E+0 -0.31 4.92E-1 0.34 2.24E-1 -0.31 1.00E+0 0.08 1.00E+0 
CATMA3ON91305F1 AT3G44250 -0.19 9.17E-1 -1.05 1.21E-9 -0.27 6.23E-1 -0.01 1.00E+0 0.65 2.33E-4 -0.08 1.00E+0 0.83 4.58E-6 
CATMA3OA37170F1 AT3G44260 0.03 1.00E+0 -1.30 1.09E-14 0.54 5.28E-3 -0.74 1.51E-4 1.39 0.00E+0 0.06 1.00E+0 -0.05 1.00E+0 
CATMA3OA37210F1 AT3G44290 -0.65 1.93E-3 -0.30 3.55E-1 -0.35 2.55E-1 -0.30 5.80E-1 -0.10 1.00E+0 0.12 1.00E+0 -0.11 1.00E+0 
CATMA3OA37212R1 AT3G44300 -1.28 2.58E-12 0.91 2.51E-7 -0.86 1.62E-7 0.33 4.37E-1 -0.70 5.45E-5 1.55 0.00E+0 0.45 6.17E-2 
CATMA3OA37215R1 AT3G44310 -1.13 1.03E-9 0.10 1.00E+0 -0.39 1.35E-1 0.45 8.40E-2 -0.37 1.49E-1 1.03 5.19E-7 0.38 1.83E-1 
CATMA3ON101086R1 AT3G44320 0.64 2.27E-3 0.48 2.25E-2 0.03 1.00E+0 0.39 2.09E-1 0.09 1.00E+0 -0.03 1.00E+0 0.57 6.69E-3 
CATMA3ON90919F1 AT3G44400 -0.42 1.20E-1 0.18 8.61E-1 0.22 9.76E-1 0.40 1.79E-1 -0.63 5.20E-4 -0.04 1.00E+0 -0.48 4.00E-2 
CATMA3ON91323F1 AT3G44480 -0.79 6.34E-5 0.04 1.00E+0 0.30 4.39E-1 0.35 3.25E-1 -0.88 1.04E-7 -0.03 1.00E+0 -0.73 1.17E-4 
CATMA3OA37420F1 AT3G44510 0.21 8.52E-1 -0.63 8.93E-4 0.12 1.00E+0 -0.63 2.64E-3 0.72 2.67E-5 -0.14 1.00E+0 0.02 1.00E+0 
CATMA3OA37440R1 AT3G44540 -2.60 0.00E+0 -0.98 1.57E-8 -0.33 3.34E-1 -1.19 1.04E-11 -1.25 0.00E+0 0.58 4.99E-2 -2.15 0.00E+0 
CATMA3OC57549R1 AT3G44550 -1.97 0.00E+0 -0.57 3.79E-3 1.50 0.00E+0 -2.05 0.00E+0 -0.76 9.09E-6 0.55 8.80E-2 -3.96 0.00E+0 
CATMA3ON101090R1 AT3G44560 -2.25 0.00E+0 -0.73 7.21E-5 1.57 0.00E+0 -1.67 0.00E+0 -0.98 1.33E-9 0.37 1.00E+0 -4.05 0.00E+0 
CATMA3OA37540F1 AT3G44610 -0.08 1.00E+0 -0.60 1.96E-3 0.10 1.00E+0 -0.27 7.27E-1 0.58 2.00E-3 -0.17 1.00E+0 0.12 1.00E+0 
CATMA3OC57551R1 AT3G44630 -0.67 1.36E-3 0.10 1.00E+0 0.36 2.05E-1 0.22 9.91E-1 -0.58 2.07E-3 -0.03 1.00E+0 -0.52 1.75E-2 
CATMA3ON91082R1 AT3G44670 -0.85 1.20E-5 0.18 8.84E-1 0.12 1.00E+0 0.42 1.31E-1 -1.09 8.00E-12 -0.10 1.00E+0 -0.63 1.34E-3 
CATMA3OA37670F1 AT3G44710 -0.06 1.00E+0 -0.59 2.78E-3 0.06 1.00E+0 0.45 8.77E-2 0.11 1.00E+0 -0.18 1.00E+0 0.75 6.66E-5 
CATMA3OA37710R1 AT3G44720 -1.33 2.19E-13 -0.37 1.47E-1 0.18 1.00E+0 0.02 1.00E+0 -0.89 5.93E-8 0.11 1.00E+0 -0.97 2.80E-8 
CATMA3OA37720R1 AT3G44730 -0.77 1.14E-4 -0.75 3.97E-5 0.47 2.58E-2 -0.51 3.44E-2 -0.01 1.00E+0 0.01 1.00E+0 -1.02 4.13E-9 
CATMA3OC57552F1 AT3G44735 -0.38 1.92E-1 -0.79 1.12E-5 0.35 2.28E-1 -0.11 1.00E+0 0.30 4.15E-1 -0.14 1.00E+0 -0.10 1.00E+0 
CATMA3OC57553R1 AT3G44770 -1.12 1.69E-9 -0.73 8.13E-5 0.51 1.18E-2 0.01 1.00E+0 -0.29 4.29E-1 -0.03 1.00E+0 -0.70 2.77E-4 
CATMA3ON101095R1 AT3G44805 0.07 1.00E+0 -0.18 8.67E-1 0.76 6.05E-6 0.96 1.25E-7 -0.02 1.00E+0 0.07 1.00E+0 0.07 1.00E+0 
CATMA3ON91390F1 AT3G44840 -1.13 1.17E-9 0.07 1.00E+0 -0.41 8.77E-2 -0.31 4.94E-1 -1.18 7.52E-14 0.10 1.00E+0 -1.00 1.03E-8 
CATMA3OC57558R1 AT3G44860 -0.51 3.14E-2 0.29 3.72E-1 -0.20 1.00E+0 1.17 3.14E-11 -0.44 4.35E-2 0.67 9.41E-3 1.14 2.38E-11 
CATMA3OA38015F1 AT3G44990 -1.97 0.00E+0 -2.12 0.00E+0 -0.39 1.27E-1 -0.86 4.38E-6 0.53 6.87E-3 0.31 1.00E+0 0.06 1.00E+0 
CATMA3OA38030R1 AT3G45010 -0.67 1.36E-3 -1.20 1.42E-12 0.59 1.66E-3 0.02 1.00E+0 0.24 7.26E-1 -0.26 1.00E+0 -0.31 4.33E-1 
CATMA3OA38080F1 AT3G45060 -0.61 4.39E-3 -1.12 5.09E-11 1.17 4.61E-14 0.68 7.73E-4 1.70 0.00E+0 0.99 1.57E-6 1.11 1.05E-10 
CATMA3OF03023F1 AT3G45070 -0.94 7.86E-7 -1.01 5.51E-9 -0.92 1.23E-8 -1.36 0.00E+0 0.16 1.00E+0 -0.02 1.00E+0 -0.31 4.44E-1 
CATMA3ON94580F1 AT3G45080 -0.87 7.61E-6 -0.99 1.12E-8 -0.96 2.23E-9 -1.19 1.00E-11 0.04 1.00E+0 -0.04 1.00E+0 -0.20 9.84E-1 
CATMA3OA38160F1 AT3G45130 -1.59 0.00E+0 -1.81 0.00E+0 0.55 4.04E-3 -0.48 5.79E-2 -0.25 6.54E-1 -0.06 1.00E+0 -1.10 1.35E-10 
CATMA3OA38240F1 AT3G45210 1.76 0.00E+0 1.92 0.00E+0 0.65 2.58E-4 0.64 2.35E-3 0.25 6.77E-1 0.38 9.59E-1 -0.15 1.00E+0 
CATMA3OA38310F1 AT3G45260 0.73 3.29E-4 0.23 6.58E-1 0.21 1.00E+0 0.05 1.00E+0 0.49 1.54E-2 -0.08 1.00E+0 0.37 2.24E-1 
CATMA3OA38355F1 AT3G45300 0.36 2.36E-1 0.61 1.69E-3 0.19 1.00E+0 0.59 7.14E-3 0.17 1.00E+0 0.63 2.06E-2 0.65 8.85E-4 
CATMA3OA38360F1 AT3G45310 0.37 2.10E-1 -0.52 1.07E-2 0.13 1.00E+0 -0.30 5.81E-1 0.80 2.04E-6 -0.06 1.00E+0 0.38 1.95E-1 
CATMA3OF03025F1 AT3G45330 -0.39 1.80E-1 -0.18 8.69E-1 0.18 1.00E+0 -0.12 1.00E+0 -0.61 9.11E-4 -0.29 1.00E+0 -0.84 3.94E-6 
CATMA3ON94584F1 AT3G45390 0.82 2.96E-5 0.08 1.00E+0 0.11 1.00E+0 0.26 7.92E-1 0.52 7.82E-3 -0.13 1.00E+0 0.72 1.37E-4 
CATMA3OA38430F1 AT3G45430 1.06 1.62E-8 0.62 1.31E-3 0.34 2.74E-1 -0.12 1.00E+0 0.06 1.00E+0 -0.07 1.00E+0 -0.43 8.58E-2 
CATMA3OA38440F1 AT3G45440 0.98 2.40E-7 0.79 1.21E-5 0.49 1.67E-2 0.20 1.00E+0 0.07 1.00E+0 -0.22 1.00E+0 -0.25 7.69E-1 
CATMA3OA38625F1 AT3G45610 -0.38 2.05E-1 0.19 8.41E-1 0.13 1.00E+0 0.13 1.00E+0 -0.05 1.00E+0 0.68 7.78E-3 0.01 1.00E+0 
CATMA3ON91032R1 AT3G45660 -0.64 2.42E-3 -0.17 9.17E-1 0.09 1.00E+0 -0.04 1.00E+0 -0.38 1.36E-1 -0.32 1.00E+0 -0.45 6.56E-2 
CATMA3OA38680R1 AT3G45680 -2.40 0.00E+0 -1.11 7.63E-11 -0.87 1.04E-7 0.44 1.08E-1 -1.22 1.57E-14 0.10 1.00E+0 0.01 1.00E+0 
CATMA3OC57579R1 AT3G45700 1.47 0.00E+0 -0.99 1.21E-8 0.75 9.83E-6 -0.12 1.00E+0 1.51 0.00E+0 -0.80 4.02E-4 0.56 7.86E-3 
CATMA3OC57580R1 AT3G45710 0.10 1.00E+0 -0.89 5.57E-7 0.11 1.00E+0 -0.54 1.82E-2 0.79 2.97E-6 -0.18 1.00E+0 0.16 1.00E+0 
CATMA3ON94593R1 AT3G45720 -0.39 1.74E-1 -0.19 8.41E-1 0.04 1.00E+0 0.71 3.85E-4 -0.15 1.00E+0 -0.21 1.00E+0 0.63 1.48E-3 
CATMA3OC57581R1 AT3G45730 -0.23 7.74E-1 0.91 2.24E-7 -0.04 1.00E+0 0.51 3.24E-2 -1.05 4.58E-11 0.12 1.00E+0 -0.43 8.53E-2 
CATMA3OC57586R1 AT3G45870 0.02 1.00E+0 -0.68 2.90E-4 0.16 1.00E+0 -0.10 1.00E+0 0.48 1.94E-2 -0.34 1.00E+0 0.30 4.93E-1 
CATMA3ON91116R1 AT3G45920 0.35 2.87E-1 0.70 1.45E-4 -0.24 8.28E-1 0.65 1.67E-3 -0.27 5.76E-1 0.09 1.00E+0 0.62 1.79E-3 
CATMA3OA38990R1 AT3G45960 -0.77 1.07E-4 -0.79 1.24E-5 0.33 3.02E-1 0.20 1.00E+0 0.15 1.00E+0 0.18 1.00E+0 0.02 1.00E+0 
CATMA3ON91158R1 AT3G45970 -0.13 1.00E+0 -0.59 2.39E-3 0.23 9.33E-1 -0.02 1.00E+0 0.79 2.64E-6 0.33 1.00E+0 0.58 4.61E-3 
CATMA3OF01304F1 AT3G46080 -1.81 0.00E+0 1.26 9.10E-14 0.33 3.07E-1 1.04 7.36E-9 -0.93 1.23E-8 2.05 0.00E+0 -0.28 5.73E-1 
CATMA3ON90987F1 AT3G46090 -1.28 2.71E-12 1.31 1.09E-14 0.36 1.95E-1 1.06 3.83E-9 -1.01 3.14E-10 1.16 5.85E-9 -0.55 9.20E-3 
CATMA3OA39110R1 AT3G46130 1.19 1.14E-10 1.30 1.09E-14 -0.06 1.00E+0 0.58 8.87E-3 0.21 8.95E-1 0.31 1.00E+0 0.81 1.05E-5 
CATMA3OA39180R1 AT3G46190 -0.33 3.37E-1 -0.03 1.00E+0 0.34 2.69E-1 1.15 6.01E-11 -0.07 1.00E+0 0.03 1.00E+0 0.65 1.02E-3 
CATMA3ON90874F1 AT3G46230 -1.61 0.00E+0 -0.17 9.06E-1 -0.21 1.00E+0 -0.48 5.15E-2 -1.59 0.00E+0 0.10 1.00E+0 -1.84 0.00E+0 
CATMA3OA39240F1 AT3G46240 -0.06 1.00E+0 -1.69 0.00E+0 0.12 1.00E+0 0.05 1.00E+0 1.23 0.00E+0 -0.38 9.55E-1 1.10 1.36E-10 
CATMA3OC57592F1 AT3G46260 -0.08 1.00E+0 0.97 2.42E-8 -0.31 4.16E-1 0.39 2.17E-1 -1.21 1.57E-14 -0.19 1.00E+0 -0.47 4.84E-2 
CATMA3OC57593F1 AT3G46270 1.10 3.90E-9 0.28 4.03E-1 0.45 4.23E-2 0.60 4.87E-3 0.28 4.79E-1 -0.57 5.79E-2 0.47 4.56E-2 
CATMA3OA39300F1 AT3G46280 0.28 5.23E-1 -1.01 5.72E-9 0.43 6.81E-2 0.12 1.00E+0 0.12 1.00E+0 -1.19 1.30E-9 -0.13 1.00E+0 
CATMA3OC57594F1 AT3G46330 0.34 2.93E-1 0.69 2.45E-4 -0.30 4.40E-1 0.76 8.74E-5 -0.27 5.60E-1 0.06 1.00E+0 0.73 1.14E-4 
CATMA3OA39360R1 AT3G46340 -0.07 1.00E+0 -0.65 6.36E-4 0.07 1.00E+0 0.37 2.73E-1 0.45 3.68E-2 -0.17 1.00E+0 0.73 1.12E-4 
CATMA3OF01308R1 AT3G46370 0.18 9.35E-1 -0.98 2.09E-8 0.00 1.00E+0 0.52 2.75E-2 0.86 1.92E-7 -0.40 7.27E-1 1.06 9.12E-10 
CATMA3ON94602R1 AT3G46400 2.01 0.00E+0 -0.77 2.42E-5 0.53 7.34E-3 -0.23 9.21E-1 1.90 0.00E+0 -0.98 2.27E-6 1.14 2.40E-11 
CATMA3ON91291R1 AT3G46410 0.20 8.73E-1 -0.66 4.28E-4 0.02 1.00E+0 0.49 4.59E-2 0.52 8.56E-3 -0.22 1.00E+0 0.82 6.66E-6 
CATMA3ON94603R1 AT3G46480 1.63 0.00E+0 0.89 4.62E-7 0.68 9.74E-5 0.98 8.25E-8 0.75 1.04E-5 0.06 1.00E+0 1.15 1.71E-11 
CATMA3OC57596R1 AT3G46490 0.95 6.65E-7 0.76 3.06E-5 0.33 3.32E-1 0.68 8.71E-4 -0.03 1.00E+0 -0.05 1.00E+0 0.33 3.42E-1 
CATMA3OA39600F1 AT3G46530 -1.19 8.57E-11 0.51 1.32E-2 0.36 2.20E-1 1.08 1.54E-9 -1.56 0.00E+0 0.17 1.00E+0 -0.97 3.51E-8 
CATMA3OA39690F1 AT3G46610 0.96 5.13E-7 0.80 7.87E-6 -0.01 1.00E+0 0.15 1.00E+0 0.02 1.00E+0 0.05 1.00E+0 0.30 4.70E-1 
CATMA3OA39720R1 AT3G46640 0.07 1.00E+0 -0.60 1.84E-3 0.35 2.45E-1 -0.09 1.00E+0 0.31 3.41E-1 -0.30 1.00E+0 -0.09 1.00E+0 
CATMA3ON94604F1 AT3G46650 -1.40 1.10E-14 -0.54 7.50E-3 -0.82 6.57E-7 -0.41 1.51E-1 -0.59 1.59E-3 0.06 1.00E+0 -0.36 2.54E-1 
CATMA3OC57600F1 AT3G46690 0.17 9.58E-1 0.75 3.97E-5 -0.02 1.00E+0 0.33 4.32E-1 -0.32 3.20E-1 0.24 1.00E+0 0.00 1.00E+0 
CATMA3OA39790F1 AT3G46700 -0.93 1.14E-6 0.04 1.00E+0 -1.17 4.61E-14 -0.60 4.87E-3 -0.47 2.33E-2 0.60 3.29E-2 0.08 1.00E+0 
CATMA3OA39800F1 AT3G46710 1.71 0.00E+0 0.97 3.04E-8 0.34 2.82E-1 0.15 1.00E+0 0.70 6.61E-5 0.11 1.00E+0 0.54 1.16E-2 
CATMA3OA39820F1 AT3G46730 0.59 6.83E-3 0.67 3.35E-4 0.05 1.00E+0 0.38 2.31E-1 -0.25 6.80E-1 -0.08 1.00E+0 0.24 8.22E-1 
CATMA3OA39850R1 AT3G46760 1.14 8.07E-10 0.50 1.62E-2 0.32 3.64E-1 0.26 7.64E-1 0.77 5.75E-6 0.25 1.00E+0 0.91 3.00E-7 
CATMA3OA39900F1 AT3G46800 1.22 2.64E-11 0.53 8.86E-3 -0.04 1.00E+0 -0.06 1.00E+0 0.53 6.71E-3 -0.17 1.00E+0 0.37 2.20E-1 
CATMA3OA39910F1 AT3G46810 1.31 5.40E-13 0.67 3.77E-4 0.14 1.00E+0 0.21 1.00E+0 0.77 6.49E-6 -0.14 1.00E+0 0.77 2.89E-5 
CATMA3ON94608R1 AT3G46880 3.51 0.00E+0 2.92 0.00E+0 2.35 0.00E+0 2.79 0.00E+0 0.56 3.00E-3 -0.06 1.00E+0 1.13 3.77E-11 
CATMA3OA39980R1 AT3G46900 -2.16 0.00E+0 -3.55 0.00E+0 0.06 1.00E+0 0.64 2.17E-3 1.78 0.00E+0 0.07 1.00E+0 2.20 0.00E+0 
CATMA3OA40010R1 AT3G46930 -0.38 1.98E-1 0.03 1.00E+0 -0.01 1.00E+0 0.22 1.00E+0 -0.61 8.26E-4 -0.09 1.00E+0 -0.38 1.79E-1 
CATMA3OA40050F1 AT3G46970 -0.20 8.72E-1 -0.91 2.75E-7 -0.21 1.00E+0 -0.56 1.15E-2 0.25 6.91E-1 -0.19 1.00E+0 0.06 1.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA3OC57611F1 AT3G47040 -0.44 8.52E-2 -0.60 1.90E-3 0.10 1.00E+0 0.32 4.61E-1 -0.13 1.00E+0 -0.26 1.00E+0 0.06 1.00E+0 
CATMA3OA40130F1 AT3G47050 0.01 1.00E+0 0.21 7.46E-1 0.00 1.00E+0 0.69 6.41E-4 -0.43 4.97E-2 -0.24 1.00E+0 0.14 1.00E+0 
CATMA3ON91379F1 AT3G47090 -0.80 5.39E-5 -0.09 1.00E+0 -0.32 3.48E-1 0.08 1.00E+0 -0.87 1.37E-7 0.06 1.00E+0 -0.37 2.20E-1 
CATMA3OA40190F1 AT3G47110 -1.54 0.00E+0 -0.79 1.13E-5 -0.02 1.00E+0 -0.30 5.71E-1 -1.06 4.34E-11 -0.12 1.00E+0 -1.23 4.14E-13 
CATMA3OA40240F1 AT3G47160 0.47 5.51E-2 0.03 1.00E+0 -0.52 9.85E-3 -0.16 1.00E+0 0.31 3.35E-1 -0.07 1.00E+0 0.71 1.87E-4 
CATMA3OA40250F1 AT3G47170 0.90 2.61E-6 -1.31 1.09E-14 1.10 1.65E-12 1.63 0.00E+0 0.73 2.02E-5 -1.54 0.00E+0 1.50 0.00E+0 
CATMA3OA40260F1 AT3G47180 -0.55 1.54E-2 -0.68 2.77E-4 -0.14 1.00E+0 -0.50 3.72E-2 0.54 5.11E-3 0.14 1.00E+0 -0.10 1.00E+0 
CATMA3OA40320F1 AT3G47250 -0.63 2.80E-3 0.54 8.41E-3 -0.18 1.00E+0 0.66 1.34E-3 -0.78 4.40E-6 0.40 7.51E-1 0.10 1.00E+0 
CATMA3OA40350F1 AT3G47340 -1.77 0.00E+0 -0.23 6.48E-1 0.00 1.00E+0 0.13 1.00E+0 -0.12 1.00E+0 1.47 0.00E+0 -0.04 1.00E+0 
CATMA3ON98295R1 AT3G47347 0.66 1.80E-3 0.78 1.46E-5 0.04 1.00E+0 0.41 1.64E-1 0.08 1.00E+0 0.17 1.00E+0 0.44 7.94E-2 
CATMA3ON98296R1 AT3G47348 0.71 4.79E-4 0.79 1.16E-5 0.13 1.00E+0 0.28 6.70E-1 0.11 1.00E+0 0.19 1.00E+0 0.22 9.19E-1 
CATMA3OA40380R1 AT3G47380 -1.20 7.64E-11 0.03 1.00E+0 -0.20 1.00E+0 -0.13 1.00E+0 -1.32 0.00E+0 -0.17 1.00E+0 -1.16 1.11E-11 
CATMA3OA40420F1 AT3G47420 -1.38 2.14E-14 -0.48 2.26E-2 -0.35 2.57E-1 0.54 1.68E-2 -0.79 3.21E-6 0.15 1.00E+0 0.23 8.49E-1 
CATMA3OC57618F1 AT3G47470 0.73 3.14E-4 0.21 7.41E-1 -0.38 1.38E-1 -0.34 3.86E-1 0.36 1.90E-1 -0.24 1.00E+0 0.26 7.11E-1 
CATMA3OA40490F1 AT3G47480 -2.52 0.00E+0 0.07 1.00E+0 0.92 1.47E-8 0.55 1.50E-2 -2.80 0.00E+0 -0.24 1.00E+0 -3.03 0.00E+0 
CATMA3OC57619F1 AT3G47500 1.13 1.08E-9 1.30 1.09E-14 -0.57 2.97E-3 -0.09 1.00E+0 0.14 1.00E+0 0.38 8.98E-1 0.66 7.60E-4 
CATMA3OA40510R1 AT3G47510 0.20 8.55E-1 1.10 1.25E-10 0.37 1.67E-1 0.76 8.43E-5 -0.49 1.74E-2 0.43 5.14E-1 -0.09 1.00E+0 
CATMA3OB40540R1 AT3G47540 -1.10 4.00E-9 0.40 1.02E-1 1.10 2.13E-12 0.52 2.62E-2 -1.58 0.00E+0 0.17 1.00E+0 -1.88 0.00E+0 
CATMA3ON91283R1 AT3G47580 1.61 0.00E+0 1.43 0.00E+0 -0.19 1.00E+0 0.16 1.00E+0 0.01 1.00E+0 0.09 1.00E+0 0.53 1.33E-2 
CATMA3OA40595F1 AT3G47600 -0.14 1.00E+0 0.58 3.01E-3 -0.65 3.20E-4 0.06 1.00E+0 -0.64 3.54E-4 0.24 1.00E+0 0.27 6.37E-1 
CATMA3OA40630R1 AT3G47640 2.00 0.00E+0 1.73 0.00E+0 -0.15 1.00E+0 0.03 1.00E+0 0.28 4.84E-1 0.13 1.00E+0 0.60 2.84E-3 
CATMA3OA40710R1 AT3G47710 -0.68 9.77E-4 -1.93 0.00E+0 0.31 4.18E-1 -0.69 7.06E-4 1.10 4.13E-12 0.07 1.00E+0 0.13 1.00E+0 
CATMA3OA40720R1 AT3G47720 -0.55 1.52E-2 -0.90 3.40E-7 -0.32 3.63E-1 -0.68 7.35E-4 0.36 1.70E-1 0.07 1.00E+0 -0.14 1.00E+0 
CATMA3OA40730F1 AT3G47730 -1.22 2.59E-11 -0.28 4.16E-1 0.05 1.00E+0 -0.24 8.85E-1 -1.25 0.00E+0 -0.29 1.00E+0 -1.42 0.00E+0 
CATMA3ON101129R1 AT3G47740 -1.92 0.00E+0 -0.46 3.79E-2 -0.06 1.00E+0 -0.33 4.41E-1 -1.96 0.00E+0 -0.03 1.00E+0 -2.16 0.00E+0 
CATMA3ON101130R1 AT3G47760 -0.51 2.85E-2 -0.84 2.39E-6 0.05 1.00E+0 -0.65 1.64E-3 -0.61 7.60E-4 -0.63 2.16E-2 -1.10 1.32E-10 
CATMA3ON94614R1 AT3G47770 -0.80 5.27E-5 -0.66 4.92E-4 -0.73 2.24E-5 -0.40 1.91E-1 -0.75 1.20E-5 -0.11 1.00E+0 -0.68 3.76E-4 
CATMA3OA40790R1 AT3G47780 -2.13 0.00E+0 -0.21 7.44E-1 -0.04 1.00E+0 -0.45 8.82E-2 -2.10 0.00E+0 -0.04 1.00E+0 -2.33 0.00E+0 
CATMA3OA40800R1 AT3G47790 -1.78 0.00E+0 -0.22 6.65E-1 -1.20 0.00E+0 -0.14 1.00E+0 -1.42 0.00E+0 0.46 3.47E-1 -0.18 1.00E+0 
CATMA3OA40820R1 AT3G47800 0.88 5.66E-6 1.42 0.00E+0 -0.33 3.18E-1 0.24 8.71E-1 -0.51 1.07E-2 0.11 1.00E+0 0.06 1.00E+0 
CATMA3OA40840R1 AT3G47820 -0.27 5.85E-1 -1.07 4.47E-10 0.46 3.15E-2 0.30 5.84E-1 0.35 2.10E-1 -0.46 3.37E-1 0.23 8.37E-1 
CATMA3OC57629R1 AT3G47950 -0.90 3.26E-6 -0.85 1.57E-6 0.44 5.14E-2 -0.82 1.62E-5 0.34 2.41E-1 0.30 1.00E+0 -0.84 3.49E-6 
CATMA3OA40990R1 AT3G47980 0.49 4.07E-2 1.03 2.61E-9 0.60 1.12E-3 1.50 0.00E+0 -0.47 2.55E-2 0.32 1.00E+0 0.37 1.98E-1 
CATMA3OA41020F1 AT3G48000 -0.56 1.18E-2 0.35 1.88E-1 -0.42 7.71E-2 0.31 5.01E-1 -0.64 3.89E-4 0.20 1.00E+0 0.06 1.00E+0 
CATMA3OA41040R1 AT3G48020 -1.05 2.35E-8 -0.60 1.96E-3 -0.37 1.78E-1 -0.64 2.11E-3 -0.18 1.00E+0 0.23 1.00E+0 -0.21 9.44E-1 
CATMA3OA41120F1 AT3G48090 -0.18 9.33E-1 0.03 1.00E+0 0.38 1.61E-1 0.11 1.00E+0 -0.45 3.38E-2 -0.18 1.00E+0 -0.64 1.26E-3 
CATMA3ON101137F1 AT3G48100 1.64 0.00E+0 1.40 0.00E+0 1.04 4.85E-11 0.98 6.53E-8 0.35 2.19E-1 0.07 1.00E+0 0.19 1.00E+0 
CATMA3OC58101F1 AT3G48130 1.81 0.00E+0 1.94 0.00E+0 -0.09 1.00E+0 -0.23 9.64E-1 0.45 3.35E-2 0.38 9.00E-1 0.27 6.15E-1 
CATMA3ON91345F1 AT3G48131 2.31 0.00E+0 2.35 0.00E+0 0.07 1.00E+0 -0.11 1.00E+0 0.40 8.56E-2 0.54 1.02E-1 0.46 5.45E-2 
CATMA3OA41157R1 AT3G48190 -0.56 1.15E-2 -0.76 3.35E-5 -0.41 9.62E-2 -0.55 1.41E-2 -0.06 1.00E+0 -0.30 1.00E+0 -0.08 1.00E+0 
CATMA3OA41210R1 AT3G48240 -0.53 2.23E-2 -0.99 1.45E-8 0.09 1.00E+0 -0.24 8.81E-1 0.21 9.39E-1 -0.07 1.00E+0 0.01 1.00E+0 
CATMA3OA41220F1 AT3G48250 0.60 5.31E-3 0.50 1.59E-2 0.06 1.00E+0 0.41 1.48E-1 -0.19 1.00E+0 -0.38 9.22E-1 -0.01 1.00E+0 
CATMA3OA41230F1 AT3G48260 -0.08 1.00E+0 -1.38 0.00E+0 0.09 1.00E+0 -0.41 1.65E-1 0.69 7.87E-5 -0.99 1.83E-6 0.29 5.33E-1 
CATMA3OA41320R1 AT3G48340 -1.74 0.00E+0 -3.02 0.00E+0 -0.59 1.47E-3 -1.71 0.00E+0 1.14 5.07E-13 -0.51 1.63E-1 -0.02 1.00E+0 
CATMA3ON91416R1 AT3G48346 0.34 2.99E-1 -1.50 0.00E+0 0.23 9.33E-1 -1.34 0.00E+0 1.37 0.00E+0 -0.36 1.00E+0 -0.30 4.92E-1 
CATMA3OA41330R1 AT3G48350 -0.25 6.49E-1 -1.61 0.00E+0 -0.64 3.35E-4 -0.23 9.26E-1 0.99 7.17E-10 -0.28 1.00E+0 1.49 0.00E+0 
CATMA3OA41340F1 AT3G48360 2.45 0.00E+0 3.02 0.00E+0 0.61 8.61E-4 2.11 0.00E+0 -0.74 1.78E-5 0.09 1.00E+0 0.83 5.56E-6 
CATMA3OA41360R1 AT3G48390 1.09 4.63E-9 1.55 0.00E+0 0.16 1.00E+0 1.00 3.00E-8 -0.31 3.49E-1 0.16 1.00E+0 0.63 1.49E-3 
CATMA3ON94617R1 AT3G48400 1.83 0.00E+0 1.04 1.52E-9 0.12 1.00E+0 0.24 8.74E-1 0.72 3.09E-5 -0.01 1.00E+0 0.87 1.11E-6 
CATMA3OA41420R1 AT3G48440 -0.98 2.12E-7 -0.28 4.24E-1 -0.44 5.61E-2 0.05 1.00E+0 -0.58 1.93E-3 0.24 1.00E+0 0.12 1.00E+0 
CATMA3OA41430F1 AT3G48450 -2.39 0.00E+0 -1.87 0.00E+0 0.84 3.76E-7 0.13 1.00E+0 -0.14 1.00E+0 0.45 3.92E-1 -0.84 3.86E-6 
CATMA3OA41440R1 AT3G48460 -0.84 1.99E-5 0.34 2.02E-1 -0.65 3.12E-4 -0.06 1.00E+0 -0.77 6.43E-6 0.45 3.82E-1 -0.15 1.00E+0 
CATMA3OA41480R1 AT3G48500 1.05 1.84E-8 0.91 2.77E-7 -0.22 9.49E-1 0.14 1.00E+0 -0.17 1.00E+0 -0.11 1.00E+0 0.23 8.35E-1 
CATMA3OA41490F1 AT3G48510 -0.86 9.23E-6 -0.31 3.10E-1 -0.65 2.47E-4 -0.54 1.89E-2 -0.29 4.19E-1 0.31 1.00E+0 0.02 1.00E+0 
CATMA3OA41505R1 AT3G48530 0.68 1.05E-3 0.43 5.70E-2 -0.22 9.37E-1 0.31 5.32E-1 0.27 5.70E-1 0.06 1.00E+0 0.86 1.55E-6 
CATMA3OA41560F1 AT3G48600 -0.89 4.56E-6 -0.87 9.61E-7 -0.23 9.20E-1 -0.61 4.41E-3 -0.15 1.00E+0 -0.15 1.00E+0 -0.39 1.69E-1 
CATMA3OA41570F1 AT3G48610 -1.21 3.95E-11 -0.71 1.34E-4 -0.23 9.01E-1 -0.47 6.13E-2 -0.18 1.00E+0 0.25 1.00E+0 -0.50 2.52E-2 
CATMA3OA41600F1 AT3G48640 -0.55 1.60E-2 0.07 1.00E+0 1.05 2.91E-11 0.18 1.00E+0 -0.75 1.16E-5 -0.30 1.00E+0 -1.45 0.00E+0 
CATMA3OA41620R1 AT3G48650 -0.57 1.07E-2 0.00 1.00E+0 0.47 2.58E-2 0.16 1.00E+0 -0.66 2.29E-4 -0.21 1.00E+0 -1.10 1.66E-10 
CATMA3OA41670F1 AT3G48690 -1.30 8.45E-13 0.51 1.50E-2 -0.75 9.49E-6 -0.47 5.87E-2 -1.10 4.72E-12 1.16 4.89E-9 -0.90 4.83E-7 
CATMA3OA41730F1 AT3G48740 0.50 3.40E-2 -1.53 0.00E+0 -0.04 1.00E+0 -0.95 1.83E-7 2.27 0.00E+0 0.17 1.00E+0 1.43 0.00E+0 
CATMA3OA41750F1 AT3G48770 -0.65 1.97E-3 -0.39 1.04E-1 -0.04 1.00E+0 0.28 6.51E-1 -0.09 1.00E+0 0.01 1.00E+0 -0.01 1.00E+0 
CATMA3OA41780F1 AT3G48800 1.26 4.74E-12 1.73 0.00E+0 -0.11 1.00E+0 -0.08 1.00E+0 -0.21 9.34E-1 0.44 4.71E-1 -0.09 1.00E+0 
CATMA3OA41885R1 AT3G48890 -0.38 1.89E-1 0.23 6.19E-1 0.17 1.00E+0 0.11 1.00E+0 -0.54 4.68E-3 0.11 1.00E+0 -0.59 3.55E-3 
CATMA3OA41900R1 AT3G48920 -2.34 0.00E+0 -1.44 0.00E+0 -0.22 9.44E-1 -0.25 8.31E-1 -1.09 7.20E-12 0.12 1.00E+0 -0.91 2.76E-7 
CATMA3ON94621F1 AT3G48940 -0.07 1.00E+0 -2.16 0.00E+0 0.67 1.54E-4 -0.68 7.45E-4 1.89 0.00E+0 -0.34 1.00E+0 1.02 5.69E-9 
CATMA3OA41950F1 AT3G48970 0.37 2.11E-1 -0.65 6.91E-4 0.44 5.21E-2 -0.33 4.38E-1 0.61 8.49E-4 -0.47 3.00E-1 -0.19 1.00E+0 
CATMA3OA41970F1 AT3G48990 1.11 2.43E-9 1.19 2.94E-12 0.71 4.29E-5 1.15 7.25E-11 0.09 1.00E+0 0.21 1.00E+0 0.57 6.40E-3 
CATMA3OA42080F1 AT3G49070 0.39 1.74E-1 -0.56 4.92E-3 0.57 2.58E-3 0.14 1.00E+0 0.40 9.44E-2 -0.74 1.91E-3 -0.07 1.00E+0 
CATMA3OA42110R1 AT3G49110 -1.40 1.10E-14 -0.03 1.00E+0 -0.94 4.53E-9 -0.03 1.00E+0 -1.76 0.00E+0 -0.14 1.00E+0 -0.78 2.70E-5 
CATMA3ON91365R1 AT3G49120 -2.86 0.00E+0 0.87 1.05E-6 -0.52 8.96E-3 0.69 6.50E-4 -1.69 0.00E+0 2.83 0.00E+0 -0.43 9.27E-2 
CATMA3OA42160F1 AT3G49160 -1.41 1.10E-14 -1.29 2.12E-14 -0.10 1.00E+0 -0.29 6.08E-1 -0.15 1.00E+0 -0.06 1.00E+0 -0.36 2.56E-1 
CATMA3OC57648F1 AT3G49190 0.93 1.07E-6 -1.99 0.00E+0 -0.23 9.27E-1 -0.37 2.67E-1 1.57 0.00E+0 -1.33 4.29E-12 1.45 0.00E+0 
CATMA3OA42360R1 AT3G49330 0.48 4.63E-2 -0.15 9.84E-1 0.99 4.72E-10 -0.29 6.16E-1 0.48 1.91E-2 -0.20 1.00E+0 -0.76 4.56E-5 
CATMA3OA42390F1 AT3G49360 1.31 6.88E-13 0.28 4.16E-1 0.22 9.61E-1 -0.35 3.56E-1 1.06 3.48E-11 -0.09 1.00E+0 0.46 5.28E-2 
CATMA3OC57658F1 AT3G49380 -0.45 8.18E-2 0.81 6.72E-6 0.06 1.00E+0 0.44 9.52E-2 -0.61 9.15E-4 0.35 1.00E+0 -0.44 6.90E-2 
CATMA3OC57669R1 AT3G49620 0.58 9.22E-3 2.19 0.00E+0 0.11 1.00E+0 2.36 0.00E+0 0.43 4.88E-2 1.74 0.00E+0 2.78 0.00E+0 
CATMA3OC57670R1 AT3G49630 1.40 1.10E-14 -0.26 4.93E-1 0.41 8.69E-2 -0.08 1.00E+0 0.57 2.38E-3 -1.00 1.49E-6 0.16 1.00E+0 
CATMA3OA42690F1 AT3G49650 -0.02 1.00E+0 -0.79 1.42E-5 -0.01 1.00E+0 -0.34 3.60E-1 0.32 3.16E-1 -0.39 8.04E-1 0.22 8.95E-1 
CATMA3OA42710R1 AT3G49670 -1.15 5.21E-10 -0.98 1.79E-8 -0.21 1.00E+0 -0.11 1.00E+0 -0.23 7.70E-1 -0.02 1.00E+0 -0.23 8.24E-1 
CATMA3OA42740F1 AT3G49720 -0.28 5.32E-1 -0.62 1.20E-3 0.15 1.00E+0 -0.31 5.27E-1 0.19 1.00E+0 -0.11 1.00E+0 -0.28 5.77E-1 
CATMA3OA42800F1 AT3G49760 -1.28 2.46E-12 -0.84 2.27E-6 -1.04 3.85E-11 -0.37 2.71E-1 -0.35 2.11E-1 0.23 1.00E+0 0.38 1.96E-1 
CATMA3OA42820R1 AT3G49780 0.34 3.20E-1 1.31 1.09E-14 0.55 4.19E-3 0.83 1.09E-5 0.31 3.43E-1 1.35 1.94E-12 0.86 1.93E-6 
CATMA3OA42830F1 AT3G49790 0.96 4.44E-7 0.66 4.71E-4 -0.26 7.10E-1 0.27 7.11E-1 0.46 2.73E-2 0.15 1.00E+0 0.97 3.06E-8 
CATMA3ON90963R1 AT3G49832 0.59 7.55E-3 0.59 2.33E-3 -0.06 1.00E+0 0.53 2.02E-2 -0.07 1.00E+0 -0.09 1.00E+0 0.68 3.98E-4 
CATMA3OA42890R1 AT3G49845 -0.83 2.38E-5 -1.80 0.00E+0 0.74 1.48E-5 -0.31 5.28E-1 0.11 1.00E+0 -0.63 1.90E-2 -0.69 2.80E-4 
CATMA3OC57675F1 AT3G49860 0.69 7.41E-4 0.58 3.15E-3 0.34 2.89E-1 0.39 2.15E-1 0.22 8.33E-1 0.06 1.00E+0 0.28 6.00E-1 
CATMA3OA42980R1 AT3G49930 1.16 3.59E-10 -0.57 3.79E-3 -0.20 1.00E+0 -0.44 9.87E-2 1.37 0.00E+0 -0.01 1.00E+0 1.07 4.84E-10 
CATMA3OA42990R1 AT3G49940 2.24 0.00E+0 2.73 0.00E+0 0.89 4.46E-8 1.94 0.00E+0 -0.55 3.90E-3 0.09 1.00E+0 0.57 5.87E-3 
CATMA3OA43010F1 AT3G49960 -1.96 0.00E+0 -2.47 0.00E+0 0.76 6.87E-6 -0.11 1.00E+0 0.82 9.65E-7 -0.10 1.00E+0 -0.25 7.68E-1 
CATMA3OA43050F1 AT3G50010 0.85 1.44E-5 0.70 1.88E-4 0.15 1.00E+0 0.28 6.92E-1 0.09 1.00E+0 -0.09 1.00E+0 0.28 5.90E-1 
CATMA3OA43060F1 AT3G50030 -0.47 5.75E-2 0.66 4.39E-4 0.19 1.00E+0 0.87 3.33E-6 -0.51 9.08E-3 0.41 6.49E-1 -0.06 1.00E+0 
CATMA3OA43070F1 AT3G50040 0.65 1.96E-3 0.64 7.45E-4 0.40 1.05E-1 0.28 6.62E-1 -0.03 1.00E+0 -0.02 1.00E+0 0.00 1.00E+0 
CATMA3OA43085F1 AT3G50060 0.37 2.15E-1 -0.57 3.96E-3 0.61 8.88E-4 -0.17 1.00E+0 0.53 6.75E-3 -0.25 1.00E+0 -0.07 1.00E+0 
CATMA3OA43130F1 AT3G50110 -0.23 7.62E-1 -0.62 1.43E-3 -0.02 1.00E+0 -0.44 9.70E-2 0.17 1.00E+0 -0.47 3.22E-1 -0.13 1.00E+0 
CATMA3OC57679F1 AT3G50120 0.23 7.38E-1 -1.15 1.93E-11 0.35 2.50E-1 -0.20 1.00E+0 0.72 3.03E-5 -0.16 1.00E+0 0.58 4.34E-3 
CATMA3ON101159F1 AT3G50130 -0.24 7.19E-1 0.61 1.46E-3 0.12 1.00E+0 0.32 4.54E-1 -1.14 8.06E-13 -0.41 6.46E-1 -0.80 1.52E-5 
CATMA3ON94630F1 AT3G50140 -0.11 1.00E+0 -0.73 6.96E-5 -0.31 3.90E-1 -0.14 1.00E+0 -0.15 1.00E+0 -0.45 3.96E-1 0.12 1.00E+0 
CATMA3OA43200F1 AT3G50160 -0.22 7.75E-1 0.58 2.99E-3 0.46 3.18E-2 0.50 3.96E-2 -1.49 0.00E+0 -0.69 5.39E-3 -1.52 0.00E+0 
CATMA3OA43240F1 AT3G50200 -0.64 2.47E-3 -0.02 1.00E+0 0.25 7.86E-1 0.79 4.19E-5 -0.21 9.12E-1 0.06 1.00E+0 0.05 1.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA3OA43260F1 AT3G50220 -0.43 1.01E-1 -1.01 5.74E-9 0.28 5.78E-1 0.15 1.00E+0 0.32 3.16E-1 -0.50 2.11E-1 0.20 9.87E-1 
CATMA3OA43300R1 AT3G50260 -1.37 5.19E-14 -0.81 5.83E-6 -0.43 6.82E-2 -0.22 9.86E-1 -0.37 1.43E-1 0.38 9.56E-1 -0.23 8.41E-1 
CATMA3ON94632R1 AT3G50280 -0.70 6.22E-4 -1.02 3.91E-9 -0.10 1.00E+0 0.10 1.00E+0 0.66 2.27E-4 0.45 3.79E-1 0.92 2.26E-7 
CATMA3OC58105R1 AT3G50290 0.17 9.65E-1 0.05 1.00E+0 0.02 1.00E+0 0.56 1.35E-2 0.42 6.73E-2 0.34 1.00E+0 0.76 4.58E-5 
CATMA3OA43350F1 AT3G50310 -0.60 5.42E-3 -0.62 1.34E-3 -0.18 1.00E+0 0.09 1.00E+0 -0.18 1.00E+0 -0.03 1.00E+0 -0.07 1.00E+0 
CATMA3ON90967F1 AT3G50337 0.01 1.00E+0 -0.67 3.89E-4 -0.35 2.36E-1 -0.56 1.25E-2 0.50 1.18E-2 0.09 1.00E+0 -0.04 1.00E+0 
CATMA3OA43400R1 AT3G50350 -1.69 0.00E+0 -1.26 1.11E-13 -0.21 1.00E+0 -1.27 2.73E-13 -0.38 1.26E-1 -0.06 1.00E+0 -1.39 0.00E+0 
CATMA3OA43470R1 AT3G50400 -1.63 0.00E+0 -0.70 1.45E-4 2.05 0.00E+0 -1.68 0.00E+0 -0.42 6.43E-2 0.43 5.52E-1 -4.10 0.00E+0 
CATMA3OA43475R1 AT3G50410 -0.79 6.38E-5 -0.83 3.47E-6 -0.17 1.00E+0 -0.33 4.12E-1 0.18 1.00E+0 0.17 1.00E+0 0.09 1.00E+0 
CATMA3OA43480F1 AT3G50420 0.63 3.07E-3 0.63 1.09E-3 0.16 1.00E+0 0.29 6.21E-1 -0.05 1.00E+0 0.03 1.00E+0 0.06 1.00E+0 
CATMA3OA43490R1 AT3G50430 0.44 8.60E-2 0.76 2.84E-5 -0.15 1.00E+0 0.48 5.38E-2 -0.40 8.83E-2 0.10 1.00E+0 0.47 4.39E-2 
CATMA3OA43520R1 AT3G50450 2.32 0.00E+0 2.24 0.00E+0 0.53 7.62E-3 1.20 6.40E-12 -0.28 5.19E-1 -0.57 6.00E-2 0.42 9.91E-2 
CATMA3OC57687R1 AT3G50460 0.58 8.31E-3 0.68 2.49E-4 0.15 1.00E+0 0.36 3.14E-1 -0.19 1.00E+0 -0.17 1.00E+0 -0.04 1.00E+0 
CATMA3OA43540R1 AT3G50470 1.17 2.71E-10 1.10 1.14E-10 0.13 1.00E+0 0.33 3.99E-1 -0.05 1.00E+0 -0.28 1.00E+0 0.27 6.34E-1 
CATMA3OA43550R1 AT3G50480 -0.46 6.49E-2 0.26 5.23E-1 0.14 1.00E+0 0.13 1.00E+0 -0.81 1.18E-6 -0.19 1.00E+0 -0.67 5.32E-4 
CATMA3OA43600F1 AT3G50560 -0.73 2.92E-4 -0.11 1.00E+0 -0.56 3.09E-3 -0.51 3.27E-2 -0.48 1.92E-2 0.17 1.00E+0 -0.31 4.18E-1 
CATMA3OA43620F1 AT3G50580 -0.06 1.00E+0 -0.15 9.75E-1 1.46 0.00E+0 -0.94 2.76E-7 -0.20 9.69E-1 0.08 1.00E+0 -2.15 0.00E+0 
CATMA3OA43660F1 AT3G50610 -1.90 0.00E+0 0.44 5.00E-2 -0.76 6.46E-6 -0.88 2.24E-6 -0.71 3.95E-5 1.39 2.84E-13 -0.73 1.18E-4 
CATMA3OA43674R1 AT3G50630 -0.41 1.39E-1 -0.85 1.85E-6 -0.06 1.00E+0 -0.24 8.72E-1 0.35 2.13E-1 0.03 1.00E+0 0.28 5.71E-1 
CATMA3OA43676F1 AT3G50640 -0.14 1.00E+0 -1.93 0.00E+0 0.32 3.56E-1 -0.71 4.16E-4 1.09 9.55E-12 -0.75 1.51E-3 0.17 1.00E+0 
CATMA3OC57690F1 AT3G50650 -0.95 6.93E-7 -0.72 1.07E-4 0.00 1.00E+0 -0.05 1.00E+0 -0.15 1.00E+0 0.06 1.00E+0 -0.13 1.00E+0 
CATMA3OA43681F1 AT3G50660 1.24 1.38E-11 0.88 7.40E-7 0.24 8.32E-1 0.69 5.98E-4 0.18 1.00E+0 0.03 1.00E+0 0.72 1.34E-4 
CATMA3OA43687F1 AT3G50685 -0.84 1.80E-5 -0.71 1.18E-4 -0.56 3.28E-3 -0.60 5.58E-3 -0.04 1.00E+0 -0.02 1.00E+0 -0.18 1.00E+0 
CATMA3OA43700R1 AT3G50700 0.95 6.62E-7 0.98 2.11E-8 -0.04 1.00E+0 0.27 7.49E-1 -0.15 1.00E+0 0.00 1.00E+0 0.14 1.00E+0 
CATMA3OA43710F1 AT3G50710 1.51 0.00E+0 0.50 1.85E-2 -0.09 1.00E+0 -0.43 1.14E-1 1.26 0.00E+0 0.09 1.00E+0 1.07 6.16E-10 
CATMA3OA43750F1 AT3G50740 -2.06 0.00E+0 -3.02 0.00E+0 -0.77 4.62E-6 0.29 6.13E-1 1.42 0.00E+0 -0.04 1.00E+0 2.31 0.00E+0 
CATMA3OA43770R1 AT3G50760 -0.59 6.30E-3 -0.30 3.24E-1 -0.17 1.00E+0 -0.26 8.04E-1 -0.16 1.00E+0 -0.09 1.00E+0 -0.06 1.00E+0 
CATMA3OA43775R1 AT3G50770 -1.25 8.22E-12 0.37 1.49E-1 -0.18 1.00E+0 -0.53 2.21E-2 -1.08 1.39E-11 0.65 1.46E-2 -1.42 0.00E+0 
CATMA3OA43800F1 AT3G50800 -1.10 2.81E-9 -1.05 1.01E-9 -0.47 2.81E-2 -0.84 8.81E-6 -0.33 2.58E-1 -0.63 2.04E-2 -0.68 4.25E-4 
CATMA3OA43910R1 AT3G50900 -1.66 0.00E+0 -0.86 1.12E-6 -0.09 1.00E+0 -0.18 1.00E+0 -1.23 0.00E+0 -0.32 1.00E+0 -1.19 2.61E-12 
CATMA3OA43920R1 AT3G50910 -0.84 1.90E-5 -0.43 5.92E-2 -0.17 1.00E+0 -0.26 8.02E-1 -0.34 2.49E-1 0.10 1.00E+0 -0.30 4.55E-1 
CATMA3OA43940R1 AT3G50930 -1.28 2.66E-12 0.45 4.26E-2 1.05 3.10E-11 0.72 2.72E-4 -1.44 0.00E+0 0.38 9.29E-1 -1.73 0.00E+0 
CATMA3OC57695R1 AT3G50950 -0.75 1.80E-4 -0.01 1.00E+0 -0.03 1.00E+0 0.74 1.73E-4 -1.10 4.10E-12 -0.44 4.53E-1 -0.54 1.26E-2 
CATMA3OA43980R1 AT3G50970 -1.02 6.85E-8 -0.48 2.28E-2 -0.84 3.45E-7 -0.60 4.98E-3 0.15 1.00E+0 0.63 1.89E-2 0.30 4.81E-1 
CATMA3OA44010F1 AT3G51000 -0.87 7.78E-6 -0.05 1.00E+0 -0.21 1.00E+0 0.56 1.27E-2 -0.57 2.46E-3 0.36 1.00E+0 0.35 2.79E-1 
CATMA3OA44110R1 AT3G51110 0.06 1.00E+0 -0.41 8.06E-2 0.20 1.00E+0 -0.12 1.00E+0 1.02 2.70E-10 0.03 1.00E+0 0.46 5.27E-2 
CATMA3OA44200F1 AT3G51200 0.15 1.00E+0 -0.36 1.56E-1 0.47 2.69E-2 1.32 4.16E-14 0.44 4.67E-2 -0.08 1.00E+0 1.53 0.00E+0 
CATMA3OA44210F1 AT3G51220 0.43 1.03E-1 0.25 5.42E-1 0.04 1.00E+0 0.84 1.01E-5 -0.03 1.00E+0 -0.27 1.00E+0 0.60 2.74E-3 
CATMA3OA44230R1 AT3G51240 -0.90 3.00E-6 -1.85 0.00E+0 -0.38 1.57E-1 -1.52 0.00E+0 1.21 1.57E-14 0.46 3.31E-1 0.10 1.00E+0 
CATMA3OA44240R1 AT3G51250 -0.69 8.05E-4 -0.78 1.91E-5 0.07 1.00E+0 -0.15 1.00E+0 -0.02 1.00E+0 -0.16 1.00E+0 -0.26 6.66E-1 
CATMA3OA44275R1 AT3G51300 -0.33 3.41E-1 -0.43 5.81E-2 0.50 1.30E-2 -0.25 8.25E-1 0.21 8.87E-1 -0.13 1.00E+0 -0.60 3.04E-3 
CATMA3OA44310R1 AT3G51325 -0.33 3.54E-1 -0.95 6.64E-8 0.38 1.55E-1 0.22 1.00E+0 0.44 4.34E-2 -0.27 1.00E+0 0.37 2.23E-1 
CATMA3ON94637F1 AT3G51340 0.80 5.11E-5 -0.54 7.77E-3 0.49 1.69E-2 0.22 9.94E-1 0.96 3.37E-9 -0.43 4.88E-1 0.70 2.44E-4 
CATMA3OC57700F1 AT3G51350 -0.27 5.62E-1 -0.61 1.77E-3 0.56 3.43E-3 -0.16 1.00E+0 -0.02 1.00E+0 -0.24 1.00E+0 -0.75 5.37E-5 
CATMA3OC57703R1 AT3G51430 -1.23 2.24E-11 -0.37 1.52E-1 -0.26 6.91E-1 -0.10 1.00E+0 -0.68 1.12E-4 0.27 1.00E+0 -0.48 3.42E-2 
CATMA3OF03045R1 AT3G51450 -0.96 4.25E-7 0.15 9.63E-1 -0.34 2.63E-1 0.12 1.00E+0 -1.02 1.97E-10 0.05 1.00E+0 -0.62 1.84E-3 
CATMA3OA44550R1 AT3G51540 -0.81 3.60E-5 -0.86 1.17E-6 0.05 1.00E+0 -0.01 1.00E+0 0.20 9.48E-1 0.23 1.00E+0 0.14 1.00E+0 
CATMA3OA44570F1 AT3G51560 -0.59 6.36E-3 -0.35 1.90E-1 0.16 1.00E+0 0.22 1.00E+0 -0.31 3.71E-1 -0.16 1.00E+0 -0.39 1.55E-1 
CATMA3OA44603F1 AT3G51600 -0.06 1.00E+0 -0.07 1.00E+0 -0.90 2.46E-8 -0.09 1.00E+0 -0.10 1.00E+0 -0.09 1.00E+0 0.77 3.18E-5 
CATMA3ON94639F1 AT3G51642 -0.23 7.62E-1 -0.27 4.75E-1 0.45 4.41E-2 -0.29 5.90E-1 0.09 1.00E+0 0.10 1.00E+0 -0.77 3.06E-5 
CATMA3OA44640F1 AT3G51660 0.40 1.47E-1 -0.02 1.00E+0 0.71 3.72E-5 -0.17 1.00E+0 0.05 1.00E+0 -0.32 1.00E+0 -0.85 2.55E-6 
CATMA3OA44650R1 AT3G51670 0.79 6.15E-5 1.15 1.46E-11 -0.01 1.00E+0 -0.06 1.00E+0 -0.11 1.00E+0 0.27 1.00E+0 -0.10 1.00E+0 
CATMA3OA44660F1 AT3G51680 -0.61 4.94E-3 -1.10 1.38E-10 0.02 1.00E+0 -0.80 3.49E-5 0.81 1.54E-6 -0.03 1.00E+0 0.03 1.00E+0 
CATMA3OA44780R1 AT3G51860 -0.82 3.18E-5 0.07 1.00E+0 0.47 2.66E-2 -0.57 1.06E-2 -0.36 1.72E-1 0.71 3.55E-3 -1.11 1.24E-10 
CATMA3OA44805F1 AT3G51895 -1.08 6.78E-9 -0.42 6.91E-2 -0.26 6.89E-1 0.08 1.00E+0 -0.76 9.35E-6 -0.02 1.00E+0 -0.31 4.34E-1 
CATMA3OA44820R1 AT3G51910 0.96 4.64E-7 0.68 2.90E-4 -0.37 1.86E-1 0.42 1.39E-1 0.34 2.47E-1 0.14 1.00E+0 1.06 1.06E-9 
CATMA3OA44825F1 AT3G51920 -0.55 1.48E-2 0.03 1.00E+0 0.10 1.00E+0 0.02 1.00E+0 -0.67 1.72E-4 -0.02 1.00E+0 -0.68 4.74E-4 
CATMA3OA44860F1 AT3G51960 0.69 7.47E-4 1.02 3.31E-9 -0.27 6.74E-1 0.24 9.05E-1 -0.16 1.00E+0 0.27 1.00E+0 0.41 1.21E-1 
CATMA3ON101177F1 AT3G52060 0.60 5.44E-3 0.05 1.00E+0 0.00 1.00E+0 0.11 1.00E+0 0.66 1.86E-4 0.12 1.00E+0 0.74 8.03E-5 
CATMA3OA44980R1 AT3G52070 0.75 1.79E-4 0.54 7.00E-3 -0.05 1.00E+0 -0.06 1.00E+0 0.42 6.71E-2 0.10 1.00E+0 0.51 1.95E-2 
CATMA3OA45020F1 AT3G52110 -0.63 2.96E-3 -0.31 3.09E-1 -0.30 4.74E-1 -0.25 8.14E-1 -0.23 7.60E-1 -0.12 1.00E+0 -0.11 1.00E+0 
CATMA3OA45070R1 AT3G52150 0.48 5.11E-2 0.65 6.33E-4 0.10 1.00E+0 0.20 1.00E+0 -0.04 1.00E+0 0.18 1.00E+0 -0.03 1.00E+0 
CATMA3OA45110F1 AT3G52180 -1.07 1.11E-8 -0.73 6.93E-5 -0.63 5.40E-4 -0.61 4.37E-3 -0.10 1.00E+0 0.06 1.00E+0 -0.33 3.60E-1 
CATMA3OA45130F1 AT3G52190 0.73 2.95E-4 0.89 4.09E-7 0.23 8.79E-1 0.50 4.10E-2 -0.04 1.00E+0 0.08 1.00E+0 0.28 6.06E-1 
CATMA3OA45230R1 AT3G52290 0.57 1.08E-2 -0.25 5.71E-1 0.30 4.80E-1 0.19 1.00E+0 0.61 8.69E-4 -0.15 1.00E+0 0.45 6.53E-2 
CATMA3OA45280R1 AT3G52340 0.02 1.00E+0 0.85 1.91E-6 0.36 1.94E-1 0.61 4.09E-3 -0.69 9.05E-5 0.22 1.00E+0 -0.30 4.92E-1 
CATMA3OA45300R1 AT3G52360 0.29 4.73E-1 0.96 3.84E-8 0.76 6.05E-6 1.07 1.86E-9 -0.52 7.82E-3 0.22 1.00E+0 -0.13 1.00E+0 
CATMA3OA45310R1 AT3G52370 -0.84 1.96E-5 -1.08 3.26E-10 -0.22 9.41E-1 -0.74 1.62E-4 0.02 1.00E+0 -0.24 1.00E+0 -0.35 2.75E-1 
CATMA3OA45345R1 AT3G52430 -0.59 7.20E-3 -0.60 2.24E-3 0.24 8.61E-1 -0.02 1.00E+0 -0.44 4.77E-2 -0.38 9.41E-1 -0.61 2.67E-3 
CATMA3OA45360F1 AT3G52450 -0.32 3.63E-1 0.23 6.52E-1 0.01 1.00E+0 0.25 8.54E-1 -0.68 1.12E-4 -0.21 1.00E+0 -0.33 3.38E-1 
CATMA3OA45410F1 AT3G52500 -0.42 1.14E-1 -0.81 6.05E-6 0.12 1.00E+0 -0.21 1.00E+0 0.20 9.86E-1 -0.11 1.00E+0 -0.22 9.09E-1 
CATMA3OA45640R1 AT3G52710 -1.14 6.40E-10 -0.65 6.02E-4 0.27 6.53E-1 -0.12 1.00E+0 -0.62 5.83E-4 0.08 1.00E+0 -1.09 2.11E-10 
CATMA3OA45710F1 AT3G52780 -1.17 1.92E-10 -0.06 1.00E+0 -0.77 6.02E-6 -0.12 1.00E+0 -0.81 1.46E-6 0.07 1.00E+0 -0.37 2.07E-1 
CATMA3OA45720F1 AT3G52790 -0.85 1.18E-5 -0.84 2.61E-6 1.43 0.00E+0 -1.03 1.21E-8 0.12 1.00E+0 0.14 1.00E+0 -2.46 0.00E+0 
CATMA3OA45730R1 AT3G52800 -0.76 1.66E-4 -0.80 8.41E-6 -0.24 8.05E-1 -0.60 5.13E-3 0.16 1.00E+0 0.13 1.00E+0 -0.23 8.47E-1 
CATMA3OA45760F1 AT3G52820 -0.69 8.54E-4 -0.56 4.60E-3 0.22 9.63E-1 0.18 1.00E+0 -0.21 9.11E-1 -0.02 1.00E+0 -0.42 1.04E-1 
CATMA3OF03047R1 AT3G52830 0.30 4.39E-1 0.20 7.92E-1 0.47 2.75E-2 0.15 1.00E+0 -0.33 2.70E-1 -0.16 1.00E+0 -0.77 3.18E-5 
CATMA3OA45773R1 AT3G52840 1.70 0.00E+0 1.70 0.00E+0 -0.31 3.91E-1 0.67 1.15E-3 -0.04 1.00E+0 -0.09 1.00E+0 0.88 1.01E-6 
CATMA3OA45790F1 AT3G52870 -0.59 6.99E-3 0.44 5.14E-2 0.13 1.00E+0 0.36 2.94E-1 -0.97 1.75E-9 0.10 1.00E+0 -0.77 3.52E-5 
CATMA3ON101186F1 AT3G52880 -0.82 2.67E-5 -0.92 1.97E-7 -0.12 1.00E+0 -0.18 1.00E+0 0.16 1.00E+0 0.12 1.00E+0 0.11 1.00E+0 
CATMA3OA45880F1 AT3G52940 -0.01 1.00E+0 -0.67 3.73E-4 0.06 1.00E+0 -0.12 1.00E+0 0.35 2.11E-1 -0.21 1.00E+0 0.14 1.00E+0 
CATMA3OA45900R1 AT3G52960 -0.15 1.00E+0 -0.45 4.17E-2 0.46 3.63E-2 -0.45 9.26E-2 0.20 9.87E-1 -0.13 1.00E+0 -0.70 2.43E-4 
CATMA3OC57730F1 AT3G52970 -2.55 0.00E+0 -1.50 0.00E+0 1.05 2.07E-11 -0.64 2.37E-3 -0.85 3.30E-7 -0.10 1.00E+0 -2.58 0.00E+0 
CATMA3OA45960F1 AT3G53010 -0.03 1.00E+0 -1.50 0.00E+0 0.15 1.00E+0 -0.34 3.65E-1 0.88 1.11E-7 -0.58 4.95E-2 0.22 8.92E-1 
CATMA3OA46063F1 AT3G53100 0.55 1.40E-2 0.53 9.60E-3 0.37 1.64E-1 0.60 5.45E-3 0.08 1.00E+0 0.15 1.00E+0 0.28 5.70E-1 
CATMA3OC57736F1 AT3G53150 -2.82 0.00E+0 -0.50 1.80E-2 0.44 5.39E-2 0.69 6.92E-4 -2.76 0.00E+0 -0.36 1.00E+0 -2.58 0.00E+0 
CATMA3OC57737F1 AT3G53160 -1.22 2.65E-11 0.40 8.90E-2 0.22 9.75E-1 0.27 7.22E-1 -1.67 0.00E+0 0.17 1.00E+0 -1.64 0.00E+0 
CATMA3OC57742R1 AT3G53210 2.00 0.00E+0 1.61 0.00E+0 -0.10 1.00E+0 0.34 3.92E-1 0.34 2.34E-1 0.02 1.00E+0 0.91 3.36E-7 
CATMA3ON90971F1 AT3G53235 -1.26 5.07E-12 -1.63 0.00E+0 -0.75 9.31E-6 -1.45 0.00E+0 0.50 1.14E-2 0.10 1.00E+0 -0.33 3.28E-1 
CATMA3OA46180F1 AT3G53260 -1.20 5.72E-11 -1.12 5.63E-11 0.24 8.60E-1 0.38 2.48E-1 0.00 1.00E+0 0.07 1.00E+0 0.16 1.00E+0 
CATMA3OA46195R1 AT3G53280 -3.11 0.00E+0 -3.98 0.00E+0 -0.48 2.44E-2 0.13 1.00E+0 1.48 0.00E+0 -0.30 1.00E+0 2.03 0.00E+0 
CATMA3ON94647R1 AT3G53290 -0.70 7.19E-4 0.08 1.00E+0 -0.38 1.41E-1 0.10 1.00E+0 -1.12 2.14E-12 0.14 1.00E+0 -0.65 9.36E-4 
CATMA3OC57753F1 AT3G53310 1.31 6.42E-13 1.64 0.00E+0 0.62 7.34E-4 0.52 2.62E-2 0.06 1.00E+0 0.23 1.00E+0 0.28 5.98E-1 
CATMA3OA46290F1 AT3G53350 -0.67 1.26E-3 -0.48 2.38E-2 -0.19 1.00E+0 0.05 1.00E+0 -0.17 1.00E+0 0.02 1.00E+0 0.06 1.00E+0 
CATMA3OA46320F1 AT3G53380 -0.26 6.16E-1 -0.70 1.89E-4 -0.40 1.00E-1 -0.50 3.71E-2 0.15 1.00E+0 -0.20 1.00E+0 0.06 1.00E+0 
CATMA3OA46360F1 AT3G53410 0.05 1.00E+0 -0.11 1.00E+0 -0.39 1.36E-1 -0.61 4.08E-3 -0.02 1.00E+0 -0.01 1.00E+0 -0.01 1.00E+0 
CATMA3OC57764F1 AT3G53420 0.73 3.07E-4 0.62 1.43E-3 -0.03 1.00E+0 0.26 7.92E-1 0.45 3.64E-2 0.03 1.00E+0 0.57 5.52E-3 
CATMA3ON94649F1 AT3G53450 -0.92 1.49E-6 -0.27 4.42E-1 0.00 1.00E+0 -0.77 7.27E-5 -0.55 4.38E-3 0.11 1.00E+0 -1.07 5.79E-10 
CATMA3OA46410F1 AT3G53460 0.83 2.33E-5 0.37 1.41E-1 -0.05 1.00E+0 0.10 1.00E+0 -0.03 1.00E+0 -0.09 1.00E+0 0.18 1.00E+0 
CATMA3OA46420R1 AT3G53470 -0.42 1.24E-1 -1.24 2.24E-13 -0.09 1.00E+0 0.35 3.23E-1 1.18 1.04E-13 -0.08 1.00E+0 1.49 0.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA3OC57769R1 AT3G53480 -0.80 4.89E-5 -1.92 0.00E+0 -0.18 1.00E+0 0.15 1.00E+0 1.09 9.21E-12 -0.06 1.00E+0 1.55 0.00E+0 
CATMA3OA46460F1 AT3G53510 -0.16 9.94E-1 -0.15 9.78E-1 0.70 5.82E-5 -0.26 7.86E-1 -0.06 1.00E+0 0.09 1.00E+0 -1.16 9.44E-12 
CATMA3OC57775F1 AT3G53540 -1.58 0.00E+0 -0.16 9.40E-1 -0.68 9.77E-5 -0.16 1.00E+0 -0.98 1.13E-9 0.42 6.12E-1 -0.56 7.57E-3 
CATMA3OC57780F1 AT3G53590 -1.68 0.00E+0 -0.90 2.91E-7 0.58 1.88E-3 -0.07 1.00E+0 -1.52 0.00E+0 -0.65 1.31E-2 -2.09 0.00E+0 
CATMA3OC57781R1 AT3G53600 -1.72 0.00E+0 0.51 1.49E-2 0.62 6.46E-4 0.10 1.00E+0 -1.88 0.00E+0 0.31 1.00E+0 -2.37 0.00E+0 
CATMA3ON94650R1 AT3G53650 -0.81 3.70E-5 -0.55 6.41E-3 -0.11 1.00E+0 -0.02 1.00E+0 -0.33 2.86E-1 -0.15 1.00E+0 -0.24 7.71E-1 
CATMA3OA46720R1 AT3G53770 0.29 4.89E-1 1.77 0.00E+0 1.29 0.00E+0 1.10 5.36E-10 -1.72 0.00E+0 -0.10 1.00E+0 -1.96 0.00E+0 
CATMA3OA46740R1 AT3G53790 0.71 5.40E-4 1.16 1.06E-11 0.02 1.00E+0 0.49 4.72E-2 -0.11 1.00E+0 0.25 1.00E+0 0.38 1.84E-1 
CATMA3OA46750R1 AT3G53800 0.95 5.49E-7 -0.24 6.18E-1 -0.08 1.00E+0 -0.33 4.01E-1 0.64 4.12E-4 -0.65 1.32E-2 0.42 1.09E-1 
CATMA3OA46770R1 AT3G53820 -1.19 1.24E-10 0.00 1.00E+0 -0.41 9.57E-2 -0.38 2.31E-1 -1.19 6.05E-14 0.09 1.00E+0 -1.09 2.05E-10 
CATMA3OA46790R1 AT3G53840 -0.34 2.95E-1 -1.22 5.64E-13 -0.07 1.00E+0 -0.37 2.79E-1 0.49 1.45E-2 -0.06 1.00E+0 -0.09 1.00E+0 
CATMA3OA46910R1 AT3G53950 -0.83 2.61E-5 -1.03 2.39E-9 -0.44 4.76E-2 -1.03 1.08E-8 0.30 3.90E-1 -0.28 1.00E+0 -0.27 6.24E-1 
CATMA3OA46920F1 AT3G53960 -0.24 7.05E-1 -0.06 1.00E+0 0.13 1.00E+0 0.79 4.25E-5 0.01 1.00E+0 0.21 1.00E+0 0.65 8.23E-4 
CATMA3OA46940F1 AT3G53980 -1.78 0.00E+0 -1.17 5.16E-12 -0.34 2.83E-1 -0.91 9.77E-7 -0.54 5.13E-3 0.26 1.00E+0 -1.20 1.79E-12 
CATMA3OA46960R1 AT3G54000 -0.43 1.00E-1 -0.85 1.67E-6 -0.09 1.00E+0 -0.21 1.00E+0 0.26 6.14E-1 -0.12 1.00E+0 0.19 1.00E+0 
CATMA3OA46970R1 AT3G54020 -0.48 4.53E-2 -0.73 6.60E-5 -0.24 8.15E-1 -0.32 4.71E-1 0.37 1.54E-1 0.07 1.00E+0 0.33 3.32E-1 
CATMA3OA46980R1 AT3G54030 -0.31 4.21E-1 -0.61 1.70E-3 0.02 1.00E+0 -0.24 8.99E-1 0.11 1.00E+0 -0.15 1.00E+0 -0.13 1.00E+0 
CATMA3OA46990F1 AT3G54040 -0.52 2.52E-2 0.66 5.12E-4 0.13 1.00E+0 0.25 8.53E-1 -1.32 0.00E+0 -0.14 1.00E+0 -1.22 7.40E-13 
CATMA3OA47020F1 AT3G54070 0.30 4.60E-1 1.68 0.00E+0 0.45 4.09E-2 1.39 0.00E+0 -1.65 0.00E+0 -0.20 1.00E+0 -0.61 2.22E-3 
CATMA3OA47050R1 AT3G54090 0.96 5.03E-7 0.81 5.85E-6 0.18 1.00E+0 0.28 6.66E-1 -0.19 1.00E+0 -0.08 1.00E+0 0.02 1.00E+0 
CATMA3OA47100F1 AT3G54140 0.62 3.58E-3 0.53 1.04E-2 -0.31 4.01E-1 -0.27 7.41E-1 0.30 3.96E-1 0.14 1.00E+0 0.32 3.94E-1 
CATMA3OA47110F1 AT3G54150 -2.83 0.00E+0 0.82 4.81E-6 0.26 7.30E-1 0.20 1.00E+0 -2.77 0.00E+0 0.87 6.51E-5 -2.86 0.00E+0 
CATMA3OC57000R1 AT3G54180 -0.65 1.97E-3 -0.55 6.87E-3 0.07 1.00E+0 -0.11 1.00E+0 -0.02 1.00E+0 0.08 1.00E+0 -0.33 3.43E-1 
CATMA3OA47140R1 AT3G54200 -2.20 0.00E+0 -0.91 2.12E-7 -0.45 4.62E-2 -0.42 1.45E-1 -0.96 3.76E-9 0.72 3.30E-3 -0.93 1.74E-7 
CATMA3OA47160R1 AT3G54220 0.76 1.47E-4 0.08 1.00E+0 0.40 1.13E-1 0.22 9.90E-1 0.47 2.59E-2 0.01 1.00E+0 0.30 4.59E-1 
CATMA3OA47210F1 AT3G54260 -0.95 5.35E-7 -1.17 5.61E-12 -0.25 7.79E-1 -0.38 2.34E-1 -0.04 1.00E+0 -0.27 1.00E+0 -0.12 1.00E+0 
CATMA3OA47330F1 AT3G54400 0.62 3.63E-3 0.01 1.00E+0 0.29 5.08E-1 0.03 1.00E+0 0.52 8.62E-3 -0.16 1.00E+0 0.28 6.00E-1 
CATMA3OA47350R1 AT3G54420 -0.79 7.72E-5 1.07 5.63E-10 -0.38 1.57E-1 0.98 6.89E-8 -1.58 0.00E+0 0.30 1.00E+0 -0.18 1.00E+0 
CATMA3OA47400R1 AT3G54450 -0.20 8.75E-1 -0.75 4.68E-5 -0.44 5.08E-2 -0.58 8.52E-3 0.48 1.77E-2 -0.39 8.22E-1 0.34 3.03E-1 
CATMA3OA47440F1 AT3G54500 1.71 0.00E+0 2.00 0.00E+0 -0.95 3.55E-9 0.55 1.51E-2 0.07 1.00E+0 0.50 1.90E-1 1.59 0.00E+0 
CATMA3OA47460R1 AT3G54510 -0.30 4.32E-1 -0.40 1.01E-1 -0.22 9.69E-1 0.01 1.00E+0 0.99 7.99E-10 0.52 1.52E-1 1.31 0.00E+0 
CATMA3OA47470F1 AT3G54520 0.88 5.01E-6 1.04 1.53E-9 0.15 1.00E+0 -0.13 1.00E+0 0.11 1.00E+0 0.23 1.00E+0 0.15 1.00E+0 
CATMA3OA47480F1 AT3G54530 4.57 0.00E+0 4.36 0.00E+0 -0.04 1.00E+0 -0.07 1.00E+0 -0.07 1.00E+0 0.20 1.00E+0 -0.03 1.00E+0 
CATMA3OA47505R1 AT3G54560 -0.28 5.19E-1 -0.60 1.97E-3 -0.08 1.00E+0 -0.33 4.12E-1 0.15 1.00E+0 -0.15 1.00E+0 -0.06 1.00E+0 
CATMA3OA47520F1 AT3G54580 0.52 2.40E-2 -1.53 0.00E+0 0.52 8.64E-3 0.26 7.92E-1 1.36 0.00E+0 -0.62 2.60E-2 1.13 4.47E-11 
CATMA3ON94652R1 AT3G54590 0.03 1.00E+0 -2.04 0.00E+0 0.48 2.27E-2 0.11 1.00E+0 1.21 1.57E-14 -0.92 1.63E-5 0.89 7.36E-7 
CATMA3OA47540R1 AT3G54600 0.79 7.06E-5 1.50 0.00E+0 0.33 3.09E-1 0.29 6.45E-1 -0.38 1.30E-1 0.34 1.00E+0 -0.50 2.43E-2 
CATMA3OA47570F1 AT3G54640 -2.30 0.00E+0 0.19 8.11E-1 0.37 1.74E-1 0.18 1.00E+0 -2.44 0.00E+0 0.14 1.00E+0 -2.54 0.00E+0 
CATMA3ON94653R1 AT3G54730 -0.45 7.97E-2 -0.14 9.99E-1 -1.42 0.00E+0 -1.35 0.00E+0 -0.25 6.68E-1 0.13 1.00E+0 -0.05 1.00E+0 
CATMA3OA47690F1 AT3G54770 -0.21 8.26E-1 -1.98 0.00E+0 0.21 1.00E+0 -0.59 7.19E-3 1.24 0.00E+0 -0.77 8.39E-4 0.42 9.90E-2 
CATMA3OC57798R1 AT3G54780 -0.63 3.36E-3 -0.11 1.00E+0 -0.31 4.01E-1 0.04 1.00E+0 -0.38 1.37E-1 -0.06 1.00E+0 -0.02 1.00E+0 
CATMA3OA47730R1 AT3G54810 -0.36 2.49E-1 -0.65 5.65E-4 0.10 1.00E+0 -0.54 1.82E-2 0.24 7.33E-1 -0.04 1.00E+0 -0.38 1.80E-1 
CATMA3OA47810F1 AT3G54860 0.59 7.01E-3 0.43 5.78E-2 -0.13 1.00E+0 0.18 1.00E+0 0.03 1.00E+0 0.00 1.00E+0 0.37 2.17E-1 
CATMA3OA47830R1 AT3G54870 -0.20 8.91E-1 -1.43 0.00E+0 0.18 1.00E+0 0.31 5.08E-1 0.51 9.61E-3 -0.49 2.24E-1 0.67 5.23E-4 
CATMA3OA47840F1 AT3G54880 0.45 8.08E-2 0.13 1.00E+0 0.11 1.00E+0 0.86 4.77E-6 0.45 3.42E-2 0.18 1.00E+0 1.24 2.54E-13 
CATMA3OA47850F1 AT3G54900 0.60 6.16E-3 0.58 3.22E-3 0.22 9.55E-1 -0.04 1.00E+0 0.12 1.00E+0 0.27 1.00E+0 -0.10 1.00E+0 
CATMA3OA47870R1 AT3G54920 0.17 9.69E-1 -0.80 9.06E-6 -0.54 5.83E-3 -0.67 9.92E-4 0.42 6.63E-2 -0.41 6.23E-1 0.14 1.00E+0 
CATMA3OA47940F1 AT3G54950 -1.13 9.66E-10 -0.52 1.17E-2 -0.33 3.30E-1 0.01 1.00E+0 -0.32 2.94E-1 0.30 1.00E+0 -0.04 1.00E+0 
CATMA3OA47950F1 AT3G54960 -0.45 7.45E-2 -1.25 1.20E-13 0.09 1.00E+0 -0.08 1.00E+0 0.29 4.47E-1 -0.46 3.36E-1 0.18 1.00E+0 
CATMA3OA47980F1 AT3G54990 0.11 1.00E+0 0.07 1.00E+0 -0.15 1.00E+0 0.57 9.94E-3 0.15 1.00E+0 0.21 1.00E+0 0.71 2.05E-4 
CATMA3OA48100F1 AT3G55090 -1.78 0.00E+0 0.62 1.34E-3 2.13 0.00E+0 -0.41 1.62E-1 -1.55 0.00E+0 0.83 1.86E-4 -3.95 0.00E+0 
CATMA3OA48130F1 AT3G55120 0.26 5.97E-1 1.02 4.31E-9 -0.31 3.99E-1 -0.32 4.48E-1 -0.47 2.65E-2 0.32 1.00E+0 -0.27 6.32E-1 
CATMA3OC57806F1 AT3G55150 0.44 8.87E-2 -0.34 2.11E-1 0.23 8.68E-1 0.08 1.00E+0 0.65 2.86E-4 -0.20 1.00E+0 0.44 7.94E-2 
CATMA3OA48170F1 AT3G55160 0.63 2.89E-3 0.42 6.98E-2 -0.02 1.00E+0 0.43 1.14E-1 -0.06 1.00E+0 -0.12 1.00E+0 0.15 1.00E+0 
CATMA3OA48230R1 AT3G55230 0.14 1.00E+0 -1.25 1.77E-13 0.32 3.74E-1 -0.28 6.51E-1 1.07 2.20E-11 -0.51 1.75E-1 0.41 1.17E-1 
CATMA3OA48250R1 AT3G55250 0.66 1.47E-3 0.87 8.68E-7 0.35 2.55E-1 0.48 5.48E-2 -0.04 1.00E+0 0.24 1.00E+0 0.05 1.00E+0 
CATMA3OA48280R1 AT3G55270 -0.36 2.47E-1 0.38 1.33E-1 -0.09 1.00E+0 0.00 1.00E+0 -0.63 4.69E-4 0.05 1.00E+0 -0.50 2.39E-2 
CATMA3ON91008R1 AT3G55290 -1.32 4.67E-13 -1.02 4.28E-9 -1.07 1.22E-11 -0.65 1.59E-3 0.32 2.93E-1 0.35 1.00E+0 0.59 3.60E-3 
CATMA3OF01354R1 AT3G55310 -0.59 7.05E-3 -0.66 5.36E-4 -0.74 1.46E-5 -0.45 9.18E-2 0.32 2.89E-1 0.17 1.00E+0 0.61 2.16E-3 
CATMA3OA48320F1 AT3G55320 0.70 6.38E-4 0.28 4.22E-1 0.01 1.00E+0 -0.31 5.37E-1 0.10 1.00E+0 -0.31 1.00E+0 -0.02 1.00E+0 
CATMA3OA48330F1 AT3G55330 0.43 9.75E-2 0.35 1.78E-1 -0.16 1.00E+0 -0.64 2.17E-3 0.26 6.15E-1 0.05 1.00E+0 -0.07 1.00E+0 
CATMA3OA48360F1 AT3G55360 -0.19 9.03E-1 -0.50 1.62E-2 0.45 3.97E-2 -0.63 2.81E-3 0.19 1.00E+0 -0.17 1.00E+0 -1.00 1.13E-8 
CATMA3OA48390R1 AT3G55420 -0.12 1.00E+0 -0.60 1.99E-3 0.18 1.00E+0 -0.39 1.98E-1 0.28 4.97E-1 -0.14 1.00E+0 -0.20 1.00E+0 
CATMA3OA48400F1 AT3G55430 -0.83 2.13E-5 -0.77 2.50E-5 -0.10 1.00E+0 -0.30 5.74E-1 0.16 1.00E+0 0.23 1.00E+0 -0.11 1.00E+0 
CATMA3OC57808R1 AT3G55470 -0.39 1.66E-1 0.17 9.00E-1 0.18 1.00E+0 0.13 1.00E+0 -0.61 9.56E-4 0.03 1.00E+0 -0.65 9.28E-4 
CATMA3OA48450F1 AT3G55500 1.12 1.58E-9 -0.25 5.33E-1 0.02 1.00E+0 -0.34 3.60E-1 0.52 7.56E-3 -0.62 2.55E-2 0.40 1.34E-1 
CATMA3OA48480R1 AT3G55515 1.64 0.00E+0 0.62 1.17E-3 1.09 3.91E-12 0.97 8.48E-8 0.90 4.75E-8 -0.02 1.00E+0 0.76 4.43E-5 
CATMA3OA48520F1 AT3G55550 0.06 1.00E+0 -0.84 2.93E-6 -0.11 1.00E+0 -0.52 2.73E-2 0.48 1.93E-2 -0.27 1.00E+0 0.08 1.00E+0 
CATMA3OA48650F1 AT3G55660 -0.65 1.82E-3 -0.37 1.43E-1 -0.46 3.15E-2 0.08 1.00E+0 -0.26 6.34E-1 -0.10 1.00E+0 0.09 1.00E+0 
CATMA3OD05117R1 AT3G55677 -0.97 3.54E-7 -0.11 1.00E+0 -0.45 4.16E-2 -0.11 1.00E+0 -0.71 4.41E-5 0.06 1.00E+0 -0.42 9.75E-2 
CATMA3OA48680R1 AT3G55700 -0.15 1.00E+0 -0.39 1.17E-1 0.72 2.70E-5 -0.05 1.00E+0 0.18 1.00E+0 0.02 1.00E+0 -0.63 1.32E-3 
CATMA3OD01356R1 AT3G55710 0.74 2.19E-4 2.40 0.00E+0 -0.24 8.26E-1 -0.10 1.00E+0 -0.24 7.35E-1 -0.01 1.00E+0 0.01 1.00E+0 
CATMA3OA48700R1 AT3G55720 -0.12 1.00E+0 -0.61 1.74E-3 0.09 1.00E+0 0.01 1.00E+0 0.28 5.10E-1 -0.10 1.00E+0 0.32 3.77E-1 
CATMA3OA48725R1 AT3G55740 -1.93 0.00E+0 0.16 9.25E-1 -0.25 7.98E-1 0.02 1.00E+0 -1.73 0.00E+0 0.27 1.00E+0 -1.35 0.00E+0 
CATMA3OA48740R1 AT3G55760 -0.61 5.14E-3 -0.82 4.58E-6 -0.23 9.30E-1 -0.54 1.76E-2 0.11 1.00E+0 -0.16 1.00E+0 -0.20 1.00E+0 
CATMA3OA48760R1 AT3G55790 -2.47 0.00E+0 -1.82 0.00E+0 0.27 6.33E-1 -1.45 0.00E+0 -2.82 0.00E+0 -0.98 2.28E-6 -2.96 0.00E+0 
CATMA3OA48810F1 AT3G55840 -0.72 4.13E-4 0.21 7.34E-1 0.08 1.00E+0 0.02 1.00E+0 -0.62 6.63E-4 0.33 1.00E+0 -0.58 4.66E-3 
CATMA3OC57814R1 AT3G55890 -0.84 1.87E-5 0.23 6.22E-1 -0.24 8.61E-1 0.39 2.09E-1 -0.95 5.91E-9 0.08 1.00E+0 -0.45 6.75E-2 
CATMA3OA48880R1 AT3G55910 -0.97 3.33E-7 0.24 5.88E-1 0.09 1.00E+0 0.32 4.66E-1 -1.10 5.42E-12 0.03 1.00E+0 -0.83 5.76E-6 
CATMA3ON94657R1 AT3G55940 -0.98 2.14E-7 -2.03 0.00E+0 0.30 4.66E-1 -0.55 1.37E-2 0.90 4.00E-8 -0.12 1.00E+0 0.24 7.82E-1 
CATMA3OA48920F1 AT3G55950 -0.75 1.79E-4 -0.47 2.81E-2 0.52 9.75E-3 -0.12 1.00E+0 -0.54 5.12E-3 -0.04 1.00E+0 -0.74 8.30E-5 
CATMA3OA48940F1 AT3G55970 -1.18 1.44E-10 0.78 1.48E-5 -0.29 5.34E-1 1.35 0.00E+0 0.82 8.63E-7 2.32 0.00E+0 2.61 0.00E+0 
CATMA3OA48970F1 AT3G56000 0.54 1.68E-2 -0.58 2.96E-3 0.28 6.03E-1 0.21 1.00E+0 0.80 2.18E-6 -0.29 1.00E+0 0.75 6.27E-5 
CATMA3OA48980R1 AT3G56010 0.54 1.83E-2 0.69 2.14E-4 -0.30 4.34E-1 -0.04 1.00E+0 0.10 1.00E+0 0.21 1.00E+0 0.25 7.32E-1 
CATMA3OA49010F1 AT3G56050 -0.82 3.18E-5 -0.50 1.56E-2 0.05 1.00E+0 -0.08 1.00E+0 -0.22 8.22E-1 0.06 1.00E+0 -0.30 4.60E-1 
CATMA3OA49020F1 AT3G56060 0.13 1.00E+0 -1.23 3.92E-13 -0.41 8.92E-2 -0.33 4.26E-1 0.09 1.00E+0 -1.28 3.38E-11 0.29 5.46E-1 
CATMA3OA49050F1 AT3G56090 -1.08 7.00E-9 -2.26 0.00E+0 0.22 9.77E-1 -0.56 1.28E-2 0.78 4.74E-6 -0.18 1.00E+0 0.02 1.00E+0 
CATMA3OA49070F1 AT3G56100 -0.92 1.53E-6 -0.81 7.02E-6 -0.25 7.36E-1 -0.14 1.00E+0 -0.25 6.62E-1 -0.02 1.00E+0 -0.29 5.07E-1 
CATMA3OA49150R1 AT3G56200 0.61 4.98E-3 1.59 0.00E+0 0.06 1.00E+0 0.85 7.17E-6 -0.31 3.55E-1 0.70 4.37E-3 0.48 3.82E-2 
CATMA3ON101219R1 AT3G56220 0.33 3.52E-1 -0.87 9.99E-7 -0.49 1.68E-2 0.16 1.00E+0 0.95 6.02E-9 -0.01 1.00E+0 1.34 0.00E+0 
CATMA3OA49180F1 AT3G56230 0.92 1.80E-6 -1.79 0.00E+0 0.52 8.64E-3 -0.44 9.46E-2 1.78 0.00E+0 -0.88 5.06E-5 0.78 2.24E-5 
CATMA3ON101220F1 AT3G56240 0.06 1.00E+0 1.02 3.40E-9 0.03 1.00E+0 0.04 1.00E+0 -1.38 0.00E+0 -0.43 5.11E-1 -1.40 0.00E+0 
CATMA3ON91362R1 AT3G56275 -1.51 0.00E+0 -0.75 3.68E-5 -0.01 1.00E+0 -0.40 1.73E-1 -0.39 1.13E-1 0.28 1.00E+0 -0.71 1.87E-4 
CATMA3OA49300R1 AT3G56330 0.80 5.81E-5 0.83 3.19E-6 0.28 6.07E-1 0.50 3.75E-2 -0.20 9.78E-1 -0.14 1.00E+0 0.10 1.00E+0 
CATMA3OA49320F1 AT3G56350 2.16 0.00E+0 2.83 0.00E+0 -0.24 8.44E-1 2.01 0.00E+0 0.38 1.35E-1 0.90 2.80E-5 2.41 0.00E+0 
CATMA3OA49340R1 AT3G56360 1.76 0.00E+0 1.50 0.00E+0 -0.34 2.93E-1 0.02 1.00E+0 0.25 6.60E-1 0.05 1.00E+0 0.58 4.35E-3 
CATMA3OA49350F1 AT3G56370 -0.42 1.13E-1 -0.85 1.80E-6 -0.13 1.00E+0 -0.30 5.80E-1 0.20 9.80E-1 -0.12 1.00E+0 0.02 1.00E+0 
CATMA3OC57822F1 AT3G56400 -2.54 0.00E+0 -1.26 1.11E-13 1.03 6.12E-11 0.79 3.68E-5 -2.11 0.00E+0 -0.94 9.11E-6 -2.33 0.00E+0 
CATMA3OA49390F1 AT3G56410 0.60 5.17E-3 0.41 7.66E-2 0.26 7.24E-1 -0.02 1.00E+0 0.41 7.95E-2 0.02 1.00E+0 0.18 1.00E+0 
CATMA3OA49460F1 AT3G56480 -0.16 9.97E-1 -0.64 7.51E-4 0.24 8.10E-1 0.01 1.00E+0 0.34 2.31E-1 -0.08 1.00E+0 0.18 1.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA3OC57824R1 AT3G56500 -2.18 0.00E+0 -1.45 0.00E+0 0.03 1.00E+0 -0.53 2.10E-2 -0.60 1.25E-3 -0.01 1.00E+0 -1.05 1.55E-9 
CATMA3OC57826R1 AT3G56540 -0.52 2.56E-2 -0.56 4.95E-3 0.17 1.00E+0 -0.36 2.84E-1 -0.08 1.00E+0 0.02 1.00E+0 -0.59 3.80E-3 
CATMA3OA49540R1 AT3G56570 0.69 8.47E-4 0.07 1.00E+0 -0.29 5.38E-1 -0.51 3.07E-2 0.43 5.54E-2 -0.23 1.00E+0 0.13 1.00E+0 
CATMA3OA49560R1 AT3G56590 -0.57 1.02E-2 -0.71 1.39E-4 -0.03 1.00E+0 -0.40 1.71E-1 0.03 1.00E+0 -0.28 1.00E+0 -0.45 6.69E-2 
CATMA3OA49590F1 AT3G56620 -2.17 0.00E+0 -2.02 0.00E+0 -0.04 1.00E+0 -0.27 7.50E-1 -0.31 3.61E-1 -0.02 1.00E+0 -0.55 9.37E-3 
CATMA3OA49600R1 AT3G56630 0.45 7.74E-2 0.75 3.94E-5 -0.06 1.00E+0 0.34 3.75E-1 -0.12 1.00E+0 0.26 1.00E+0 0.22 9.26E-1 
CATMA3OA49680F1 AT3G56710 -2.06 0.00E+0 0.10 1.00E+0 0.06 1.00E+0 0.45 9.43E-2 -2.12 0.00E+0 -0.05 1.00E+0 -1.84 0.00E+0 
CATMA3OA49710R1 AT3G56730 -0.37 2.05E-1 -1.03 2.73E-9 0.42 7.08E-2 -0.50 4.06E-2 0.72 2.76E-5 0.08 1.00E+0 -0.14 1.00E+0 
CATMA3OC57830F1 AT3G56760 -0.73 3.38E-4 -0.76 3.14E-5 0.00 1.00E+0 -0.36 3.06E-1 -0.04 1.00E+0 -0.14 1.00E+0 -0.39 1.59E-1 
CATMA3OA49750F1 AT3G56770 -0.74 2.46E-4 -0.05 1.00E+0 -0.16 1.00E+0 0.16 1.00E+0 -0.41 7.14E-2 0.27 1.00E+0 -0.17 1.00E+0 
CATMA3OA49870R1 AT3G56880 -1.08 7.92E-9 -0.91 2.03E-7 0.22 9.76E-1 -0.41 1.54E-1 0.08 1.00E+0 0.30 1.00E+0 -0.58 4.40E-3 
CATMA3ON90932F1 AT3G56891 -0.26 6.15E-1 -0.39 1.07E-1 0.96 1.90E-9 0.22 9.94E-1 -1.25 0.00E+0 -1.38 4.17E-13 -1.97 0.00E+0 
CATMA3OA49920R1 AT3G56930 0.46 6.76E-2 -0.11 1.00E+0 0.03 1.00E+0 0.54 1.78E-2 0.35 2.17E-1 0.04 1.00E+0 0.92 2.03E-7 
CATMA3ON94661R1 AT3G56960 0.68 9.54E-4 0.53 8.60E-3 -0.23 9.01E-1 -0.14 1.00E+0 0.03 1.00E+0 0.02 1.00E+0 0.08 1.00E+0 
CATMA3OA49950F1 AT3G56970 4.47 0.00E+0 3.91 0.00E+0 0.11 1.00E+0 0.55 1.50E-2 0.85 2.96E-7 0.18 1.00E+0 1.37 0.00E+0 
CATMA3OA49960F1 AT3G56980 3.94 0.00E+0 3.37 0.00E+0 -0.67 1.71E-4 0.33 4.14E-1 0.99 1.07E-9 0.19 1.00E+0 2.01 0.00E+0 
CATMA3OA49970F1 AT3G56990 0.63 2.88E-3 0.71 1.19E-4 -0.05 1.00E+0 0.08 1.00E+0 -0.02 1.00E+0 -0.02 1.00E+0 0.10 1.00E+0 
CATMA3OA50023R1 AT3G57040 1.03 4.15E-8 1.01 4.94E-9 0.57 2.36E-3 1.07 2.12E-9 0.04 1.00E+0 0.16 1.00E+0 0.56 7.00E-3 
CATMA3ON101226R1 AT3G57062 -1.02 6.91E-8 -1.24 2.43E-13 -0.30 4.74E-1 -0.81 2.21E-5 0.29 4.39E-1 0.21 1.00E+0 -0.24 7.82E-1 
CATMA3OA50050R1 AT3G57070 -0.62 3.78E-3 -1.01 6.27E-9 0.28 5.82E-1 -0.55 1.63E-2 0.07 1.00E+0 -0.20 1.00E+0 -0.58 4.95E-3 
CATMA3OC57836R1 AT3G57090 0.04 1.00E+0 0.32 2.70E-1 0.56 3.73E-3 -0.08 1.00E+0 -0.19 1.00E+0 0.12 1.00E+0 -0.74 7.54E-5 
CATMA3OA50160F1 AT3G57160 -0.15 1.00E+0 -0.30 3.40E-1 0.59 1.77E-3 1.23 2.32E-12 -0.04 1.00E+0 -0.07 1.00E+0 0.77 2.85E-5 
CATMA3OA50180F1 AT3G57170 0.64 2.67E-3 0.46 3.76E-2 -0.16 1.00E+0 0.34 3.87E-1 0.09 1.00E+0 0.10 1.00E+0 0.67 5.12E-4 
CATMA3OA50275F1 AT3G57260 -2.16 0.00E+0 0.08 1.00E+0 -1.20 0.00E+0 0.17 1.00E+0 -2.24 0.00E+0 0.00 1.00E+0 -0.96 4.96E-8 
CATMA3OA50390R1 AT3G57390 0.41 1.26E-1 0.71 1.22E-4 -0.25 7.72E-1 0.20 1.00E+0 -0.21 9.17E-1 0.12 1.00E+0 0.32 3.90E-1 
CATMA3ON94663F1 AT3G57460 -1.37 4.18E-14 -0.04 1.00E+0 -0.16 1.00E+0 0.12 1.00E+0 -1.32 0.00E+0 -0.01 1.00E+0 -0.87 1.25E-6 
CATMA3OA50520F1 AT3G57520 -1.44 0.00E+0 -0.46 3.67E-2 0.09 1.00E+0 1.03 9.57E-9 -0.91 2.85E-8 0.21 1.00E+0 -0.03 1.00E+0 
CATMA3OA50540F1 AT3G57540 -3.19 0.00E+0 -3.27 0.00E+0 -0.65 2.65E-4 -1.33 0.00E+0 0.07 1.00E+0 0.23 1.00E+0 -0.43 8.28E-2 
CATMA3OA50640F1 AT3G57630 -1.04 3.55E-8 -1.07 5.83E-10 -0.36 2.07E-1 -0.66 1.31E-3 0.02 1.00E+0 -0.06 1.00E+0 -0.39 1.59E-1 
CATMA3OA50720R1 AT3G57700 -0.55 1.56E-2 -0.10 1.00E+0 0.47 2.62E-2 0.07 1.00E+0 -0.47 2.57E-2 0.19 1.00E+0 -0.85 2.19E-6 
CATMA3OA50770R1 AT3G57740 0.20 8.80E-1 1.04 1.60E-9 -0.03 1.00E+0 0.61 4.17E-3 -0.86 2.24E-7 0.17 1.00E+0 -0.06 1.00E+0 
CATMA3OA50800R1 AT3G57770 0.22 8.12E-1 0.77 2.30E-5 0.37 1.88E-1 0.31 4.96E-1 -0.05 1.00E+0 0.19 1.00E+0 0.11 1.00E+0 
CATMA3OA50810F1 AT3G57780 -1.24 1.12E-11 -1.54 0.00E+0 -0.52 9.22E-3 -0.78 6.19E-5 -0.05 1.00E+0 -0.01 1.00E+0 -0.24 8.24E-1 
CATMA3OA50920F1 AT3G57920 -0.08 1.00E+0 -0.52 1.24E-2 0.66 1.85E-4 0.39 2.17E-1 0.24 7.10E-1 -0.04 1.00E+0 0.09 1.00E+0 
CATMA3OA50950R1 AT3G57950 -1.37 5.19E-14 -0.73 7.88E-5 0.02 1.00E+0 -0.33 4.37E-1 -0.50 1.32E-2 0.26 1.00E+0 -0.88 9.69E-7 
CATMA3OA51000R1 AT3G58000 0.47 5.86E-2 -1.15 1.54E-11 0.32 3.43E-1 0.11 1.00E+0 0.66 1.93E-4 -0.75 1.37E-3 0.80 1.25E-5 
CATMA3OA51070F1 AT3G58060 -1.82 0.00E+0 -4.40 0.00E+0 -0.49 1.67E-2 0.19 1.00E+0 2.44 0.00E+0 -0.07 1.00E+0 3.02 0.00E+0 
CATMA3OA51110F1 AT3G58100 -0.11 1.00E+0 -0.66 5.32E-4 -0.38 1.51E-1 -0.73 2.11E-4 0.13 1.00E+0 -0.27 1.00E+0 -0.09 1.00E+0 
CATMA3OA51130F1 AT3G58120 0.27 5.86E-1 -1.28 3.15E-14 0.27 6.71E-1 -0.39 1.96E-1 0.99 9.06E-10 -0.67 9.15E-3 0.44 8.00E-2 
CATMA3OA51190F1 AT3G58190 0.88 5.91E-6 0.90 3.32E-7 -0.06 1.00E+0 -0.47 6.82E-2 0.05 1.00E+0 0.11 1.00E+0 -0.12 1.00E+0 
CATMA3ON98298R1 AT3G58193 0.77 1.21E-4 0.89 4.62E-7 -0.02 1.00E+0 0.11 1.00E+0 0.01 1.00E+0 0.10 1.00E+0 0.15 1.00E+0 
CATMA3ON98299R1 AT3G58196 0.93 1.08E-6 0.92 1.69E-7 -0.04 1.00E+0 0.06 1.00E+0 -0.10 1.00E+0 0.16 1.00E+0 0.04 1.00E+0 
CATMA3OA51270F1 AT3G58270 -0.33 3.24E-1 0.39 1.10E-1 0.54 6.01E-3 0.70 4.97E-4 -0.35 2.01E-1 0.33 1.00E+0 -0.18 1.00E+0 
CATMA3OC57852F1 AT3G58350 -0.41 1.35E-1 -0.69 2.10E-4 -0.17 1.00E+0 -0.67 1.17E-3 0.51 9.27E-3 -0.08 1.00E+0 0.00 1.00E+0 
CATMA3OA51540R1 AT3G58540 -1.20 6.53E-11 -0.98 1.82E-8 -0.81 1.28E-6 -0.28 6.56E-1 -0.46 2.98E-2 0.14 1.00E+0 -0.01 1.00E+0 
CATMA3OA51550F1 AT3G58550 -2.93 0.00E+0 -0.52 1.26E-2 -0.84 2.88E-7 -0.49 4.27E-2 -1.60 0.00E+0 0.88 4.83E-5 -1.30 1.62E-14 
CATMA3OA51615R1 AT3G58610 0.23 7.39E-1 0.32 2.74E-1 0.21 1.00E+0 0.59 7.26E-3 -0.26 6.21E-1 -0.07 1.00E+0 0.19 1.00E+0 
CATMA3OA51620R1 AT3G58620 -0.98 2.59E-7 -1.70 0.00E+0 -0.44 5.19E-2 -0.99 4.45E-8 0.49 1.67E-2 -0.14 1.00E+0 -0.04 1.00E+0 
CATMA3OA51660F1 AT3G58650 -0.81 3.64E-5 -0.75 3.65E-5 -0.22 9.73E-1 -0.14 1.00E+0 -0.24 7.54E-1 -0.10 1.00E+0 -0.08 1.00E+0 
CATMA3OA51810R1 AT3G58810 -3.69 0.00E+0 -4.88 0.00E+0 0.05 1.00E+0 1.05 5.33E-9 1.36 0.00E+0 -0.17 1.00E+0 2.38 0.00E+0 
CATMA3ON101255F1 AT3G58990 0.77 1.04E-4 1.35 0.00E+0 0.68 1.02E-4 0.24 8.79E-1 -0.25 6.86E-1 0.56 7.01E-2 -0.67 5.32E-4 
CATMA3OA52080F1 AT3G59040 0.98 2.69E-7 0.77 2.15E-5 -0.20 1.00E+0 0.38 2.36E-1 -0.24 7.31E-1 -0.08 1.00E+0 0.45 5.82E-2 
CATMA3OA52130R1 AT3G59080 -1.30 1.08E-12 0.23 6.42E-1 0.37 1.72E-1 -0.03 1.00E+0 -1.56 0.00E+0 0.13 1.00E+0 -1.83 0.00E+0 
CATMA3OA52270R1 AT3G59220 -1.78 0.00E+0 -0.77 2.03E-5 -0.26 6.88E-1 -0.33 4.36E-1 -1.04 1.02E-10 0.14 1.00E+0 -1.05 1.47E-9 
CATMA3OC57876F1 AT3G59370 0.29 4.80E-1 -1.65 0.00E+0 0.40 1.02E-1 -0.34 3.63E-1 1.34 0.00E+0 -0.71 3.42E-3 0.50 2.38E-2 
CATMA3OA52520R1 AT3G59480 1.06 1.56E-8 1.17 7.06E-12 0.60 1.04E-3 0.77 8.33E-5 -0.27 5.41E-1 -0.14 1.00E+0 -0.03 1.00E+0 
CATMA3OA52610R1 AT3G59580 -0.31 4.11E-1 -1.17 7.33E-12 -0.25 7.95E-1 -1.69 0.00E+0 0.75 1.00E-5 -0.03 1.00E+0 -0.40 1.45E-1 
CATMA3OA52700R1 AT3G59670 0.20 8.88E-1 0.10 1.00E+0 0.41 9.25E-2 0.68 7.93E-4 -0.01 1.00E+0 -0.11 1.00E+0 0.26 6.68E-1 
CATMA3OA52725R1 AT3G59700 -0.72 4.08E-4 0.10 1.00E+0 0.06 1.00E+0 0.25 8.35E-1 -0.68 1.09E-4 0.09 1.00E+0 -0.50 2.79E-2 
CATMA3OA52730F1 AT3G59710 -0.79 7.06E-5 0.28 4.18E-1 -0.59 1.36E-3 0.01 1.00E+0 -0.39 1.01E-1 0.76 1.17E-3 0.07 1.00E+0 
CATMA3ON90978F1 AT3G59740 -0.74 2.59E-4 0.11 1.00E+0 0.47 2.85E-2 0.42 1.34E-1 -0.44 4.34E-2 0.48 2.74E-1 -0.56 7.91E-3 
CATMA3OA52790F1 AT3G59770 0.61 5.00E-3 0.38 1.23E-1 0.03 1.00E+0 -0.07 1.00E+0 0.17 1.00E+0 -0.09 1.00E+0 0.11 1.00E+0 
CATMA3OA52900R1 AT3G59880 -1.01 8.22E-8 -0.98 1.70E-8 -0.21 1.00E+0 -0.41 1.52E-1 -0.02 1.00E+0 0.08 1.00E+0 -0.27 6.38E-1 
CATMA3OA52920R1 AT3G59900 -2.01 0.00E+0 -1.90 0.00E+0 -0.45 4.57E-2 -0.38 2.46E-1 0.17 1.00E+0 0.32 1.00E+0 0.26 6.80E-1 
CATMA3ON91054F1 AT3G59930 0.22 8.14E-1 -3.13 0.00E+0 0.92 1.47E-8 -0.37 2.53E-1 3.45 0.00E+0 0.70 5.13E-3 3.69 0.00E+0 
CATMA3OA52950R1 AT3G59940 1.20 7.38E-11 0.79 1.14E-5 -0.12 1.00E+0 0.17 1.00E+0 0.55 4.31E-3 -0.17 1.00E+0 1.21 8.51E-13 
CATMA3OA53100R1 AT3G60090 0.56 1.13E-2 0.01 1.00E+0 0.33 3.29E-1 0.33 4.15E-1 0.62 5.87E-4 0.35 1.00E+0 0.79 2.04E-5 
CATMA3OA53110R1 AT3G60100 2.47 0.00E+0 2.18 0.00E+0 0.72 2.45E-5 1.62 0.00E+0 0.50 1.18E-2 0.29 1.00E+0 1.29 3.19E-14 
CATMA3OA53130R1 AT3G60120 -4.44 0.00E+0 1.54 0.00E+0 -0.40 1.08E-1 0.34 3.73E-1 -4.30 0.00E+0 1.69 0.00E+0 -3.88 0.00E+0 
CATMA3OA53150R1 AT3G60140 -2.06 0.00E+0 1.91 0.00E+0 0.09 1.00E+0 0.73 2.30E-4 -0.23 7.93E-1 3.52 0.00E+0 0.56 7.57E-3 
CATMA3ON91339F1 AT3G60160 -0.75 1.75E-4 0.56 5.33E-3 0.26 7.16E-1 1.07 2.37E-9 -0.70 6.15E-5 0.49 2.38E-1 0.14 1.00E+0 
CATMA3OA53300F1 AT3G60270 -1.89 0.00E+0 -1.06 6.63E-10 -0.22 9.67E-1 -0.45 8.12E-2 -0.84 5.19E-7 0.17 1.00E+0 -0.96 5.15E-8 
CATMA3OA53340R1 AT3G60330 -2.61 0.00E+0 -3.80 0.00E+0 0.51 1.26E-2 0.69 6.26E-4 0.38 1.35E-1 -0.96 5.10E-6 0.56 8.30E-3 
CATMA3OA53380F1 AT3G60370 1.03 4.71E-8 0.82 4.90E-6 0.03 1.00E+0 0.20 1.00E+0 0.22 8.27E-1 0.03 1.00E+0 0.56 7.97E-3 
CATMA3OA53430R1 AT3G60420 -2.91 0.00E+0 -0.70 1.82E-4 1.20 0.00E+0 0.97 1.04E-7 -3.44 0.00E+0 -1.32 6.97E-12 -3.26 0.00E+0 
CATMA3OC57888R1 AT3G60450 -0.58 8.98E-3 -0.23 6.48E-1 0.58 1.83E-3 0.14 1.00E+0 -0.63 5.12E-4 -0.23 1.00E+0 -0.99 1.84E-8 
CATMA3OA53480R1 AT3G60470 -0.76 1.53E-4 0.64 8.13E-4 0.15 1.00E+0 1.46 0.00E+0 -2.22 0.00E+0 -0.80 4.46E-4 -0.79 2.07E-5 
CATMA3OA53500R1 AT3G60490 0.01 1.00E+0 -0.16 9.35E-1 -0.15 1.00E+0 0.15 1.00E+0 0.32 3.09E-1 0.32 1.00E+0 0.59 4.19E-3 
CATMA3OA53522F1 AT3G60520 0.78 9.98E-5 0.87 8.41E-7 -0.02 1.00E+0 -0.31 5.36E-1 -0.07 1.00E+0 0.14 1.00E+0 -0.23 8.25E-1 
CATMA3OA53525R1 AT3G60530 0.10 1.00E+0 -0.60 1.85E-3 0.00 1.00E+0 -0.53 2.05E-2 0.38 1.34E-1 -0.23 1.00E+0 -0.07 1.00E+0 
CATMA3OC57890F1 AT3G60540 -1.17 2.43E-10 0.01 1.00E+0 0.14 1.00E+0 0.58 8.89E-3 -1.26 0.00E+0 -0.15 1.00E+0 -1.05 1.26E-9 
CATMA3OA53540R1 AT3G60550 0.91 2.22E-6 -0.89 4.54E-7 0.61 1.01E-3 -0.45 8.19E-2 1.37 0.00E+0 -0.61 2.76E-2 0.33 3.44E-1 
CATMA3OA53570R1 AT3G60580 -0.39 1.81E-1 -0.33 2.45E-1 0.33 3.10E-1 -0.07 1.00E+0 -0.30 3.81E-1 0.07 1.00E+0 -0.66 6.71E-4 
CATMA3OA53630F1 AT3G60630 0.00 1.00E+0 -0.89 4.23E-7 -0.05 1.00E+0 -0.44 1.02E-1 0.50 1.26E-2 -0.41 6.40E-1 0.21 9.70E-1 
CATMA3OA53690R1 AT3G60690 0.73 3.01E-4 0.75 3.79E-5 0.56 3.06E-3 0.06 1.00E+0 0.45 3.56E-2 0.41 6.56E-1 0.01 1.00E+0 
CATMA3OA53700R1 AT3G60700 3.74 0.00E+0 0.17 8.93E-1 1.98 0.00E+0 1.19 1.29E-11 3.11 0.00E+0 -0.42 6.09E-1 2.38 0.00E+0 
CATMA3OA53750R1 AT3G60750 0.60 5.44E-3 0.68 3.11E-4 0.47 2.87E-2 0.91 8.60E-7 -0.15 1.00E+0 0.23 1.00E+0 0.29 5.51E-1 
CATMA3OC57891R1 AT3G60810 0.00 1.00E+0 0.05 1.00E+0 0.58 1.86E-3 -0.44 9.88E-2 0.01 1.00E+0 0.20 1.00E+0 -0.90 5.08E-7 
CATMA3OA53870F1 AT3G60900 -1.38 3.16E-14 -1.11 1.04E-10 -1.35 0.00E+0 -1.37 0.00E+0 -0.65 2.91E-4 0.01 1.00E+0 -0.61 2.66E-3 
CATMA3OF03060R1 AT3G60970 -0.73 3.49E-4 0.40 8.99E-2 0.26 7.30E-1 1.32 0.00E+0 -0.75 1.26E-5 0.34 1.00E+0 0.01 1.00E+0 
CATMA3OA54100F1 AT3G60980 -0.58 8.11E-3 -0.15 9.79E-1 0.32 3.51E-1 -0.39 2.13E-1 -0.38 1.18E-1 0.08 1.00E+0 -0.99 1.36E-8 
CATMA3OA54230R1 AT3G61060 -0.45 7.27E-2 -0.81 5.87E-6 0.01 1.00E+0 -0.13 1.00E+0 0.72 3.39E-5 0.40 7.27E-1 0.57 5.43E-3 
CATMA3OA54240F1 AT3G61070 -0.69 8.05E-4 -0.67 3.46E-4 -0.21 1.00E+0 -0.16 1.00E+0 -0.03 1.00E+0 0.09 1.00E+0 0.09 1.00E+0 
CATMA3OA54270F1 AT3G61100 0.65 1.91E-3 0.39 1.10E-1 0.30 4.41E-1 0.17 1.00E+0 -0.03 1.00E+0 -0.15 1.00E+0 -0.16 1.00E+0 
CATMA3OC57899R1 AT3G61160 -1.05 1.78E-8 -1.25 1.77E-13 -0.69 9.06E-5 -0.59 6.26E-3 0.15 1.00E+0 0.15 1.00E+0 0.33 3.30E-1 
CATMA3OA54340F1 AT3G61190 -1.56 0.00E+0 -0.76 2.98E-5 1.31 0.00E+0 0.25 8.30E-1 -0.67 1.73E-4 0.17 1.00E+0 -1.59 0.00E+0 
CATMA3OA54360F1 AT3G61210 0.84 1.72E-5 0.36 1.61E-1 -0.35 2.43E-1 -0.31 4.88E-1 0.39 1.17E-1 -0.16 1.00E+0 0.62 1.85E-3 
CATMA3OC57901R1 AT3G61220 -0.63 3.36E-3 -0.76 2.78E-5 -0.10 1.00E+0 -0.36 3.12E-1 0.06 1.00E+0 0.03 1.00E+0 -0.10 1.00E+0 
CATMA3OA54400F1 AT3G61260 0.26 5.99E-1 -0.36 1.60E-1 -0.05 1.00E+0 -0.41 1.54E-1 0.67 1.70E-4 0.02 1.00E+0 0.36 2.43E-1 
CATMA3OA54410R1 AT3G61270 0.06 1.00E+0 -0.89 5.47E-7 0.05 1.00E+0 -0.23 9.23E-1 0.50 1.37E-2 -0.46 3.33E-1 0.27 6.38E-1 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA3OA54420R1 AT3G61280 0.47 5.75E-2 0.73 6.67E-5 -0.06 1.00E+0 0.04 1.00E+0 -0.32 3.19E-1 0.38 9.38E-1 -0.17 1.00E+0 
CATMA3OA54520F1 AT3G61380 -0.36 2.37E-1 -0.96 3.43E-8 0.04 1.00E+0 0.03 1.00E+0 0.38 1.31E-1 -0.20 1.00E+0 0.33 3.61E-1 
CATMA3OA54530R1 AT3G61390 -0.85 1.48E-5 0.19 8.36E-1 0.80 1.87E-6 0.35 3.37E-1 -1.76 0.00E+0 -0.87 6.51E-5 -2.30 0.00E+0 
CATMA3OA54540R1 AT3G61400 -0.23 7.40E-1 0.20 7.82E-1 0.26 7.33E-1 0.72 3.27E-4 0.14 1.00E+0 0.51 1.79E-1 0.29 5.40E-1 
CATMA3ON101292R1 AT3G61410 -0.75 1.84E-4 -1.83 0.00E+0 -0.08 1.00E+0 0.37 2.58E-1 0.87 1.24E-7 -0.04 1.00E+0 1.51 0.00E+0 
CATMA3OA54560F1 AT3G61415 0.33 3.28E-1 0.40 9.37E-2 0.12 1.00E+0 0.61 4.22E-3 0.00 1.00E+0 -0.11 1.00E+0 0.44 7.31E-2 
CATMA3ON94690F1 AT3G61420 0.85 1.37E-5 0.77 2.39E-5 -0.48 2.52E-2 0.64 1.96E-3 0.13 1.00E+0 0.08 1.00E+0 1.32 0.00E+0 
CATMA3OA54593R1 AT3G61430 0.69 7.57E-4 0.25 5.56E-1 0.16 1.00E+0 0.29 5.98E-1 0.42 6.51E-2 -0.03 1.00E+0 0.67 4.78E-4 
CATMA3OA54603F1 AT3G61460 -0.12 1.00E+0 -0.37 1.35E-1 -0.18 1.00E+0 -0.59 6.98E-3 0.28 4.85E-1 0.02 1.00E+0 -0.06 1.00E+0 
CATMA3OB54606R1 AT3G61470 -0.03 1.00E+0 -0.58 3.41E-3 -0.32 3.45E-1 -0.84 8.60E-6 0.52 8.59E-3 -0.04 1.00E+0 0.04 1.00E+0 
CATMA3OA54630R1 AT3G61490 0.55 1.35E-2 0.69 2.41E-4 -0.19 1.00E+0 0.59 6.50E-3 -0.06 1.00E+0 -0.13 1.00E+0 0.71 1.72E-4 
CATMA3OA54680R1 AT3G61560 -0.21 8.42E-1 -0.99 1.12E-8 -0.15 1.00E+0 0.02 1.00E+0 0.63 5.46E-4 -0.31 1.00E+0 0.59 3.60E-3 
CATMA3OA54820R1 AT3G61680 -0.43 1.03E-1 -0.97 3.00E-8 0.44 4.75E-2 -0.70 4.35E-4 0.24 7.24E-1 0.07 1.00E+0 -0.90 4.54E-7 
CATMA3OA54910F1 AT3G61750 -0.04 1.00E+0 -0.86 1.49E-6 0.13 1.00E+0 -0.47 6.85E-2 0.54 5.30E-3 -0.10 1.00E+0 0.12 1.00E+0 
CATMA3OA54970R1 AT3G61810 -0.25 6.70E-1 -0.68 2.96E-4 -0.03 1.00E+0 0.01 1.00E+0 0.25 6.52E-1 -0.04 1.00E+0 0.37 2.02E-1 
CATMA3OA54980F1 AT3G61820 -1.38 2.14E-14 -0.98 2.00E-8 -0.02 1.00E+0 -0.15 1.00E+0 -0.47 2.63E-2 -0.02 1.00E+0 -0.49 3.10E-2 
CATMA3OA54990R1 AT3G61830 0.88 5.26E-6 0.57 4.19E-3 0.36 2.14E-1 0.07 1.00E+0 0.32 3.12E-1 0.05 1.00E+0 -0.26 7.10E-1 
CATMA3OA55020R1 AT3G61870 -1.50 0.00E+0 -1.53 0.00E+0 -0.73 1.92E-5 -0.85 6.11E-6 -0.01 1.00E+0 -0.15 1.00E+0 -0.31 4.22E-1 
CATMA3OA55026F1 AT3G61890 -0.96 3.89E-7 0.15 9.81E-1 -0.88 6.17E-8 -0.09 1.00E+0 -0.11 1.00E+0 1.10 3.91E-8 0.70 2.39E-4 
CATMA3ON94696R1 AT3G61900 -1.36 6.18E-14 -1.29 2.12E-14 -1.04 3.85E-11 -1.18 2.32E-11 0.28 4.75E-1 0.49 2.14E-1 0.24 7.85E-1 
CATMA3OA55060R1 AT3G61930 -3.58 0.00E+0 -3.58 0.00E+0 -0.50 1.35E-2 0.48 5.59E-2 1.38 0.00E+0 0.39 8.18E-1 2.25 0.00E+0 
CATMA3OA55070R1 AT3G61940 0.18 9.37E-1 -0.87 1.02E-6 -0.17 1.00E+0 -0.58 8.87E-3 0.93 1.13E-8 0.07 1.00E+0 0.51 2.10E-2 
CATMA3OA55120F1 AT3G61990 -1.60 0.00E+0 -0.89 4.90E-7 -0.19 1.00E+0 0.15 1.00E+0 -0.44 4.20E-2 0.36 1.00E+0 -0.17 1.00E+0 
CATMA3ON91212F1 AT3G62040 0.42 1.16E-1 0.33 2.50E-1 0.61 8.35E-4 0.66 1.25E-3 0.18 1.00E+0 0.08 1.00E+0 0.21 9.64E-1 
CATMA3OA55220F1 AT3G62090 -2.06 0.00E+0 -0.65 5.67E-4 -0.24 8.43E-1 -0.11 1.00E+0 -0.85 2.76E-7 0.37 1.00E+0 -0.79 1.84E-5 
CATMA3OA55250F1 AT3G62110 -0.56 1.20E-2 -0.80 8.27E-6 0.10 1.00E+0 0.22 9.83E-1 -0.18 1.00E+0 -0.31 1.00E+0 -0.02 1.00E+0 
CATMA3OA55300F1 AT3G62160 0.80 5.54E-5 -0.21 7.19E-1 0.33 3.30E-1 0.22 1.00E+0 0.38 1.31E-1 -0.48 2.67E-1 0.35 2.63E-1 
CATMA3OA55410F1 AT3G62260 -1.27 4.29E-12 -0.69 2.09E-4 0.01 1.00E+0 -0.01 1.00E+0 -0.53 6.44E-3 0.02 1.00E+0 -0.51 2.24E-2 
CATMA3OA55420F1 AT3G62270 1.10 2.87E-9 0.59 2.47E-3 0.01 1.00E+0 0.34 3.96E-1 0.56 3.24E-3 0.06 1.00E+0 0.74 8.41E-5 
CATMA3OA55430F1 AT3G62280 0.01 1.00E+0 -0.96 3.66E-8 0.28 5.90E-1 -0.09 1.00E+0 0.15 1.00E+0 -0.85 1.16E-4 -0.13 1.00E+0 
CATMA3OA55520F1 AT3G62390 0.63 3.20E-3 0.12 1.00E+0 -0.01 1.00E+0 -0.01 1.00E+0 0.35 2.20E-1 0.05 1.00E+0 0.21 9.28E-1 
CATMA3OA55590F1 AT3G62460 0.17 9.79E-1 0.95 6.50E-8 0.85 2.13E-7 1.57 0.00E+0 -0.63 5.29E-4 0.25 1.00E+0 -0.09 1.00E+0 
CATMA3OC57913R1 AT3G62500 1.09 4.43E-9 0.81 7.44E-6 0.09 1.00E+0 0.16 1.00E+0 0.09 1.00E+0 -0.29 1.00E+0 0.41 1.15E-1 
CATMA3OC57914R1 AT3G62510 0.79 6.20E-5 0.50 1.54E-2 0.10 1.00E+0 0.49 4.51E-2 -0.16 1.00E+0 -0.11 1.00E+0 0.31 4.39E-1 
CATMA3OA55740R1 AT3G62570 -0.42 1.23E-1 -1.21 8.72E-13 -0.18 1.00E+0 -0.86 4.70E-6 0.70 5.09E-5 -0.29 1.00E+0 0.15 1.00E+0 
CATMA3OA55760F1 AT3G62590 -1.08 6.96E-9 -0.51 1.45E-2 0.57 2.72E-3 -0.91 8.78E-7 -0.28 4.94E-1 0.33 1.00E+0 -1.65 0.00E+0 
CATMA3OA55800F1 AT3G62630 -0.04 1.00E+0 -0.73 7.34E-5 -0.16 1.00E+0 -0.79 4.64E-5 0.39 1.16E-1 -0.18 1.00E+0 -0.09 1.00E+0 
CATMA3OA55820R1 AT3G62650 -0.03 1.00E+0 -0.79 1.37E-5 -0.17 1.00E+0 -0.57 9.19E-3 0.59 1.38E-3 -0.20 1.00E+0 0.24 7.90E-1 
CATMA3OA55830R1 AT3G62660 -0.34 2.97E-1 -1.25 1.39E-13 0.03 1.00E+0 -0.69 6.10E-4 0.68 1.01E-4 -0.20 1.00E+0 -0.15 1.00E+0 
CATMA3OC57916R1 AT3G62680 -0.05 1.00E+0 -3.14 0.00E+0 0.90 3.50E-8 0.46 7.42E-2 2.60 0.00E+0 -0.37 9.77E-1 2.16 0.00E+0 
CATMA3OA55855F1 AT3G62690 -1.05 1.93E-8 -1.13 3.13E-11 -0.09 1.00E+0 -0.78 4.82E-5 0.39 1.17E-1 0.25 1.00E+0 -0.30 4.54E-1 
CATMA3ON101306R1 AT3G62740 -1.53 0.00E+0 -1.32 0.00E+0 -1.41 0.00E+0 -1.39 0.00E+0 0.01 1.00E+0 -0.23 1.00E+0 -0.26 7.01E-1 
CATMA3OA55920R1 AT3G62750 -0.73 3.39E-4 -0.90 2.93E-7 -0.19 1.00E+0 -0.25 8.17E-1 0.19 1.00E+0 -0.08 1.00E+0 0.05 1.00E+0 
CATMA3OA55930F1 AT3G62760 -0.32 3.60E-1 -1.66 0.00E+0 0.07 1.00E+0 -0.56 1.34E-2 0.62 7.05E-4 -0.60 3.28E-2 0.05 1.00E+0 
CATMA3OA55940F1 AT3G62770 -0.60 6.02E-3 -0.30 3.24E-1 -0.22 9.77E-1 -0.13 1.00E+0 -0.21 8.82E-1 0.10 1.00E+0 -0.18 1.00E+0 
CATMA3OA55995R1 AT3G62830 -0.04 1.00E+0 -0.72 9.45E-5 0.26 7.22E-1 -0.22 9.90E-1 0.30 3.79E-1 -0.26 1.00E+0 -0.11 1.00E+0 
CATMA3OC57919R1 AT3G62960 -1.50 0.00E+0 -2.13 0.00E+0 0.06 1.00E+0 -1.36 0.00E+0 0.56 2.96E-3 -0.08 1.00E+0 -1.04 2.05E-9 
CATMA3OA56180R1 AT3G63010 -0.97 3.02E-7 -0.27 4.51E-1 -0.48 2.23E-2 -0.35 3.20E-1 -0.50 1.18E-2 0.17 1.00E+0 -0.26 6.72E-1 
CATMA3OA56220F1 AT3G63050 -1.06 1.34E-8 -1.18 4.48E-12 0.24 8.24E-1 -0.21 1.00E+0 0.11 1.00E+0 0.26 1.00E+0 -0.20 9.80E-1 
CATMA3OA56290F1 AT3G63110 3.11 0.00E+0 2.49 0.00E+0 1.16 8.91E-14 1.06 3.15E-9 0.44 4.14E-2 0.08 1.00E+0 0.29 5.14E-1 
CATMA3OA56390R1 AT3G63200 0.61 4.68E-3 0.53 1.03E-2 -0.20 1.00E+0 -0.17 1.00E+0 0.08 1.00E+0 0.03 1.00E+0 0.18 1.00E+0 
CATMA3OA56460R1 AT3G63280 -0.67 1.25E-3 -0.82 5.52E-6 -0.17 1.00E+0 -0.62 3.18E-3 0.32 3.12E-1 0.04 1.00E+0 0.03 1.00E+0 
CATMA3OA56540R1 AT3G63350 1.07 9.53E-9 0.15 9.74E-1 0.09 1.00E+0 0.16 1.00E+0 0.01 1.00E+0 -0.39 8.55E-1 0.05 1.00E+0 
CATMA3OA56550F1 AT3G63360 0.09 1.00E+0 -1.72 0.00E+0 0.85 2.53E-7 -0.21 1.00E+0 1.17 1.04E-13 -0.61 2.81E-2 0.28 5.98E-1 
CATMA3OA56580F1 AT3G63380 -1.77 0.00E+0 -0.38 1.23E-1 -0.06 1.00E+0 -0.43 1.12E-1 -1.13 8.17E-13 0.09 1.00E+0 -1.70 0.00E+0 
CATMA3OA56610F1 AT3G63410 0.03 1.00E+0 -0.12 1.00E+0 -0.38 1.51E-1 -0.65 1.64E-3 0.12 1.00E+0 0.02 1.00E+0 -0.08 1.00E+0 
CATMA3OA56630R1 AT3G63430 -0.42 1.14E-1 -1.27 5.17E-14 -0.47 2.67E-2 -0.74 1.79E-4 0.42 5.97E-2 -0.53 1.25E-1 0.20 1.00E+0 
CATMA3ON101310R1 AT3G63440 -1.61 0.00E+0 -1.21 8.89E-13 -0.17 1.00E+0 -0.39 2.00E-1 -0.44 4.49E-2 0.08 1.00E+0 -0.68 3.66E-4 
CATMA3OA56650F1 AT3G63450 -1.06 1.70E-8 -1.35 0.00E+0 0.05 1.00E+0 -0.83 1.34E-5 0.14 1.00E+0 -0.19 1.00E+0 -0.58 4.49E-3 
CATMA3ON101313R1 AT3G63470 -0.34 3.09E-1 -2.26 0.00E+0 0.33 3.24E-1 -0.65 1.66E-3 1.23 0.00E+0 -0.86 8.24E-5 0.14 1.00E+0 
CATMA4OC42000F1 AT4G00020 -0.29 5.02E-1 -0.30 3.33E-1 0.40 1.04E-1 -0.08 1.00E+0 -0.40 9.47E-2 -0.34 1.00E+0 -0.86 1.97E-6 
CATMA4OF01409F1 AT4G00070 1.16 3.25E-10 0.19 8.35E-1 0.34 2.89E-1 0.20 1.00E+0 0.76 8.75E-6 -0.07 1.00E+0 0.64 1.16E-3 
CATMA4OA00090R1 AT4G00080 0.72 3.79E-4 -0.95 4.85E-8 0.65 2.81E-4 -0.02 1.00E+0 0.78 4.47E-6 -0.71 3.91E-3 0.16 1.00E+0 
CATMA4OA00190F1 AT4G00165 0.62 3.45E-3 0.42 6.43E-2 -0.04 1.00E+0 0.02 1.00E+0 -0.20 9.89E-1 0.22 1.00E+0 -0.02 1.00E+0 
CATMA4OA00245R1 AT4G00230 0.75 1.95E-4 -0.25 5.50E-1 0.48 2.25E-2 0.31 5.22E-1 0.50 1.18E-2 -0.48 2.66E-1 0.33 3.60E-1 
CATMA4OA00360R1 AT4G00305 -2.02 0.00E+0 -1.03 3.09E-9 -0.39 1.19E-1 -0.05 1.00E+0 -0.84 4.94E-7 0.52 1.36E-1 -0.49 3.12E-2 
CATMA4OA00400F1 AT4G00330 -0.67 1.22E-3 -0.48 2.43E-2 -0.26 7.00E-1 -0.34 3.79E-1 -0.28 5.16E-1 0.00 1.00E+0 -0.18 1.00E+0 
CATMA4ON99979R1 AT4G00340 -1.69 0.00E+0 -1.28 3.15E-14 -0.60 1.35E-3 -0.55 1.40E-2 -0.21 8.87E-1 0.02 1.00E+0 -0.10 1.00E+0 
CATMA4OA00430R1 AT4G00360 -1.17 2.08E-10 -0.49 1.92E-2 0.92 1.36E-8 -1.44 0.00E+0 -0.37 1.58E-1 0.37 1.00E+0 -2.56 0.00E+0 
CATMA4OA00460F1 AT4G00390 -0.34 3.11E-1 -0.34 2.05E-1 -0.39 1.30E-1 -0.59 7.21E-3 -0.04 1.00E+0 -0.14 1.00E+0 0.06 1.00E+0 
CATMA4OA00470F1 AT4G00400 -1.24 1.18E-11 0.07 1.00E+0 -0.70 5.76E-5 -0.55 1.38E-2 -0.79 2.72E-6 0.45 3.98E-1 -0.48 3.79E-2 
CATMA4OA00510R1 AT4G00440 -0.70 5.89E-4 -0.45 4.30E-2 -0.01 1.00E+0 -0.36 3.02E-1 -0.27 5.46E-1 0.04 1.00E+0 -0.56 8.27E-3 
CATMA4ON94148F1 AT4G00460 0.10 1.00E+0 -0.42 6.39E-2 -0.08 1.00E+0 0.45 8.25E-2 0.44 4.21E-2 -0.13 1.00E+0 1.12 7.62E-11 
CATMA4OA00540F1 AT4G00480 -0.37 2.27E-1 -1.48 0.00E+0 -0.06 1.00E+0 -0.39 2.15E-1 0.79 2.44E-6 -0.28 1.00E+0 0.68 4.42E-4 
CATMA4ON90137R1 AT4G00660 -0.93 1.06E-6 -0.76 3.03E-5 -0.10 1.00E+0 -0.36 3.08E-1 -0.06 1.00E+0 0.20 1.00E+0 -0.36 2.33E-1 
CATMA4ON90137F1 AT4G00670 -2.44 0.00E+0 -2.02 0.00E+0 -0.45 4.45E-2 -1.42 0.00E+0 -0.16 1.00E+0 0.43 5.52E-1 -1.11 8.81E-11 
CATMA4OC42014F1 AT4G00680 0.12 1.00E+0 -2.29 0.00E+0 0.52 9.65E-3 0.21 1.00E+0 1.61 0.00E+0 -1.02 7.79E-7 1.31 1.62E-14 
CATMA4ON99987F1 AT4G00730 0.50 3.75E-2 -1.16 1.24E-11 0.03 1.00E+0 -0.70 5.01E-4 0.86 2.32E-7 -0.73 2.47E-3 0.26 6.73E-1 
CATMA4OA00840F1 AT4G00760 0.56 1.13E-2 0.60 2.29E-3 0.03 1.00E+0 0.10 1.00E+0 0.06 1.00E+0 0.02 1.00E+0 -0.10 1.00E+0 
CATMA4OA00860R1 AT4G00780 -0.09 1.00E+0 -0.94 9.50E-8 -0.31 3.94E-1 -0.53 2.25E-2 0.64 3.27E-4 -0.32 1.00E+0 0.30 4.60E-1 
CATMA4ON94153F1 AT4G00800 0.14 1.00E+0 0.11 1.00E+0 -0.61 7.94E-4 -0.15 1.00E+0 -0.25 6.77E-1 -0.20 1.00E+0 0.25 7.68E-1 
CATMA4OA00960F1 AT4G00880 -0.76 1.43E-4 -0.86 1.42E-6 -0.01 1.00E+0 -0.24 8.97E-1 0.04 1.00E+0 0.12 1.00E+0 -0.13 1.00E+0 
CATMA4OA00970F1 AT4G00890 -0.57 1.11E-2 -0.60 2.16E-3 -0.03 1.00E+0 -0.36 2.89E-1 0.24 7.12E-1 0.12 1.00E+0 -0.32 3.68E-1 
CATMA4OA01010R1 AT4G00905 -0.43 1.07E-1 -0.77 2.18E-5 -0.25 7.61E-1 -0.57 9.30E-3 0.26 6.00E-1 -0.14 1.00E+0 -0.30 4.89E-1 
CATMA4OA01020F1 AT4G00910 2.67 0.00E+0 0.95 5.82E-8 -0.46 3.84E-2 -0.42 1.37E-1 1.58 0.00E+0 -0.24 1.00E+0 1.62 0.00E+0 
CATMA4OA01070F1 AT4G00950 0.07 1.00E+0 0.47 3.16E-2 0.04 1.00E+0 0.67 1.10E-3 -0.16 1.00E+0 0.50 1.96E-1 0.45 6.71E-2 
CATMA4OA01090R1 AT4G00955 0.09 1.00E+0 0.64 8.30E-4 0.13 1.00E+0 0.71 4.11E-4 -0.51 9.84E-3 -0.01 1.00E+0 0.29 5.35E-1 
CATMA4OA01110R1 AT4G00970 -0.27 5.70E-1 -0.08 1.00E+0 0.32 3.48E-1 0.02 1.00E+0 -0.26 6.34E-1 -0.01 1.00E+0 -0.83 4.30E-6 
CATMA4OA01180F1 AT4G01010 -1.38 3.16E-14 -0.22 6.78E-1 0.30 4.76E-1 0.22 9.87E-1 -1.32 0.00E+0 -0.15 1.00E+0 -1.27 4.74E-14 
CATMA4ON90003R1 AT4G01026 0.09 1.00E+0 0.62 1.25E-3 0.00 1.00E+0 0.46 7.74E-2 0.03 1.00E+0 0.44 4.57E-1 0.55 1.01E-2 
CATMA4OC42721F1 AT4G01037 0.65 2.06E-3 0.67 3.28E-4 -0.03 1.00E+0 0.05 1.00E+0 -0.17 1.00E+0 -0.10 1.00E+0 0.06 1.00E+0 
CATMA4OA01230R1 AT4G01050 -0.74 2.79E-4 -0.76 3.39E-5 0.36 2.22E-1 -0.03 1.00E+0 0.18 1.00E+0 -0.03 1.00E+0 0.00 1.00E+0 
CATMA4OC42023R1 AT4G01060 -1.51 0.00E+0 -1.70 0.00E+0 0.47 2.75E-2 -1.40 0.00E+0 0.02 1.00E+0 -0.03 1.00E+0 -1.89 0.00E+0 
CATMA4OA01250F1 AT4G01070 -1.45 0.00E+0 -1.12 5.39E-11 -0.49 2.03E-2 -0.85 6.76E-6 -0.27 5.52E-1 0.04 1.00E+0 -0.69 3.35E-4 
CATMA4OA01310F1 AT4G01140 0.25 6.57E-1 -2.00 0.00E+0 0.73 1.83E-5 -0.59 5.92E-3 1.52 0.00E+0 -0.39 8.03E-1 0.42 1.06E-1 
CATMA4OA01315R1 AT4G01150 -0.58 7.89E-3 -0.97 3.16E-8 0.03 1.00E+0 -0.74 1.66E-4 0.67 1.45E-4 -0.03 1.00E+0 -0.23 8.31E-1 
CATMA4OA01410F1 AT4G01240 0.27 5.72E-1 -1.13 3.15E-11 0.20 1.00E+0 0.29 6.24E-1 0.41 7.48E-2 -0.89 3.94E-5 0.32 3.77E-1 
CATMA4OA01430F1 AT4G01250 2.14 0.00E+0 1.34 0.00E+0 0.31 3.93E-1 0.67 1.06E-3 0.67 1.57E-4 0.08 1.00E+0 1.03 2.63E-9 
CATMA4ON99995F1 AT4G01265 -1.13 1.07E-9 -0.66 4.86E-4 -0.73 2.10E-5 -0.64 2.01E-3 -0.09 1.00E+0 0.32 1.00E+0 0.03 1.00E+0 
CATMA4OA01480R1 AT4G01280 0.62 3.73E-3 0.42 7.21E-2 -0.02 1.00E+0 -0.06 1.00E+0 0.26 5.99E-1 0.08 1.00E+0 0.09 1.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA4ON90094R1 AT4G01350 0.52 2.37E-2 0.65 5.81E-4 -0.18 1.00E+0 0.11 1.00E+0 -0.34 2.31E-1 -0.06 1.00E+0 0.10 1.00E+0 
CATMA4OA01560R1 AT4G01360 -0.85 1.20E-5 -0.58 3.33E-3 -0.20 1.00E+0 -0.83 1.04E-5 0.31 3.66E-1 0.47 3.13E-1 -0.08 1.00E+0 
CATMA4OC42029F1 AT4G01380 -1.94 0.00E+0 -1.73 0.00E+0 -0.69 7.02E-5 -0.95 2.28E-7 -0.53 5.95E-3 -0.06 1.00E+0 -0.85 2.34E-6 
CATMA4ON94158F2 AT4G01390 -3.03 0.00E+0 -2.82 0.00E+0 -0.23 8.68E-1 -0.89 1.91E-6 -0.44 4.43E-2 0.15 1.00E+0 -0.96 4.83E-8 
CATMA4OA01610R1 AT4G01410 -0.41 1.24E-1 -1.13 4.36E-11 -0.18 1.00E+0 -0.31 4.90E-1 0.70 5.62E-5 0.11 1.00E+0 0.47 4.24E-2 
CATMA4OA01630R1 AT4G01430 -1.84 0.00E+0 -0.63 1.12E-3 -0.17 1.00E+0 1.61 0.00E+0 -0.99 7.91E-10 0.36 1.00E+0 0.75 6.17E-5 
CATMA4OA01640R1 AT4G01440 0.21 8.42E-1 0.71 1.14E-4 0.39 1.30E-1 0.92 7.20E-7 -0.28 4.92E-1 0.19 1.00E+0 0.30 4.91E-1 
CATMA4OA01650R1 AT4G01450 0.53 2.07E-2 0.53 8.80E-3 0.53 6.91E-3 0.65 1.81E-3 0.08 1.00E+0 0.01 1.00E+0 0.25 7.62E-1 
CATMA4OA01790F1 AT4G01575 -0.46 6.65E-2 -0.90 3.63E-7 0.21 1.00E+0 -0.51 3.27E-2 0.34 2.49E-1 -0.15 1.00E+0 -0.33 3.55E-1 
CATMA4OA01820R1 AT4G01600 -1.37 3.16E-14 -1.51 0.00E+0 -0.67 1.51E-4 -1.05 4.69E-9 0.30 3.96E-1 0.19 1.00E+0 -0.05 1.00E+0 
CATMA4OA01840R1 AT4G01630 -0.83 2.33E-5 -0.55 6.66E-3 -0.03 1.00E+0 0.48 5.04E-2 -0.24 7.20E-1 -0.08 1.00E+0 0.38 1.80E-1 
CATMA4OA01870F1 AT4G01670 -0.21 8.49E-1 -0.59 2.69E-3 -0.12 1.00E+0 -0.53 2.23E-2 0.61 7.53E-4 0.01 1.00E+0 0.50 2.68E-2 
CATMA4OA01880F1 AT4G01680 0.64 2.59E-3 -0.67 3.69E-4 0.28 5.70E-1 -0.05 1.00E+0 1.08 1.33E-11 -0.16 1.00E+0 0.72 1.47E-4 
CATMA4OA01890F1 AT4G01700 -1.22 2.88E-11 -0.47 3.09E-2 0.74 1.53E-5 0.15 1.00E+0 -1.38 0.00E+0 -0.50 2.09E-1 -1.90 0.00E+0 
CATMA4OA01930R1 AT4G01730 -0.61 4.37E-3 -0.67 3.67E-4 -0.13 1.00E+0 -0.27 7.32E-1 0.09 1.00E+0 -0.11 1.00E+0 -0.24 7.99E-1 
CATMA4ON90377R1 AT4G01750 0.74 2.29E-4 0.34 2.08E-1 0.04 1.00E+0 -0.11 1.00E+0 0.23 7.72E-1 -0.13 1.00E+0 0.19 1.00E+0 
CATMA4OA02065R1 AT4G01840 -0.69 7.36E-4 -0.95 5.67E-8 -0.58 2.12E-3 -0.26 8.08E-1 0.32 2.97E-1 0.03 1.00E+0 0.76 4.23E-5 
CATMA4OA02070F1 AT4G01850 -0.62 4.07E-3 -0.66 4.29E-4 0.04 1.00E+0 -0.01 1.00E+0 -0.02 1.00E+0 -0.01 1.00E+0 0.09 1.00E+0 
CATMA4OA02080F1 AT4G01860 0.64 2.26E-3 0.40 9.02E-2 0.10 1.00E+0 -0.03 1.00E+0 0.14 1.00E+0 -0.20 1.00E+0 0.16 1.00E+0 
CATMA4ON90194F1 AT4G01910 0.55 1.47E-2 0.43 6.32E-2 -0.18 1.00E+0 0.33 4.08E-1 -0.02 1.00E+0 -0.09 1.00E+0 0.59 4.30E-3 
CATMA4OC42046F1 AT4G01920 0.35 2.74E-1 0.66 4.32E-4 -0.10 1.00E+0 0.35 3.36E-1 -0.46 2.80E-2 0.03 1.00E+0 0.15 1.00E+0 
CATMA4ON90274F1 AT4G01930 0.73 3.16E-4 0.49 1.91E-2 -0.34 2.81E-1 -0.23 9.29E-1 0.14 1.00E+0 -0.09 1.00E+0 0.27 6.36E-1 
CATMA4OA02220F1 AT4G01950 -0.26 6.31E-1 -1.13 4.69E-11 0.09 1.00E+0 -0.31 4.90E-1 0.60 1.17E-3 -0.33 1.00E+0 0.37 2.09E-1 
CATMA4OA02240F1 AT4G01970 1.30 9.26E-13 1.69 0.00E+0 0.39 1.38E-1 1.23 2.05E-12 -0.65 2.99E-4 -0.23 1.00E+0 0.09 1.00E+0 
CATMA4OA02300R1 AT4G01995 1.07 9.65E-9 0.72 1.09E-4 -0.21 1.00E+0 -0.26 7.99E-1 0.32 3.01E-1 0.10 1.00E+0 0.41 1.15E-1 
CATMA4OA02362F1 AT4G02075 0.79 7.28E-5 0.17 9.10E-1 0.59 1.45E-3 0.21 1.00E+0 0.61 8.68E-4 -0.24 1.00E+0 0.30 4.56E-1 
CATMA4OA02370R1 AT4G02090 0.27 5.74E-1 -1.46 0.00E+0 0.34 2.71E-1 -0.41 1.56E-1 1.09 6.34E-12 -0.70 4.23E-3 0.39 1.63E-1 
CATMA4OA02380R1 AT4G02100 -0.80 5.05E-5 -1.30 1.09E-14 -0.29 5.12E-1 -0.68 8.39E-4 0.17 1.00E+0 -0.46 3.71E-1 -0.17 1.00E+0 
CATMA4ON94165R1 AT4G02180 1.99 0.00E+0 1.06 6.60E-10 0.22 9.39E-1 0.26 7.70E-1 0.69 8.30E-5 -0.07 1.00E+0 0.93 1.44E-7 
CATMA4OC42050R1 AT4G02190 0.64 2.63E-3 0.44 4.94E-2 0.08 1.00E+0 0.33 4.17E-1 0.12 1.00E+0 -0.32 1.00E+0 0.32 3.89E-1 
CATMA4OA02540F1 AT4G02270 -0.01 1.00E+0 -2.98 0.00E+0 0.73 1.77E-5 -0.04 1.00E+0 2.13 0.00E+0 -1.25 1.38E-10 1.41 0.00E+0 
CATMA4OA02550R1 AT4G02280 -0.86 9.80E-6 -0.60 2.15E-3 -0.16 1.00E+0 -0.31 5.30E-1 0.19 1.00E+0 0.53 1.19E-1 0.17 1.00E+0 
CATMA4OA02570F1 AT4G02290 -0.64 2.55E-3 -1.35 0.00E+0 0.15 1.00E+0 -0.50 3.91E-2 0.35 1.92E-1 -0.21 1.00E+0 -0.13 1.00E+0 
CATMA4OA02680F1 AT4G02380 1.18 1.40E-10 1.39 0.00E+0 0.78 3.27E-6 1.12 3.28E-10 -0.32 3.14E-1 0.11 1.00E+0 0.26 6.66E-1 
CATMA4OA02780F1 AT4G02460 0.52 2.36E-2 0.64 7.71E-4 -0.02 1.00E+0 -0.08 1.00E+0 -0.16 1.00E+0 -0.12 1.00E+0 -0.03 1.00E+0 
CATMA4OA02820R1 AT4G02500 -0.20 8.72E-1 -0.66 4.34E-4 -0.22 9.52E-1 -0.38 2.44E-1 0.26 6.22E-1 -0.26 1.00E+0 0.08 1.00E+0 
CATMA4OA02835F1 AT4G02520 -1.47 0.00E+0 0.30 3.33E-1 0.69 7.77E-5 0.73 1.97E-4 -1.60 0.00E+0 0.08 1.00E+0 -1.58 0.00E+0 
CATMA4OA02950R1 AT4G02630 -0.61 5.12E-3 -0.48 2.62E-2 -0.15 1.00E+0 -0.30 5.61E-1 -0.06 1.00E+0 0.07 1.00E+0 -0.27 6.53E-1 
CATMA4OA03133F1 AT4G02770 -0.31 4.22E-1 -1.24 1.95E-13 -0.51 1.25E-2 -1.23 2.45E-12 0.63 4.19E-4 -0.47 3.08E-1 -0.25 7.34E-1 
CATMA4OC42065R1 AT4G02800 -0.65 1.93E-3 -0.32 2.66E-1 -0.20 1.00E+0 -0.08 1.00E+0 -0.27 5.54E-1 0.00 1.00E+0 -0.06 1.00E+0 
CATMA4OA03160R1 AT4G02810 0.66 1.70E-3 0.79 1.10E-5 0.11 1.00E+0 -0.06 1.00E+0 0.18 1.00E+0 0.24 1.00E+0 0.09 1.00E+0 
CATMA4OA03180R1 AT4G02830 -0.87 7.59E-6 -0.79 1.13E-5 1.44 0.00E+0 -0.92 6.65E-7 -0.24 7.24E-1 0.11 1.00E+0 -2.40 0.00E+0 
CATMA4OA03260R1 AT4G02920 0.57 1.04E-2 0.63 1.06E-3 0.14 1.00E+0 0.87 3.25E-6 0.13 1.00E+0 0.15 1.00E+0 0.82 6.56E-6 
CATMA4OA03280R1 AT4G02940 -1.41 1.10E-14 -2.14 0.00E+0 0.13 1.00E+0 -0.18 1.00E+0 0.68 9.84E-5 -0.14 1.00E+0 0.44 7.22E-2 
CATMA4ON100017R1 AT4G02970 0.53 1.98E-2 0.37 1.36E-1 0.67 1.60E-4 0.54 1.73E-2 0.18 1.00E+0 0.12 1.00E+0 0.05 1.00E+0 
CATMA4OF01437F1 AT4G03175 -0.97 3.59E-7 -0.58 3.22E-3 -0.41 8.37E-2 -0.18 1.00E+0 -0.37 1.45E-1 0.00 1.00E+0 -0.30 4.69E-1 
CATMA4OC42079F1 AT4G03190 -0.16 9.83E-1 -0.90 3.10E-7 -0.04 1.00E+0 -0.29 6.28E-1 0.46 3.19E-2 -0.27 1.00E+0 0.21 9.35E-1 
CATMA4OC42080R1 AT4G03210 -1.28 2.52E-12 -1.50 0.00E+0 -0.25 7.36E-1 -0.67 9.93E-4 0.08 1.00E+0 -0.18 1.00E+0 -0.38 1.89E-1 
CATMA4OA03586R1 AT4G03280 1.63 0.00E+0 1.60 0.00E+0 0.94 5.53E-9 0.76 8.87E-5 0.49 1.49E-2 0.33 1.00E+0 0.20 1.00E+0 
CATMA4OC42086F1 AT4G03380 1.37 3.16E-14 0.88 6.15E-7 0.07 1.00E+0 -0.06 1.00E+0 0.53 6.45E-3 -0.18 1.00E+0 0.44 7.18E-2 
CATMA4ON100029R1 AT4G03420 0.00 1.00E+0 1.09 2.56E-10 -0.07 1.00E+0 0.87 3.60E-6 -1.01 4.33E-10 0.12 1.00E+0 -0.08 1.00E+0 
CATMA4ON100031F1 AT4G03440 -0.34 3.01E-1 -0.68 2.99E-4 0.46 3.57E-2 0.56 1.30E-2 -0.04 1.00E+0 -0.10 1.00E+0 0.24 8.18E-1 
CATMA4OA03810F1 AT4G03460 1.15 5.68E-10 1.14 3.02E-11 0.34 2.69E-1 0.85 5.81E-6 -0.18 1.00E+0 -0.13 1.00E+0 0.24 8.23E-1 
CATMA4OA03820F1 AT4G03470 -0.25 6.43E-1 0.22 6.72E-1 -0.07 1.00E+0 0.91 8.12E-7 -0.84 4.53E-7 -0.30 1.00E+0 -0.24 7.79E-1 
CATMA4OA03860R1 AT4G03500 1.25 7.37E-12 2.10 0.00E+0 0.40 1.15E-1 1.80 0.00E+0 -0.66 2.18E-4 -0.12 1.00E+0 0.61 2.29E-3 
CATMA4OA03876F1 AT4G03510 1.00 1.23E-7 0.87 1.08E-6 -0.09 1.00E+0 0.43 1.13E-1 0.17 1.00E+0 0.04 1.00E+0 0.77 2.93E-5 
CATMA4OC42092R1 AT4G03540 -3.36 0.00E+0 -1.70 0.00E+0 1.21 0.00E+0 -2.54 0.00E+0 -1.08 1.35E-11 0.91 1.93E-5 -4.06 0.00E+0 
CATMA4OA04390R1 AT4G03960 -0.71 5.76E-4 0.07 1.00E+0 -0.08 1.00E+0 0.11 1.00E+0 -0.35 2.17E-1 0.27 1.00E+0 -0.32 3.90E-1 
CATMA4OA04460R1 AT4G04040 0.36 2.58E-1 0.13 1.00E+0 -0.03 1.00E+0 0.31 5.00E-1 0.12 1.00E+0 0.18 1.00E+0 0.63 1.41E-3 
CATMA4ON100050R1 AT4G04180 0.62 4.02E-3 0.83 3.25E-6 0.20 1.00E+0 0.34 3.91E-1 -0.31 3.37E-1 -0.04 1.00E+0 -0.11 1.00E+0 
CATMA4OA04950R1 AT4G04350 0.69 8.24E-4 0.46 3.31E-2 -0.01 1.00E+0 -0.07 1.00E+0 0.13 1.00E+0 -0.15 1.00E+0 0.31 4.31E-1 
CATMA4ON90114F2 AT4G04408 -0.04 1.00E+0 -0.60 1.84E-3 -0.14 1.00E+0 -0.32 4.42E-1 0.23 8.14E-1 -0.06 1.00E+0 -0.02 1.00E+0 
CATMA4OA05040R1 AT4G04460 0.32 3.60E-1 -1.75 0.00E+0 -0.22 9.74E-1 -0.56 1.25E-2 1.30 0.00E+0 -0.90 2.80E-5 0.95 6.70E-8 
CATMA4OA05070F1 AT4G04490 -0.81 3.99E-5 0.10 1.00E+0 0.09 1.00E+0 -0.18 1.00E+0 -0.84 5.05E-7 0.19 1.00E+0 -1.02 3.87E-9 
CATMA4ON94181R1 AT4G04540 -2.66 0.00E+0 -0.02 1.00E+0 0.03 1.00E+0 -0.13 1.00E+0 -2.99 0.00E+0 -0.26 1.00E+0 -3.15 0.00E+0 
CATMA4OC42109R1 AT4G04570 -1.26 5.96E-12 -0.03 1.00E+0 0.04 1.00E+0 -0.26 7.70E-1 -1.29 0.00E+0 0.13 1.00E+0 -1.39 0.00E+0 
CATMA4OA05135R1 AT4G04610 0.01 1.00E+0 1.38 0.00E+0 0.11 1.00E+0 0.54 1.96E-2 -0.78 3.79E-6 0.63 1.87E-2 -0.33 3.53E-1 
CATMA4ON100057F1 AT4G04630 0.02 1.00E+0 0.38 1.26E-1 -0.66 2.06E-4 -0.01 1.00E+0 -0.14 1.00E+0 0.10 1.00E+0 0.34 2.98E-1 
CATMA4ON90361F1 AT4G04692 1.16 3.65E-10 0.02 1.00E+0 -0.34 2.89E-1 -0.50 3.54E-2 1.20 3.06E-14 0.03 1.00E+0 0.95 6.49E-8 
CATMA4ON90096F1 AT4G04700 0.29 4.99E-1 0.22 7.05E-1 0.45 4.44E-2 0.72 2.74E-4 -0.43 5.62E-2 -0.29 1.00E+0 -0.01 1.00E+0 
CATMA4OA05270F1 AT4G04710 0.10 1.00E+0 -0.20 7.76E-1 0.31 3.87E-1 0.83 1.37E-5 -0.14 1.00E+0 -0.22 1.00E+0 0.30 4.75E-1 
CATMA4OC42112F1 AT4G04740 -0.05 1.00E+0 0.19 8.14E-1 -0.13 1.00E+0 0.65 1.77E-3 -0.48 1.81E-2 -0.01 1.00E+0 0.50 2.80E-2 
CATMA4OC42113F1 AT4G04745 1.06 1.40E-8 0.28 4.14E-1 1.04 3.73E-11 1.08 1.19E-9 1.04 8.23E-11 0.33 1.00E+0 1.06 8.61E-10 
CATMA4ON94184R1 AT4G04750 -1.62 0.00E+0 -2.44 0.00E+0 -0.86 1.33E-7 -1.66 0.00E+0 0.52 7.67E-3 -0.07 1.00E+0 -0.25 7.61E-1 
CATMA4OF03087R1 AT4G04760 -1.23 1.70E-11 -1.63 0.00E+0 -0.51 1.13E-2 -1.04 8.02E-9 0.62 6.65E-4 0.06 1.00E+0 0.20 1.00E+0 
CATMA4OA05320F1 AT4G04770 -1.54 0.00E+0 -1.40 0.00E+0 -0.04 1.00E+0 0.11 1.00E+0 -0.11 1.00E+0 0.05 1.00E+0 0.07 1.00E+0 
CATMA4OA05360F1 AT4G04790 0.48 4.49E-2 0.71 1.18E-4 0.02 1.00E+0 0.09 1.00E+0 -0.54 5.64E-3 -0.08 1.00E+0 -0.47 4.19E-2 
CATMA4ON100062R1 AT4G04800 -0.73 3.21E-4 -0.42 6.40E-2 -0.07 1.00E+0 -0.33 4.37E-1 -0.26 5.89E-1 -0.08 1.00E+0 -0.42 9.57E-2 
CATMA4ON94185R2 AT4G04810 1.71 0.00E+0 2.34 0.00E+0 0.00 1.00E+0 0.62 3.40E-3 -0.35 2.03E-1 0.47 3.22E-1 0.26 6.74E-1 
CATMA4OA05400R1 AT4G04830 1.75 0.00E+0 2.52 0.00E+0 -0.25 8.01E-1 0.81 2.19E-5 -0.68 1.08E-4 0.24 1.00E+0 0.40 1.45E-1 
CATMA4OA05470F1 AT4G04890 -0.85 1.19E-5 0.44 5.37E-2 -0.41 9.42E-2 -0.08 1.00E+0 -0.34 2.44E-1 0.87 6.33E-5 -0.12 1.00E+0 
CATMA4ON94186F1 AT4G04900 -0.29 5.11E-1 -1.19 3.00E-12 -0.11 1.00E+0 -0.15 1.00E+0 0.58 2.11E-3 -0.27 1.00E+0 0.73 1.10E-4 
CATMA4OA05550F1 AT4G04955 -0.46 6.81E-2 -1.34 0.00E+0 -0.47 2.64E-2 -0.89 1.81E-6 0.79 3.15E-6 -0.15 1.00E+0 0.42 1.01E-1 
CATMA4OA05560R1 AT4G04960 -0.39 1.66E-1 0.18 8.82E-1 -0.03 1.00E+0 0.03 1.00E+0 -0.59 1.62E-3 0.17 1.00E+0 -0.66 6.16E-4 
CATMA4OA05600R1 AT4G04990 -1.41 1.10E-14 -0.72 8.68E-5 0.49 1.74E-2 -0.18 1.00E+0 -1.17 1.62E-13 -0.40 7.26E-1 -1.83 0.00E+0 
CATMA4OA05650R1 AT4G05020 -0.75 1.76E-4 -0.20 7.69E-1 0.70 5.22E-5 -0.27 7.03E-1 -0.60 1.14E-3 0.04 1.00E+0 -1.50 0.00E+0 
CATMA4OC42119F1 AT4G05030 -1.19 9.35E-11 0.46 3.27E-2 0.37 1.79E-1 0.23 9.29E-1 -1.53 0.00E+0 0.22 1.00E+0 -1.59 0.00E+0 
CATMA4OA05710F1 AT4G05070 0.83 2.57E-5 0.91 2.54E-7 -0.16 1.00E+0 0.51 3.22E-2 0.09 1.00E+0 -0.04 1.00E+0 0.87 1.49E-6 
CATMA4OA05740F1 AT4G05095 0.25 6.78E-1 -0.34 2.13E-1 0.16 1.00E+0 -0.52 2.70E-2 0.62 6.28E-4 -0.04 1.00E+0 0.05 1.00E+0 
CATMA4OA05750R1 AT4G05100 0.98 2.25E-7 -0.42 7.15E-2 0.11 1.00E+0 -1.33 0.00E+0 1.34 0.00E+0 0.13 1.00E+0 -0.10 1.00E+0 
CATMA4OF03088F1 AT4G05110 -0.04 1.00E+0 -1.17 6.30E-12 0.09 1.00E+0 -0.40 1.76E-1 0.71 3.84E-5 -0.04 1.00E+0 0.21 9.28E-1 
CATMA4ON90308F1 AT4G05120 -0.22 7.99E-1 -1.51 0.00E+0 0.08 1.00E+0 -0.78 6.05E-5 0.82 9.05E-7 -0.65 1.40E-2 0.04 1.00E+0 
CATMA4ON94189F1 AT4G05130 -0.64 2.34E-3 -1.25 1.67E-13 0.10 1.00E+0 -0.33 4.17E-1 0.50 1.33E-2 0.15 1.00E+0 0.00 1.00E+0 
CATMA4OF01470F1 AT4G05136 0.65 2.23E-3 0.15 9.59E-1 0.05 1.00E+0 0.13 1.00E+0 -0.16 1.00E+0 -0.41 6.27E-1 -0.32 3.91E-1 
CATMA4OA05830F1 AT4G05170 -0.20 8.90E-1 -2.44 0.00E+0 0.95 3.55E-9 0.19 1.00E+0 1.65 0.00E+0 -0.49 2.32E-1 1.03 3.22E-9 
CATMA4ON94191R1 AT4G05190 -0.53 1.97E-2 -0.66 5.00E-4 0.01 1.00E+0 -0.21 1.00E+0 -0.07 1.00E+0 -0.08 1.00E+0 -0.30 4.91E-1 
CATMA4ON90184F1 AT4G05200 -0.92 1.41E-6 0.03 1.00E+0 0.20 1.00E+0 0.54 1.78E-2 -1.07 2.20E-11 -0.10 1.00E+0 -0.68 4.00E-4 
CATMA4OA05880F1 AT4G05220 -0.01 1.00E+0 -0.62 1.18E-3 0.40 1.10E-1 -0.65 1.89E-3 0.48 1.78E-2 0.15 1.00E+0 -0.14 1.00E+0 
CATMA4OF03092R1 AT4G05340 -0.10 1.00E+0 0.65 6.09E-4 -0.11 1.00E+0 0.85 6.94E-6 -0.28 5.24E-1 0.09 1.00E+0 0.50 2.61E-2 
CATMA4OA06000R1 AT4G05370 -0.17 9.80E-1 0.73 8.12E-5 0.27 6.45E-1 1.13 1.87E-10 -0.65 2.98E-4 0.63 1.88E-2 0.36 2.51E-1 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA4OA06020F1 AT4G05390 0.20 8.63E-1 0.83 3.89E-6 0.72 3.31E-5 0.87 2.99E-6 -0.17 1.00E+0 0.30 1.00E+0 -0.06 1.00E+0 
CATMA4OC42135F1 AT4G05631 0.99 1.49E-7 0.99 1.27E-8 -0.20 1.00E+0 0.02 1.00E+0 -0.25 6.61E-1 -0.30 1.00E+0 0.09 1.00E+0 
CATMA4OC42139R1 AT4G06534 0.60 5.31E-3 -0.15 9.73E-1 -0.22 9.63E-1 0.19 1.00E+0 0.65 2.52E-4 -0.02 1.00E+0 1.02 4.06E-9 
CATMA4OC42140R1 AT4G06536 0.48 5.12E-2 -0.41 7.60E-2 -0.25 7.38E-1 0.19 1.00E+0 0.59 1.56E-3 -0.19 1.00E+0 1.02 3.87E-9 
CATMA4OC42145F1 AT4G06746 0.18 9.34E-1 1.04 1.43E-9 -0.36 2.05E-1 1.03 9.49E-9 -0.40 8.81E-2 0.46 3.69E-1 0.93 1.83E-7 
CATMA4ON90297R1 AT4G07408 0.46 6.76E-2 0.44 5.04E-2 -0.35 2.42E-1 -0.17 1.00E+0 0.38 1.37E-1 0.33 1.00E+0 0.60 2.85E-3 
CATMA4OC42149R1 AT4G07670 -0.34 2.89E-1 -0.98 1.51E-8 -0.43 6.71E-2 -0.51 3.05E-2 0.49 1.70E-2 -0.22 1.00E+0 0.54 1.24E-2 
CATMA4OF03110F1 AT4G07675 -0.64 2.32E-3 -0.43 6.02E-2 0.14 1.00E+0 -0.32 4.73E-1 -0.07 1.00E+0 0.03 1.00E+0 -0.51 2.15E-2 
CATMA4OA07190F1 AT4G07820 0.52 2.41E-2 1.72 0.00E+0 -0.10 1.00E+0 0.94 3.27E-7 -1.21 1.57E-14 0.00 1.00E+0 -0.18 1.00E+0 
CATMA4OA07200R1 AT4G07825 0.83 2.62E-5 0.37 1.38E-1 -0.05 1.00E+0 0.14 1.00E+0 0.44 4.55E-2 0.11 1.00E+0 0.59 3.94E-3 
CATMA4ON90168R1 AT4G07868 3.97 0.00E+0 2.21 0.00E+0 -0.44 5.10E-2 0.27 7.50E-1 1.49 0.00E+0 -0.18 1.00E+0 1.91 0.00E+0 
CATMA4ON100129F1 AT4G07960 -1.32 4.76E-13 -2.16 0.00E+0 -0.16 1.00E+0 -0.77 7.52E-5 0.79 3.09E-6 -0.20 1.00E+0 0.52 1.69E-2 
CATMA4OA07550R1 AT4G08040 -0.26 6.09E-1 -1.05 1.35E-9 -0.11 1.00E+0 -0.57 9.95E-3 0.72 2.82E-5 0.16 1.00E+0 0.15 1.00E+0 
CATMA4ON90257R1 AT4G08093 0.16 9.97E-1 0.27 4.66E-1 -0.08 1.00E+0 0.64 2.23E-3 -0.09 1.00E+0 -0.06 1.00E+0 0.58 4.74E-3 
CATMA4ON90338R1 AT4G08136 -0.22 7.79E-1 0.81 6.66E-6 -0.33 3.31E-1 -0.07 1.00E+0 -0.35 2.15E-1 -0.15 1.00E+0 0.11 1.00E+0 
CATMA4OA07860F1 AT4G08150 -1.83 0.00E+0 -1.80 0.00E+0 -0.45 4.49E-2 -1.25 6.78E-13 0.16 1.00E+0 0.07 1.00E+0 -0.49 3.38E-2 
CATMA4OC42158F1 AT4G08160 0.36 2.31E-1 -0.88 7.40E-7 0.51 1.07E-2 0.11 1.00E+0 0.49 1.74E-2 -0.75 1.46E-3 0.32 3.90E-1 
CATMA4ON94204F1 AT4G08230 -0.74 2.51E-4 -0.24 5.96E-1 0.01 1.00E+0 -0.10 1.00E+0 -0.39 1.01E-1 0.12 1.00E+0 -0.55 8.78E-3 
CATMA4OA07940R1 AT4G08250 -0.54 1.89E-2 -0.37 1.49E-1 0.72 3.09E-5 0.00 1.00E+0 -0.11 1.00E+0 0.10 1.00E+0 -0.64 1.22E-3 
CATMA4ON90029R1 AT4G08260 -0.72 4.49E-4 -0.63 9.34E-4 -0.02 1.00E+0 -0.33 4.37E-1 0.06 1.00E+0 0.07 1.00E+0 -0.05 1.00E+0 
CATMA4OA08040R1 AT4G08290 1.56 0.00E+0 0.75 4.05E-5 -0.25 7.90E-1 0.14 1.00E+0 0.98 1.48E-9 0.09 1.00E+0 1.32 0.00E+0 
CATMA4OA08050R1 AT4G08300 -1.08 7.64E-9 -1.41 0.00E+0 -0.21 1.00E+0 -0.49 4.66E-2 0.52 7.51E-3 0.06 1.00E+0 0.09 1.00E+0 
CATMA4OF01525F1 AT4G08370 -0.43 1.07E-1 0.52 1.10E-2 0.29 4.91E-1 0.41 1.67E-1 -1.22 0.00E+0 -0.11 1.00E+0 -1.06 1.01E-9 
CATMA4ON94206F1 AT4G08380 -2.00 0.00E+0 -1.29 2.12E-14 -0.05 1.00E+0 -0.31 4.99E-1 -1.32 0.00E+0 -0.36 1.00E+0 -1.46 0.00E+0 
CATMA4OA08153R1 AT4G08390 -1.57 0.00E+0 -1.47 0.00E+0 0.16 1.00E+0 -0.07 1.00E+0 -0.27 5.79E-1 -0.11 1.00E+0 -0.60 3.01E-3 
CATMA4ON90331F1 AT4G08400 -0.36 2.55E-1 -2.13 0.00E+0 0.53 6.60E-3 0.07 1.00E+0 0.91 2.58E-8 -1.00 1.39E-6 0.51 2.18E-2 
CATMA4OF01527F1 AT4G08410 -0.05 1.00E+0 -1.36 0.00E+0 0.34 2.87E-1 0.17 1.00E+0 1.10 4.47E-12 -0.33 1.00E+0 0.73 9.97E-5 
CATMA4OA08240R1 AT4G08450 0.93 1.08E-6 0.53 9.15E-3 -0.27 6.44E-1 0.41 1.52E-1 -0.05 1.00E+0 -0.31 1.00E+0 0.53 1.28E-2 
CATMA4OA08380F1 AT4G08570 -0.12 1.00E+0 -0.55 5.64E-3 -0.95 3.82E-9 -0.95 2.11E-7 0.42 6.84E-2 0.13 1.00E+0 0.64 1.09E-3 
CATMA4OA08400F1 AT4G08590 -0.61 4.97E-3 -0.67 3.41E-4 0.02 1.00E+0 -0.15 1.00E+0 0.03 1.00E+0 0.15 1.00E+0 0.12 1.00E+0 
CATMA4OA08435R1 AT4G08620 4.31 0.00E+0 3.92 0.00E+0 1.17 4.61E-14 2.14 0.00E+0 0.57 2.46E-3 0.25 1.00E+0 1.53 0.00E+0 
CATMA4ON90319F1 AT4G08770 -2.35 0.00E+0 -0.72 9.33E-5 0.72 3.06E-5 0.81 2.53E-5 -1.60 0.00E+0 0.18 1.00E+0 -1.45 0.00E+0 
CATMA4OF01535R1 AT4G08780 -2.13 0.00E+0 0.17 9.18E-1 0.60 1.13E-3 1.06 3.07E-9 -1.62 0.00E+0 0.91 2.37E-5 -1.11 1.23E-10 
CATMA4OA08740F1 AT4G08850 0.33 3.30E-1 1.07 4.64E-10 0.55 3.95E-3 0.71 4.05E-4 -0.91 3.02E-8 0.11 1.00E+0 -0.76 3.86E-5 
CATMA4OA08780R1 AT4G08867 2.89 0.00E+0 2.71 0.00E+0 -0.18 1.00E+0 0.06 1.00E+0 -0.03 1.00E+0 0.36 1.00E+0 0.13 1.00E+0 
CATMA4ON90356F1 AT4G08869 1.36 6.18E-14 1.47 0.00E+0 -0.02 1.00E+0 0.05 1.00E+0 0.04 1.00E+0 0.35 1.00E+0 0.02 1.00E+0 
CATMA4OF01538F1 AT4G08875 0.63 3.32E-3 1.11 7.60E-11 -0.13 1.00E+0 -0.03 1.00E+0 0.01 1.00E+0 0.21 1.00E+0 0.26 6.83E-1 
CATMA4OA08870R1 AT4G08930 0.59 6.52E-3 0.01 1.00E+0 -0.02 1.00E+0 -0.18 1.00E+0 0.70 6.28E-5 0.14 1.00E+0 0.45 6.52E-2 
CATMA4OA08890R1 AT4G08950 -0.36 2.31E-1 -0.76 2.81E-5 -0.34 2.64E-1 -0.46 7.46E-2 -0.13 1.00E+0 -0.48 2.51E-1 -0.26 6.72E-1 
CATMA4OA09010R1 AT4G09030 -0.94 9.78E-7 -0.55 6.76E-3 0.23 9.22E-1 -0.51 3.28E-2 -0.12 1.00E+0 0.38 9.11E-1 -0.74 8.94E-5 
CATMA4OA09020F1 AT4G09040 0.70 6.77E-4 0.52 1.25E-2 -0.06 1.00E+0 0.05 1.00E+0 0.16 1.00E+0 0.00 1.00E+0 0.41 1.14E-1 
CATMA4OA09060R1 AT4G09100 -0.92 1.64E-6 -1.15 1.37E-11 0.45 3.98E-2 -0.27 7.05E-1 -0.02 1.00E+0 -0.17 1.00E+0 -0.71 2.00E-4 
CATMA4OC42178R1 AT4G09110 -1.33 2.19E-13 -2.41 0.00E+0 0.04 1.00E+0 0.13 1.00E+0 0.93 1.36E-8 -0.15 1.00E+0 0.98 2.55E-8 
CATMA4ON94214R1 AT4G09120 -2.24 0.00E+0 -0.97 2.61E-8 0.25 7.87E-1 -0.54 1.68E-2 -1.57 0.00E+0 -0.32 1.00E+0 -2.46 0.00E+0 
CATMA4OC42179R1 AT4G09130 -0.61 4.67E-3 -0.59 2.67E-3 0.32 3.81E-1 0.25 8.13E-1 -0.49 1.46E-2 -0.24 1.00E+0 -0.57 6.55E-3 
CATMA4ON90240R1 AT4G09143 0.00 1.00E+0 0.27 4.57E-1 0.43 6.18E-2 0.29 6.32E-1 0.97 1.79E-9 0.12 1.00E+0 0.64 1.11E-3 
CATMA4OA09130R1 AT4G09160 -0.12 1.00E+0 -0.65 6.53E-4 -0.08 1.00E+0 -0.19 1.00E+0 0.43 5.55E-2 -0.14 1.00E+0 0.27 6.28E-1 
CATMA4OA09400F1 AT4G09420 0.74 2.40E-4 0.05 1.00E+0 -0.10 1.00E+0 0.12 1.00E+0 0.80 1.82E-6 0.17 1.00E+0 1.00 1.18E-8 
CATMA4OA09520R1 AT4G09500 -0.75 1.89E-4 -0.61 1.51E-3 -0.64 3.79E-4 0.13 1.00E+0 -0.23 8.10E-1 0.01 1.00E+0 0.54 1.03E-2 
CATMA4OA09530F1 AT4G09510 0.51 2.91E-2 0.62 1.17E-3 -0.14 1.00E+0 0.00 1.00E+0 -0.09 1.00E+0 0.01 1.00E+0 0.12 1.00E+0 
CATMA4OC42181F1 AT4G09610 -0.09 1.00E+0 -0.52 1.06E-2 -0.79 2.04E-6 -0.69 6.35E-4 0.63 5.12E-4 0.13 1.00E+0 0.25 7.56E-1 
CATMA4OA09640F1 AT4G09620 0.50 3.39E-2 0.90 3.03E-7 0.28 5.88E-1 0.84 8.86E-6 -0.19 1.00E+0 0.15 1.00E+0 0.38 1.89E-1 
CATMA4OA09710F1 AT4G09670 -0.21 8.41E-1 -0.21 7.56E-1 0.46 3.84E-2 -0.31 5.22E-1 0.06 1.00E+0 0.09 1.00E+0 -0.82 6.72E-6 
CATMA4OA09720R1 AT4G09680 0.60 5.36E-3 0.54 7.19E-3 -0.06 1.00E+0 0.40 1.84E-1 -0.03 1.00E+0 0.00 1.00E+0 0.22 9.10E-1 
CATMA4OA09810R1 AT4G09750 -0.19 8.99E-1 -0.10 1.00E+0 -0.44 5.26E-2 -0.69 7.06E-4 0.01 1.00E+0 0.05 1.00E+0 -0.33 3.61E-1 
CATMA4OA09820F1 AT4G09760 -0.43 1.00E-1 0.25 5.34E-1 -1.05 3.01E-11 -2.23 0.00E+0 -0.16 1.00E+0 0.37 1.00E+0 -1.34 0.00E+0 
CATMA4OD03122F1 AT4G09770 0.62 3.47E-3 0.79 1.41E-5 -2.61 0.00E+0 -2.46 0.00E+0 -0.14 1.00E+0 -0.30 1.00E+0 0.13 1.00E+0 
CATMA4OC42185F1 AT4G09780 1.06 1.34E-8 1.01 5.75E-9 -0.67 1.47E-4 -0.56 1.29E-2 -0.21 8.91E-1 -0.09 1.00E+0 -0.06 1.00E+0 
CATMA4OA09870R1 AT4G09800 -0.03 1.00E+0 -0.05 1.00E+0 -3.55 0.00E+0 -3.12 0.00E+0 -0.01 1.00E+0 -0.04 1.00E+0 0.40 1.43E-1 
CATMA4OA09880F1 AT4G09810 0.39 1.81E-1 0.02 1.00E+0 -3.16 0.00E+0 -3.42 0.00E+0 0.16 1.00E+0 -0.09 1.00E+0 -0.03 1.00E+0 
CATMA4OA09900R1 AT4G09830 0.21 8.39E-1 0.06 1.00E+0 -3.61 0.00E+0 -3.51 0.00E+0 0.36 1.67E-1 0.23 1.00E+0 0.27 6.50E-1 
CATMA4OA09910F1 AT4G09840 0.47 5.54E-2 0.29 3.79E-1 -1.20 0.00E+0 -1.32 0.00E+0 0.15 1.00E+0 0.11 1.00E+0 0.16 1.00E+0 
CATMA4ON103000F1 AT4G09990 0.06 1.00E+0 -1.22 5.20E-13 0.13 1.00E+0 -0.04 1.00E+0 0.77 6.45E-6 -0.47 3.06E-1 0.76 5.03E-5 
CATMA4OA10100R1 AT4G10040 -1.47 0.00E+0 -0.84 2.51E-6 0.33 3.15E-1 0.00 1.00E+0 -0.39 1.17E-1 0.23 1.00E+0 -0.69 3.19E-4 
CATMA4OA10170R1 AT4G10120 -1.19 8.80E-11 -0.46 3.84E-2 -0.69 8.44E-5 -0.80 3.32E-5 -0.11 1.00E+0 0.59 4.67E-2 -0.13 1.00E+0 
CATMA4OA10200R1 AT4G10150 -2.10 0.00E+0 -2.92 0.00E+0 -0.31 4.11E-1 -1.33 0.00E+0 0.86 1.82E-7 0.15 1.00E+0 0.01 1.00E+0 
CATMA4OA10310F1 AT4G10265 -3.08 0.00E+0 -2.89 0.00E+0 -1.82 0.00E+0 -2.65 0.00E+0 -0.01 1.00E+0 0.03 1.00E+0 -0.67 5.43E-4 
CATMA4OA10320R1 AT4G10270 -1.99 0.00E+0 -1.28 3.15E-14 -1.25 0.00E+0 -1.54 0.00E+0 -0.07 1.00E+0 0.45 4.02E-1 -0.23 8.33E-1 
CATMA4ON90061F1 AT4G10280 0.53 2.28E-2 0.75 4.06E-5 0.52 1.01E-2 0.37 2.71E-1 0.00 1.00E+0 0.27 1.00E+0 -0.18 1.00E+0 
CATMA4OA10340R1 AT4G10300 0.43 9.93E-2 0.95 5.59E-8 -0.04 1.00E+0 0.20 1.00E+0 -0.32 3.20E-1 0.25 1.00E+0 0.11 1.00E+0 
CATMA4OA10345R1 AT4G10310 1.82 0.00E+0 2.70 0.00E+0 0.20 1.00E+0 1.01 2.61E-8 -0.75 9.95E-6 0.23 1.00E+0 0.12 1.00E+0 
CATMA4OA10365R1 AT4G10340 -0.40 1.55E-1 -0.97 2.35E-8 -0.22 9.90E-1 -0.76 1.02E-4 0.22 8.30E-1 -0.33 1.00E+0 -0.40 1.48E-1 
CATMA4OA10370F1 AT4G10350 0.78 8.10E-5 -1.78 0.00E+0 -0.03 1.00E+0 -0.45 8.89E-2 1.37 0.00E+0 -1.48 0.00E+0 0.96 4.57E-8 
CATMA4OA10380R1 AT4G10360 -0.40 1.51E-1 -0.69 2.42E-4 -0.10 1.00E+0 -0.43 1.15E-1 0.01 1.00E+0 -0.14 1.00E+0 -0.30 4.78E-1 
CATMA4OC42200F1 AT4G10370 0.18 9.56E-1 -0.59 2.38E-3 0.25 7.88E-1 0.13 1.00E+0 0.58 2.10E-3 0.03 1.00E+0 0.49 2.87E-2 
CATMA4OA10410F1 AT4G10380 0.80 4.75E-5 0.80 1.05E-5 0.04 1.00E+0 0.35 3.39E-1 0.29 4.37E-1 0.36 1.00E+0 0.57 5.43E-3 
CATMA4OA10540R1 AT4G10500 -3.49 0.00E+0 -0.48 2.45E-2 0.56 3.09E-3 0.81 1.95E-5 -3.14 0.00E+0 0.19 1.00E+0 -2.94 0.00E+0 
CATMA4ON94220R1 AT4G10510 -0.96 4.11E-7 -1.00 8.02E-9 0.16 1.00E+0 0.18 1.00E+0 -0.64 4.08E-4 -0.63 2.10E-2 -0.67 5.06E-4 
CATMA4ON90180R1 AT4G10520 -1.09 5.82E-9 0.34 2.05E-1 0.58 2.02E-3 -0.26 7.54E-1 -2.72 0.00E+0 -1.31 9.56E-12 -3.41 0.00E+0 
CATMA4ON90295R1 AT4G10530 -1.11 2.53E-9 0.20 7.68E-1 0.58 2.20E-3 -0.04 1.00E+0 -2.19 0.00E+0 -1.06 1.65E-7 -2.69 0.00E+0 
CATMA4ON94221F1 AT4G10540 -2.84 0.00E+0 -2.10 0.00E+0 0.64 3.49E-4 -0.27 7.52E-1 -1.47 0.00E+0 -0.74 1.80E-3 -2.22 0.00E+0 
CATMA4OF01568F1 AT4G10550 -0.77 1.20E-4 -0.28 4.04E-1 0.24 8.36E-1 0.11 1.00E+0 -1.03 1.21E-10 -0.47 2.90E-1 -1.08 4.74E-10 
CATMA4OA10670F1 AT4G10630 -0.70 5.86E-4 -0.51 1.33E-2 -0.26 6.89E-1 -0.57 9.47E-3 0.19 1.00E+0 0.09 1.00E+0 0.06 1.00E+0 
CATMA4OA10760R1 AT4G10720 -0.46 6.46E-2 0.27 4.47E-1 -0.07 1.00E+0 0.07 1.00E+0 -0.71 4.15E-5 -0.05 1.00E+0 -0.58 5.20E-3 
CATMA4OF03124F1 AT4G10860 -0.46 6.22E-2 1.10 1.18E-10 1.14 2.16E-13 2.25 0.00E+0 -1.82 0.00E+0 -0.23 1.00E+0 -0.55 9.31E-3 
CATMA4ON90050F1 AT4G10880 -0.51 2.78E-2 0.53 8.65E-3 0.91 1.97E-8 1.39 0.00E+0 -1.22 0.00E+0 -0.14 1.00E+0 -0.69 2.99E-4 
CATMA4OC42217R1 AT4G11000 -0.80 5.28E-5 0.08 1.00E+0 0.38 1.61E-1 0.01 1.00E+0 -0.84 3.79E-7 -0.22 1.00E+0 -1.32 0.00E+0 
CATMA4OC42218F1 AT4G11020 0.84 1.58E-5 -0.11 1.00E+0 0.37 1.78E-1 0.64 2.39E-3 0.41 7.37E-2 -0.49 2.24E-1 0.93 1.44E-7 
CATMA4OA11130F1 AT4G11050 -0.71 5.06E-4 -1.27 6.15E-14 0.63 4.42E-4 -0.41 1.63E-1 -0.20 9.91E-1 -0.75 1.48E-3 -1.15 2.11E-11 
CATMA4OA11150R1 AT4G11070 -1.88 0.00E+0 0.09 1.00E+0 0.40 1.17E-1 -0.02 1.00E+0 -2.21 0.00E+0 0.20 1.00E+0 -2.65 0.00E+0 
CATMA4OC42219F1 AT4G11080 -0.62 3.84E-3 -0.45 4.25E-2 -0.31 4.30E-1 -0.30 5.39E-1 -0.08 1.00E+0 0.03 1.00E+0 -0.12 1.00E+0 
CATMA4OA11190R1 AT4G11110 0.74 2.42E-4 0.86 1.37E-6 -0.21 1.00E+0 0.31 5.09E-1 -0.06 1.00E+0 -0.04 1.00E+0 0.56 8.24E-3 
CATMA4OA11250R1 AT4G11170 -2.41 0.00E+0 -0.26 5.06E-1 0.63 5.01E-4 1.19 1.36E-11 -3.20 0.00E+0 -1.02 5.95E-7 -2.77 0.00E+0 
CATMA4OA11260R1 AT4G11175 0.33 3.54E-1 0.60 2.19E-3 0.13 1.00E+0 0.42 1.46E-1 0.08 1.00E+0 0.11 1.00E+0 0.31 4.18E-1 
CATMA4OF01577R1 AT4G11190 0.49 4.40E-2 -0.11 1.00E+0 0.33 3.27E-1 -0.40 1.70E-1 1.17 1.04E-13 0.48 2.59E-1 0.55 9.01E-3 
CATMA4ON90200R1 AT4G11210 0.81 4.46E-5 -0.67 3.67E-4 0.70 5.62E-5 -0.66 1.28E-3 1.65 0.00E+0 0.26 1.00E+0 0.35 2.72E-1 
CATMA4OC42220R1 AT4G11211 -1.39 1.10E-14 -1.02 3.82E-9 0.10 1.00E+0 -0.75 1.25E-4 -0.11 1.00E+0 0.24 1.00E+0 -0.88 9.07E-7 
CATMA4OA11340F1 AT4G11230 0.58 8.99E-3 0.00 1.00E+0 0.17 1.00E+0 -0.17 1.00E+0 -0.07 1.00E+0 -0.76 1.23E-3 -0.39 1.68E-1 
CATMA4OA11410R1 AT4G11280 -1.00 1.21E-7 -0.56 5.36E-3 0.37 1.84E-1 -0.28 6.78E-1 -0.54 5.18E-3 -0.12 1.00E+0 -1.12 6.86E-11 
CATMA4OA11415R1 AT4G11290 0.73 2.89E-4 0.79 1.14E-5 1.04 5.43E-11 0.54 1.65E-2 0.07 1.00E+0 -0.03 1.00E+0 -0.53 1.32E-2 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA4OC42222R1 AT4G11310 -1.29 1.59E-12 -0.89 5.03E-7 -1.01 2.32E-10 -0.13 1.00E+0 -0.42 6.92E-2 0.19 1.00E+0 0.22 9.12E-1 
CATMA4OC42223R1 AT4G11320 -0.99 1.92E-7 -0.83 3.73E-6 -0.92 1.29E-8 -0.35 3.21E-1 -0.20 9.42E-1 0.02 1.00E+0 0.24 8.22E-1 
CATMA4OA11455R1 AT4G11330 -1.09 4.28E-9 0.12 1.00E+0 -0.27 6.65E-1 0.02 1.00E+0 -0.96 3.78E-9 0.18 1.00E+0 -0.68 4.25E-4 
CATMA4OA11460F1 AT4G11340 -3.20 0.00E+0 0.18 8.62E-1 0.56 3.25E-3 0.97 8.68E-8 -5.50 0.00E+0 -2.41 0.00E+0 -5.17 0.00E+0 
CATMA4OC42224R1 AT4G11360 -0.65 2.12E-3 -0.64 6.99E-4 -0.35 2.27E-1 -0.30 5.88E-1 -0.02 1.00E+0 0.18 1.00E+0 -0.17 1.00E+0 
CATMA4OD03129R1 AT4G11370 -1.57 0.00E+0 -0.55 6.37E-3 0.27 6.34E-1 -0.40 1.90E-1 -0.84 3.73E-7 0.12 1.00E+0 -1.18 5.04E-12 
CATMA4OC42226R1 AT4G11390 0.97 3.78E-7 -0.48 2.31E-2 0.75 1.20E-5 0.83 1.04E-5 0.97 1.81E-9 -0.71 3.91E-3 1.02 4.10E-9 
CATMA4OA11510R1 AT4G11393 -0.16 1.00E+0 -4.50 0.00E+0 -0.05 1.00E+0 -0.11 1.00E+0 4.44 0.00E+0 0.00 1.00E+0 4.56 0.00E+0 
CATMA4OA11600R1 AT4G11470 -1.58 0.00E+0 0.09 1.00E+0 -0.12 1.00E+0 -0.21 1.00E+0 -1.58 0.00E+0 0.14 1.00E+0 -1.80 0.00E+0 
CATMA4OA11610R1 AT4G11480 -2.39 0.00E+0 0.00 1.00E+0 1.26 0.00E+0 0.35 3.52E-1 -2.46 0.00E+0 0.46 3.71E-1 -3.09 0.00E+0 
CATMA4OA11620R1 AT4G11490 -2.37 0.00E+0 -2.37 0.00E+0 -0.45 4.13E-2 -1.71 0.00E+0 -0.30 3.86E-1 -0.09 1.00E+0 -1.74 0.00E+0 
CATMA4OC42227R1 AT4G11530 0.71 4.94E-4 0.32 2.59E-1 -0.16 1.00E+0 0.18 1.00E+0 0.36 1.73E-1 -0.04 1.00E+0 0.62 1.69E-3 
CATMA4OA11750F1 AT4G11610 0.10 1.00E+0 -0.92 1.82E-7 -0.03 1.00E+0 -0.45 9.11E-2 0.52 7.23E-3 -0.36 1.00E+0 0.16 1.00E+0 
CATMA4ON90267F1 AT4G11642 -2.15 0.00E+0 0.09 1.00E+0 -0.23 9.06E-1 0.38 2.37E-1 -2.29 0.00E+0 0.37 1.00E+0 -1.89 0.00E+0 
CATMA4OA11780F1 AT4G11650 -4.11 0.00E+0 0.51 1.46E-2 -0.30 4.70E-1 1.07 2.17E-9 -3.55 0.00E+0 2.16 0.00E+0 -2.56 0.00E+0 
CATMA4OA11790R1 AT4G11655 -0.88 5.68E-6 -0.51 1.33E-2 0.34 2.88E-1 0.33 4.37E-1 -1.01 3.38E-10 -0.57 6.36E-2 -1.09 2.76E-10 
CATMA4OA11964F1 AT4G11820 -0.43 1.07E-1 -1.15 1.38E-11 -0.28 5.57E-1 -0.50 3.83E-2 0.34 2.29E-1 -0.37 1.00E+0 0.04 1.00E+0 
CATMA4OA12000R1 AT4G11890 -0.94 8.17E-7 0.08 1.00E+0 0.64 3.90E-4 0.08 1.00E+0 -1.03 1.23E-10 0.21 1.00E+0 -1.54 0.00E+0 
CATMA4OC42240F1 AT4G11960 0.03 1.00E+0 -0.84 2.61E-6 0.50 1.54E-2 0.15 1.00E+0 1.01 4.45E-10 -0.09 1.00E+0 0.58 4.55E-3 
CATMA4OA12120F1 AT4G12000 -1.42 0.00E+0 -0.81 6.02E-6 -0.16 1.00E+0 0.14 1.00E+0 -0.44 4.85E-2 0.17 1.00E+0 -0.11 1.00E+0 
CATMA4OA12160R1 AT4G12030 0.82 2.66E-5 1.51 0.00E+0 0.19 1.00E+0 0.24 9.11E-1 -0.33 2.55E-1 0.28 1.00E+0 -0.10 1.00E+0 
CATMA4OA12180F1 AT4G12050 0.23 7.55E-1 -0.54 8.13E-3 0.25 7.61E-1 -0.03 1.00E+0 0.70 6.32E-5 -0.13 1.00E+0 0.40 1.48E-1 
CATMA4ON94228F1 AT4G12090 1.23 1.73E-11 0.89 4.05E-7 0.36 2.14E-1 0.59 6.65E-3 0.34 2.20E-1 0.05 1.00E+0 0.58 4.98E-3 
CATMA4OA12400R1 AT4G12290 -4.16 0.00E+0 -3.84 0.00E+0 -1.40 0.00E+0 -3.11 0.00E+0 0.26 6.34E-1 0.55 8.34E-2 -1.35 0.00E+0 
CATMA4OA12410F1 AT4G12300 0.84 1.70E-5 0.40 9.23E-2 -0.42 7.00E-2 -0.20 1.00E+0 0.16 1.00E+0 -0.09 1.00E+0 0.52 1.88E-2 
CATMA4ON90378F1 AT4G12310 0.57 1.05E-2 0.23 6.55E-1 -0.65 2.88E-4 -0.33 4.24E-1 0.30 4.00E-1 0.10 1.00E+0 0.56 8.03E-3 
CATMA4OA12440F1 AT4G12330 1.98 0.00E+0 0.99 1.21E-8 -0.50 1.45E-2 0.38 2.21E-1 0.73 1.93E-5 -0.16 1.00E+0 1.66 0.00E+0 
CATMA4ON90144F1 AT4G12334 -0.33 3.25E-1 0.19 8.31E-1 0.27 6.11E-1 0.18 1.00E+0 -0.89 7.67E-8 0.04 1.00E+0 -0.99 1.53E-8 
CATMA4OA12460R1 AT4G12350 -1.33 2.68E-13 -0.88 6.45E-7 -0.08 1.00E+0 -0.08 1.00E+0 -0.70 5.20E-5 -0.50 1.86E-1 -0.72 1.47E-4 
CATMA4OA12470F1 AT4G12360 -1.15 4.50E-10 -3.70 0.00E+0 0.46 3.44E-2 0.02 1.00E+0 2.31 0.00E+0 -1.06 1.72E-7 1.94 0.00E+0 
CATMA4ON90152R1 AT4G12382 0.59 6.74E-3 0.77 2.51E-5 0.14 1.00E+0 0.11 1.00E+0 0.03 1.00E+0 0.30 1.00E+0 0.05 1.00E+0 
CATMA4OA12500R1 AT4G12390 -0.40 1.49E-1 0.38 1.19E-1 0.45 4.70E-2 0.08 1.00E+0 -0.69 8.55E-5 0.32 1.00E+0 -1.05 1.60E-9 
CATMA4OA12530F1 AT4G12420 -0.24 6.93E-1 -0.87 1.06E-6 -0.05 1.00E+0 -0.07 1.00E+0 0.27 5.63E-1 -0.37 1.00E+0 0.28 5.71E-1 
CATMA4ON94232R1 AT4G12440 -0.43 1.01E-1 -0.47 2.98E-2 -0.35 2.46E-1 -0.70 4.38E-4 0.21 9.33E-1 0.01 1.00E+0 -0.21 9.74E-1 
CATMA4OA12590F1 AT4G12450 -0.48 4.88E-2 -1.01 6.48E-9 0.20 1.00E+0 -0.43 1.16E-1 0.38 1.28E-1 -0.08 1.00E+0 -0.26 6.97E-1 
CATMA4ON90216F1 AT4G12510 0.81 3.58E-5 -2.05 0.00E+0 1.30 0.00E+0 -0.46 7.91E-2 2.24 0.00E+0 -0.62 2.40E-2 0.47 4.37E-2 
CATMA4ON90124F1 AT4G12520 0.70 6.08E-4 -1.73 0.00E+0 1.12 6.18E-13 -0.42 1.38E-1 1.99 0.00E+0 -0.71 3.84E-3 0.47 4.20E-2 
CATMA4OD03132R1 AT4G12545 1.22 3.33E-11 0.25 5.46E-1 0.37 1.85E-1 0.45 8.20E-2 1.96 0.00E+0 0.84 1.28E-4 1.89 0.00E+0 
CATMA4OD01600R1 AT4G12550 2.09 0.00E+0 0.87 8.61E-7 0.90 3.13E-8 0.83 1.06E-5 2.15 0.00E+0 1.14 1.01E-8 1.96 0.00E+0 
CATMA4OA12740F1 AT4G12580 -0.71 5.17E-4 -0.55 5.80E-3 -0.13 1.00E+0 -0.44 9.79E-2 0.15 1.00E+0 0.35 1.00E+0 -0.15 1.00E+0 
CATMA4OA12830R1 AT4G12690 0.64 2.46E-3 0.15 9.64E-1 -0.08 1.00E+0 -0.02 1.00E+0 0.42 6.89E-2 -0.03 1.00E+0 0.53 1.48E-2 
CATMA4ON100199R1 AT4G12720 -0.47 5.77E-2 -0.38 1.31E-1 0.86 1.75E-7 0.02 1.00E+0 -0.56 3.27E-3 -0.47 3.16E-1 -1.32 0.00E+0 
CATMA4OA12870F1 AT4G12730 -0.65 2.21E-3 -1.69 0.00E+0 0.00 1.00E+0 -0.58 8.23E-3 0.69 7.07E-5 -0.48 2.66E-1 0.02 1.00E+0 
CATMA4OC42256F1 AT4G12735 0.22 8.06E-1 1.85 0.00E+0 0.53 7.98E-3 0.22 9.95E-1 -0.84 5.33E-7 0.73 2.15E-3 -1.31 0.00E+0 
CATMA4OA12890F1 AT4G12750 0.72 4.40E-4 0.94 6.91E-8 -0.10 1.00E+0 0.46 7.80E-2 -0.33 2.85E-1 0.00 1.00E+0 0.28 5.81E-1 
CATMA4OC42261R1 AT4G12870 -0.88 4.87E-6 0.57 4.16E-3 -0.52 9.35E-3 -0.08 1.00E+0 -0.86 1.74E-7 0.82 2.84E-4 -0.39 1.69E-1 
CATMA4OA13020F1 AT4G12880 -0.55 1.58E-2 -0.69 2.11E-4 -0.29 4.95E-1 -0.48 5.34E-2 0.13 1.00E+0 0.06 1.00E+0 -0.06 1.00E+0 
CATMA4ON100202F1 AT4G12910 -0.62 3.70E-3 -1.66 0.00E+0 -0.31 4.11E-1 -0.13 1.00E+0 0.75 1.15E-5 -0.21 1.00E+0 0.90 3.89E-7 
CATMA4OA13110F1 AT4G12980 0.11 1.00E+0 -0.59 2.31E-3 -0.14 1.00E+0 -0.28 6.67E-1 0.47 2.61E-2 -0.27 1.00E+0 0.26 6.67E-1 
CATMA4OA13130R1 AT4G13010 0.64 2.65E-3 0.62 1.42E-3 -0.39 1.38E-1 -0.39 1.97E-1 0.30 4.11E-1 0.25 1.00E+0 0.20 1.00E+0 
CATMA4OA13140R1 AT4G13030 0.06 1.00E+0 0.07 1.00E+0 -0.43 6.31E-2 0.16 1.00E+0 0.05 1.00E+0 0.12 1.00E+0 0.69 2.90E-4 
CATMA4OA13190F1 AT4G13090 -0.73 3.38E-4 -0.08 1.00E+0 -0.50 1.32E-2 -0.17 1.00E+0 -0.66 1.99E-4 -0.05 1.00E+0 -0.17 1.00E+0 
CATMA4OF03134R1 AT4G13095 -0.78 8.72E-5 -0.02 1.00E+0 -0.56 3.06E-3 0.04 1.00E+0 -0.91 3.20E-8 -0.02 1.00E+0 -0.36 2.32E-1 
CATMA4OA13210R1 AT4G13110 -0.69 7.41E-4 -0.19 8.39E-1 -0.51 1.21E-2 -0.13 1.00E+0 -0.27 5.66E-1 0.26 1.00E+0 0.14 1.00E+0 
CATMA4OA13280F1 AT4G13180 -1.63 0.00E+0 -0.83 3.34E-6 -0.08 1.00E+0 -0.34 3.91E-1 -0.85 3.61E-7 -0.05 1.00E+0 -1.11 1.06E-10 
CATMA4OA13300F1 AT4G13195 -1.38 2.14E-14 -0.68 2.97E-4 -0.55 4.02E-3 -0.25 8.53E-1 -0.38 1.34E-1 0.20 1.00E+0 -0.33 3.60E-1 
CATMA4ON90134R1 AT4G13210 -0.59 6.41E-3 -0.89 4.28E-7 -0.76 6.86E-6 -1.04 6.29E-9 0.36 1.74E-1 0.00 1.00E+0 0.10 1.00E+0 
CATMA4OA13340F1 AT4G13230 -0.78 1.01E-4 -0.26 4.81E-1 0.15 1.00E+0 -0.48 5.50E-2 -0.37 1.46E-1 0.30 1.00E+0 -0.80 1.26E-5 
CATMA4OA13350F1 AT4G13235 0.12 1.00E+0 1.13 4.54E-11 -0.40 1.04E-1 -0.09 1.00E+0 -0.56 3.28E-3 0.45 3.72E-1 -0.15 1.00E+0 
CATMA4ON98283R1 AT4G13245 0.76 1.50E-4 0.41 8.64E-2 0.56 3.16E-3 0.58 8.51E-3 -0.05 1.00E+0 -0.18 1.00E+0 0.16 1.00E+0 
CATMA4OA13370F1 AT4G13250 -3.17 0.00E+0 -0.48 2.40E-2 -0.30 4.70E-1 0.48 5.80E-2 -0.41 7.53E-2 2.35 0.00E+0 0.24 7.84E-1 
CATMA4ON90258F1 AT4G13280 -1.25 9.88E-12 -0.75 4.15E-5 -0.84 3.12E-7 -0.14 1.00E+0 -0.52 7.43E-3 0.04 1.00E+0 0.24 7.99E-1 
CATMA4OC42271R1 AT4G13290 -0.44 8.67E-2 0.80 1.04E-5 0.37 1.64E-1 1.49 0.00E+0 -0.61 9.11E-4 0.61 3.12E-2 0.57 6.14E-3 
CATMA4ON100207F1 AT4G13300 -0.82 3.22E-5 1.15 1.74E-11 1.27 0.00E+0 2.42 0.00E+0 -1.33 0.00E+0 0.72 3.15E-3 -0.23 8.43E-1 
CATMA4OC42272R1 AT4G13310 -0.11 1.00E+0 1.65 0.00E+0 0.61 8.40E-4 2.47 0.00E+0 -0.91 2.36E-8 0.75 1.34E-3 1.04 2.14E-9 
CATMA4OA13490F1 AT4G13330 0.66 1.64E-3 0.57 4.19E-3 0.28 5.54E-1 0.61 4.02E-3 0.15 1.00E+0 -0.13 1.00E+0 0.42 1.02E-1 
CATMA4OA13510R1 AT4G13345 -1.24 1.11E-11 -1.98 0.00E+0 -0.31 4.19E-1 0.42 1.33E-1 0.60 1.13E-3 -0.17 1.00E+0 1.25 1.81E-13 
CATMA4OA13540F1 AT4G13370 -0.64 2.33E-3 -0.80 9.07E-6 -0.36 1.99E-1 -0.29 6.44E-1 0.06 1.00E+0 -0.16 1.00E+0 0.06 1.00E+0 
CATMA4OA13560F1 AT4G13395 -1.44 0.00E+0 -2.30 0.00E+0 0.47 2.83E-2 -0.14 1.00E+0 0.91 3.08E-8 0.12 1.00E+0 0.43 8.16E-2 
CATMA4OA13595F1 AT4G13420 -2.33 0.00E+0 -4.26 0.00E+0 -0.81 1.05E-6 -0.87 2.95E-6 1.94 0.00E+0 -0.06 1.00E+0 1.96 0.00E+0 
CATMA4OA13600F1 AT4G13430 0.61 4.96E-3 1.03 2.80E-9 0.21 1.00E+0 0.17 1.00E+0 -0.35 2.09E-1 0.10 1.00E+0 -0.40 1.45E-1 
CATMA4OA13610R1 AT4G13440 1.02 5.61E-8 -1.27 6.15E-14 0.35 2.50E-1 -0.07 1.00E+0 1.18 6.05E-14 -0.94 9.51E-6 0.85 2.83E-6 
CATMA4ON99025R2 AT4G13510 -0.57 9.47E-3 -1.11 1.09E-10 -0.20 1.00E+0 -0.95 2.35E-7 0.29 4.38E-1 -0.21 1.00E+0 -0.45 6.18E-2 
CATMA4ON90290R1 AT4G13580 0.27 5.60E-1 -1.30 1.09E-14 0.39 1.26E-1 -0.27 7.40E-1 0.86 1.75E-7 -0.55 9.08E-2 0.46 5.40E-2 
CATMA4OA13800R1 AT4G13620 3.28 0.00E+0 1.75 0.00E+0 1.72 0.00E+0 1.70 0.00E+0 1.44 0.00E+0 0.17 1.00E+0 1.45 0.00E+0 
CATMA4OA13840R1 AT4G13660 -0.80 5.32E-5 -1.12 7.37E-11 -0.26 6.80E-1 -0.37 2.70E-1 0.32 3.04E-1 0.03 1.00E+0 0.22 9.21E-1 
CATMA4OA13860F1 AT4G13680 -0.52 2.49E-2 -0.51 1.42E-2 1.10 2.27E-12 -0.86 5.35E-6 0.09 1.00E+0 0.20 1.00E+0 -1.99 0.00E+0 
CATMA4OA13940R1 AT4G13750 0.48 4.85E-2 0.67 3.36E-4 0.20 1.00E+0 0.15 1.00E+0 -0.39 1.01E-1 -0.01 1.00E+0 -0.25 7.21E-1 
CATMA4OA13955F1 AT4G13770 1.21 5.50E-11 1.72 0.00E+0 0.29 5.47E-1 -0.08 1.00E+0 -0.12 1.00E+0 0.36 1.00E+0 -0.46 5.00E-2 
CATMA4OF01608F1 AT4G13810 -1.65 0.00E+0 0.27 4.44E-1 -0.45 4.66E-2 0.53 2.07E-2 -1.93 0.00E+0 0.07 1.00E+0 -0.94 1.20E-7 
CATMA4ON100216F1 AT4G13820 -1.65 0.00E+0 0.06 1.00E+0 -0.07 1.00E+0 0.57 9.47E-3 -0.98 1.43E-9 0.63 2.23E-2 -0.27 6.27E-1 
CATMA4ON94239R1 AT4G13860 -0.27 5.90E-1 -0.18 8.78E-1 -0.81 1.14E-6 -0.07 1.00E+0 0.35 2.10E-1 0.40 7.27E-1 1.14 3.14E-11 
CATMA4OC42284F1 AT4G13890 -0.54 1.70E-2 0.17 9.12E-1 0.93 9.16E-9 1.84 0.00E+0 -1.28 0.00E+0 -0.60 3.44E-2 -0.25 7.22E-1 
CATMA4ON90251R1 AT4G13920 -0.54 1.68E-2 0.36 1.76E-1 -0.17 1.00E+0 0.22 9.75E-1 -0.62 5.94E-4 -0.01 1.00E+0 -0.37 2.13E-1 
CATMA4OA14130F1 AT4G13930 -0.63 3.20E-3 -0.99 1.38E-8 0.24 8.18E-1 0.01 1.00E+0 0.30 3.80E-1 -0.10 1.00E+0 0.15 1.00E+0 
CATMA4OA14140F1 AT4G13950 -0.50 3.74E-2 -0.13 1.00E+0 -0.05 1.00E+0 -0.32 4.79E-1 -0.47 2.60E-2 0.22 1.00E+0 -0.67 5.31E-4 
CATMA4ON94240F1 AT4G13960 0.29 4.73E-1 -0.71 1.35E-4 -0.02 1.00E+0 -0.07 1.00E+0 0.85 3.36E-7 0.07 1.00E+0 0.50 2.62E-2 
CATMA4OA14160F1 AT4G13970 -0.86 1.08E-5 -0.43 6.15E-2 -0.05 1.00E+0 0.38 2.21E-1 -0.23 7.77E-1 0.05 1.00E+0 0.38 1.93E-1 
CATMA4OA14190R1 AT4G13990 -1.03 3.57E-8 -1.32 0.00E+0 -0.25 7.92E-1 -0.54 1.88E-2 0.18 1.00E+0 -0.01 1.00E+0 -0.08 1.00E+0 
CATMA4OA14230F1 AT4G14020 -0.83 2.47E-5 0.09 1.00E+0 -0.95 2.78E-9 -1.22 2.73E-12 -0.33 2.85E-1 0.74 1.79E-3 -0.71 1.96E-4 
CATMA4OA14240F1 AT4G14030 1.03 3.58E-8 1.05 1.40E-9 -0.10 1.00E+0 0.38 2.38E-1 0.09 1.00E+0 0.17 1.00E+0 0.57 6.56E-3 
CATMA4OA14250F1 AT4G14040 0.71 4.79E-4 2.06 0.00E+0 -0.69 8.10E-5 0.34 3.94E-1 -0.75 1.07E-5 0.51 1.80E-1 0.22 8.96E-1 
CATMA4ON90028R1 AT4G14060 -2.46 0.00E+0 -2.34 0.00E+0 -1.22 0.00E+0 -1.35 0.00E+0 -0.24 7.33E-1 0.12 1.00E+0 -0.37 2.12E-1 
CATMA4OA14375F1 AT4G14130 0.26 6.19E-1 -0.85 1.61E-6 0.27 6.24E-1 0.69 5.90E-4 0.56 3.09E-3 -0.47 2.92E-1 1.02 4.35E-9 
CATMA4OA14470F1 AT4G14200 -0.62 4.08E-3 -0.72 1.03E-4 -0.46 3.27E-2 -0.38 2.33E-1 -0.16 1.00E+0 -0.11 1.00E+0 -0.07 1.00E+0 
CATMA4OA14520F1 AT4G14250 1.82 0.00E+0 1.61 0.00E+0 0.19 1.00E+0 1.10 6.78E-10 0.00 1.00E+0 0.06 1.00E+0 0.98 2.67E-8 
CATMA4OA14560R1 AT4G14270 -0.05 1.00E+0 -0.23 6.59E-1 -0.82 9.21E-7 -0.54 1.67E-2 0.14 1.00E+0 -0.09 1.00E+0 0.45 5.96E-2 
CATMA4OA14650R1 AT4G14330 -0.61 4.57E-3 -0.71 1.39E-4 -0.34 2.76E-1 -0.49 4.78E-2 -0.23 8.08E-1 -0.10 1.00E+0 -0.44 8.06E-2 
CATMA4ON90117R1 AT4G14358 -1.22 3.65E-11 -1.81 0.00E+0 -0.53 8.13E-3 -1.79 0.00E+0 0.65 2.88E-4 -0.17 1.00E+0 -0.54 1.09E-2 
CATMA4OA14700F1 AT4G14365 -0.97 2.97E-7 0.22 6.76E-1 0.43 6.22E-2 0.50 3.76E-2 -1.82 0.00E+0 -0.57 6.29E-2 -1.69 0.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA4OA14730F1 AT4G14370 -0.51 3.18E-2 0.74 5.67E-5 0.44 5.14E-2 0.54 1.73E-2 -1.48 0.00E+0 -0.16 1.00E+0 -1.57 0.00E+0 
CATMA4OA14740R1 AT4G14380 0.29 4.88E-1 -0.95 6.46E-8 0.08 1.00E+0 -0.18 1.00E+0 0.77 5.21E-6 -0.43 5.09E-1 0.30 4.60E-1 
CATMA4OA14760R1 AT4G14390 -0.12 1.00E+0 0.15 9.78E-1 0.20 1.00E+0 0.98 8.03E-8 -0.21 9.36E-1 -0.12 1.00E+0 0.22 9.22E-1 
CATMA4OA14810F1 AT4G14440 -1.37 5.19E-14 -0.47 2.75E-2 0.91 2.23E-8 -1.43 0.00E+0 -0.43 4.86E-2 0.55 8.79E-2 -2.52 0.00E+0 
CATMA4OA14820R1 AT4G14450 -0.91 2.12E-6 0.03 1.00E+0 0.69 8.02E-5 0.08 1.00E+0 -0.79 2.91E-6 -0.03 1.00E+0 -1.31 0.00E+0 
CATMA4OA14910R1 AT4G14540 0.54 1.86E-2 0.55 5.92E-3 -0.71 4.51E-5 -0.52 2.50E-2 0.09 1.00E+0 0.19 1.00E+0 0.10 1.00E+0 
CATMA4OA14920F1 AT4G14550 0.05 1.00E+0 -1.37 0.00E+0 0.13 1.00E+0 -0.46 8.02E-2 0.71 4.18E-5 -0.74 1.72E-3 0.20 1.00E+0 
CATMA4OA14990F1 AT4G14610 0.10 1.00E+0 0.55 6.62E-3 0.19 1.00E+0 0.59 6.65E-3 -0.47 2.47E-2 -0.14 1.00E+0 -0.19 1.00E+0 
CATMA4OA15020R1 AT4G14630 -0.42 1.21E-1 0.44 4.75E-2 0.13 1.00E+0 0.28 6.50E-1 -0.96 4.07E-9 -0.10 1.00E+0 -0.81 8.43E-6 
CATMA4OC42298R1 AT4G14640 0.13 1.00E+0 -0.30 3.34E-1 -0.08 1.00E+0 0.17 1.00E+0 -0.18 1.00E+0 -0.63 1.98E-2 0.21 9.33E-1 
CATMA4OA15030F1 AT4G14650 -0.49 4.34E-2 -1.33 0.00E+0 -0.11 1.00E+0 -0.66 1.26E-3 0.46 3.24E-2 -0.41 6.56E-1 0.04 1.00E+0 
CATMA4OA15083F1 AT4G14680 -1.07 1.15E-8 -0.52 1.20E-2 -0.06 1.00E+0 0.09 1.00E+0 -0.59 1.40E-3 0.20 1.00E+0 -0.58 5.26E-3 
CATMA4ON94245R1 AT4G14695 -0.47 6.07E-2 -1.11 9.56E-11 -0.53 8.09E-3 -0.81 2.60E-5 0.53 6.11E-3 -0.19 1.00E+0 0.12 1.00E+0 
CATMA4OC42301F1 AT4G14710 -0.61 5.02E-3 -0.95 5.39E-8 -0.14 1.00E+0 0.20 1.00E+0 0.43 5.01E-2 0.06 1.00E+0 0.78 2.12E-5 
CATMA4OA15220F1 AT4G14746 -1.13 1.03E-9 0.11 1.00E+0 0.10 1.00E+0 0.16 1.00E+0 -0.78 4.47E-6 0.41 6.88E-1 -0.80 1.28E-5 
CATMA4OA15240R1 AT4G14750 -0.10 1.00E+0 -1.41 0.00E+0 -0.17 1.00E+0 -0.46 7.55E-2 0.99 9.42E-10 -0.40 7.78E-1 0.57 6.03E-3 
CATMA4OC42304R1 AT4G14780 1.10 3.61E-9 0.09 1.00E+0 -0.13 1.00E+0 0.19 1.00E+0 0.95 4.88E-9 -0.06 1.00E+0 1.26 7.78E-14 
CATMA4ON94246R1 AT4G14785 0.17 9.59E-1 0.77 2.30E-5 -0.26 7.35E-1 -0.02 1.00E+0 -0.06 1.00E+0 0.13 1.00E+0 0.06 1.00E+0 
CATMA4OA15350R1 AT4G14890 0.94 8.53E-7 1.00 7.55E-9 0.16 1.00E+0 0.02 1.00E+0 0.10 1.00E+0 0.24 1.00E+0 0.36 2.48E-1 
CATMA4OA15460F1 AT4G14980 -0.36 2.51E-1 -0.89 4.63E-7 -0.46 3.29E-2 -0.57 9.17E-3 0.18 1.00E+0 -0.21 1.00E+0 0.16 1.00E+0 
CATMA4ON94249R1 AT4G15075 0.67 1.22E-3 0.36 1.67E-1 0.05 1.00E+0 0.51 3.40E-2 0.38 1.34E-1 0.33 1.00E+0 0.84 3.08E-6 
CATMA4ON94250R1 AT4G15100 -0.96 5.04E-7 0.55 6.60E-3 0.19 1.00E+0 2.80 0.00E+0 1.76 0.00E+0 3.21 0.00E+0 3.87 0.00E+0 
CATMA4OA15660R1 AT4G15120 -1.73 0.00E+0 -0.41 8.29E-2 0.33 3.32E-1 -0.64 2.00E-3 -1.14 8.06E-13 0.34 1.00E+0 -1.93 0.00E+0 
CATMA4OA15680F1 AT4G15140 -0.23 7.34E-1 0.20 7.72E-1 0.25 7.62E-1 0.27 7.35E-1 -0.38 1.34E-1 0.13 1.00E+0 -0.70 2.17E-4 
CATMA4OA15700R1 AT4G15160 0.25 6.81E-1 -1.28 4.17E-14 0.43 6.49E-2 -1.06 3.66E-9 1.58 0.00E+0 0.16 1.00E+0 0.05 1.00E+0 
CATMA4ON94251R1 AT4G15230 1.73 0.00E+0 0.89 4.18E-7 0.05 1.00E+0 -0.37 2.71E-1 1.06 3.84E-11 0.29 1.00E+0 0.69 2.82E-4 
CATMA4ON94252R1 AT4G15233 0.62 3.94E-3 -0.18 8.69E-1 0.48 2.17E-2 0.38 2.22E-1 0.51 1.02E-2 -0.35 1.00E+0 0.37 2.12E-1 
CATMA4ON94253R1 AT4G15236 0.42 1.21E-1 -0.24 5.78E-1 0.48 2.14E-2 0.64 2.14E-3 0.28 4.77E-1 -0.06 1.00E+0 0.27 6.63E-1 
CATMA4OC42313R1 AT4G15260 0.40 1.60E-1 0.79 1.29E-5 0.02 1.00E+0 0.36 3.08E-1 -0.41 7.44E-2 0.24 1.00E+0 0.01 1.00E+0 
CATMA4OC42314F1 AT4G15270 0.46 6.68E-2 0.15 9.83E-1 -0.03 1.00E+0 0.08 1.00E+0 0.44 4.20E-2 0.15 1.00E+0 0.67 5.03E-4 
CATMA4ON94254R2 AT4G15280 0.14 1.00E+0 0.92 1.51E-7 -0.17 1.00E+0 0.64 2.12E-3 0.00 1.00E+0 0.96 4.05E-6 0.72 1.48E-4 
CATMA4OF01619F1 AT4G15290 1.01 9.26E-8 -2.57 0.00E+0 0.97 1.01E-9 -0.80 2.61E-5 2.23 0.00E+0 -1.35 1.94E-12 0.60 2.72E-3 
CATMA4ON94255F1 AT4G15300 0.13 1.00E+0 -1.06 6.20E-10 0.03 1.00E+0 0.04 1.00E+0 -0.33 2.83E-1 -1.50 0.00E+0 -0.25 7.43E-1 
CATMA4OA15930R1 AT4G15310 -1.45 0.00E+0 0.02 1.00E+0 -0.57 2.46E-3 0.23 9.18E-1 -1.57 0.00E+0 -0.18 1.00E+0 -0.83 5.47E-6 
CATMA4OA15960F1 AT4G15330 1.03 3.64E-8 0.92 1.48E-7 0.44 4.71E-2 0.90 1.11E-6 0.36 1.65E-1 0.29 1.00E+0 0.80 1.40E-5 
CATMA4OA15970F1 AT4G15340 2.30 0.00E+0 1.46 0.00E+0 1.21 0.00E+0 1.11 4.02E-10 0.72 3.65E-5 -0.05 1.00E+0 0.63 1.43E-3 
CATMA4ON94257R1 AT4G15350 0.07 1.00E+0 -1.02 3.58E-9 0.21 1.00E+0 0.02 1.00E+0 -0.01 1.00E+0 -1.31 1.22E-11 -0.33 3.59E-1 
CATMA4ON94258R1 AT4G15360 -0.59 7.53E-3 -0.95 5.85E-8 0.11 1.00E+0 0.06 1.00E+0 0.10 1.00E+0 -1.09 5.82E-8 -0.27 6.09E-1 
CATMA4ON94259F1 AT4G15370 -0.28 5.23E-1 -0.09 1.00E+0 0.39 1.34E-1 0.40 1.88E-1 -0.47 2.49E-2 -0.78 7.89E-4 -0.61 2.63E-3 
CATMA4OD03142F1 AT4G15390 0.06 1.00E+0 -0.62 1.38E-3 0.17 1.00E+0 0.04 1.00E+0 0.45 3.64E-2 -0.27 1.00E+0 0.30 4.77E-1 
CATMA4OF03143R1 AT4G15396 -0.59 6.51E-3 0.01 1.00E+0 0.28 5.49E-1 0.18 1.00E+0 -0.44 4.78E-2 0.27 1.00E+0 -0.87 1.12E-6 
CATMA4OA16120R1 AT4G15417 0.54 1.70E-2 0.99 1.26E-8 0.33 3.32E-1 0.14 1.00E+0 -0.49 1.73E-2 0.00 1.00E+0 -0.64 1.16E-3 
CATMA4OA16150R1 AT4G15430 1.94 0.00E+0 1.03 2.12E-9 -0.15 1.00E+0 -0.27 7.52E-1 1.05 4.50E-11 0.03 1.00E+0 0.69 2.85E-4 
CATMA4OA16170R1 AT4G15450 -0.17 9.69E-1 -0.31 2.98E-1 -0.53 8.13E-3 -0.60 5.84E-3 0.09 1.00E+0 0.04 1.00E+0 0.05 1.00E+0 
CATMA4OA16180F1 AT4G15460 -0.30 4.31E-1 -0.39 1.09E-1 -0.16 1.00E+0 -0.71 3.58E-4 0.40 9.03E-2 -0.04 1.00E+0 0.09 1.00E+0 
CATMA4OA16240R1 AT4G15510 0.76 1.39E-4 0.69 2.45E-4 0.27 6.70E-1 0.40 1.76E-1 0.10 1.00E+0 0.07 1.00E+0 0.43 8.73E-2 
CATMA4OA16270F1 AT4G15530 -1.45 0.00E+0 1.28 3.15E-14 0.16 1.00E+0 0.65 1.83E-3 -0.62 6.51E-4 1.71 0.00E+0 -0.17 1.00E+0 
CATMA4OC42319R1 AT4G15540 -0.97 3.69E-7 -0.86 1.32E-6 -0.59 1.63E-3 -0.60 5.32E-3 -0.04 1.00E+0 0.11 1.00E+0 0.02 1.00E+0 
CATMA4OA16293F1 AT4G15550 -0.60 5.26E-3 -0.34 2.07E-1 0.32 3.48E-1 0.21 1.00E+0 -0.28 5.01E-1 0.21 1.00E+0 -0.29 5.48E-1 
CATMA4ON100250R1 AT4G15560 0.87 8.32E-6 0.67 3.76E-4 -0.16 1.00E+0 0.31 5.15E-1 0.26 5.98E-1 0.09 1.00E+0 0.75 6.21E-5 
CATMA4ON100252R1 AT4G15610 -1.54 0.00E+0 -0.46 3.53E-2 -0.64 3.45E-4 -0.78 5.53E-5 -0.23 7.89E-1 0.85 1.08E-4 -0.44 7.95E-2 
CATMA4OD03144R1 AT4G15630 -0.85 1.43E-5 0.75 4.05E-5 -0.82 6.51E-7 -0.24 8.88E-1 -0.83 6.09E-7 0.88 4.88E-5 -0.24 7.94E-1 
CATMA4OA16500F1 AT4G15730 0.32 3.71E-1 0.07 1.00E+0 0.42 6.94E-2 0.98 8.17E-8 0.06 1.00E+0 -0.04 1.00E+0 0.43 8.18E-2 
CATMA4OA16545F1 AT4G15760 0.04 1.00E+0 0.76 3.03E-5 0.43 6.26E-2 0.38 2.25E-1 -0.34 2.48E-1 0.43 4.96E-1 -0.39 1.58E-1 
CATMA4ON100254F1 AT4G15765 -0.62 3.51E-3 -0.48 2.48E-2 -0.42 7.93E-2 -0.05 1.00E+0 0.06 1.00E+0 0.26 1.00E+0 0.20 9.82E-1 
CATMA4OA16650F1 AT4G15830 -0.66 1.77E-3 -0.51 1.41E-2 -0.08 1.00E+0 -0.01 1.00E+0 -0.08 1.00E+0 0.05 1.00E+0 -0.23 8.28E-1 
CATMA4ON100258F1 AT4G15920 0.68 9.69E-4 0.69 2.40E-4 0.01 1.00E+0 0.57 9.41E-3 0.09 1.00E+0 0.18 1.00E+0 0.57 5.75E-3 
CATMA4OA16790F1 AT4G15960 -0.59 6.87E-3 -1.26 1.11E-13 -0.13 1.00E+0 -0.69 7.03E-4 0.49 1.57E-2 -0.24 1.00E+0 -0.11 1.00E+0 
CATMA4OD03145F1 AT4G15990 1.63 0.00E+0 1.33 0.00E+0 0.09 1.00E+0 1.33 0.00E+0 0.38 1.20E-1 0.15 1.00E+0 1.62 0.00E+0 
CATMA4OA16805F1 AT4G16000 2.21 0.00E+0 1.82 0.00E+0 -0.01 1.00E+0 1.22 3.00E-12 0.43 4.86E-2 0.00 1.00E+0 1.54 0.00E+0 
CATMA4OC42796R1 AT4G16008 1.97 0.00E+0 1.92 0.00E+0 0.69 7.02E-5 1.14 1.31E-10 -0.11 1.00E+0 -0.13 1.00E+0 0.48 3.69E-2 
CATMA4OC42335F1 AT4G16146 -1.18 1.41E-10 -0.02 1.00E+0 -0.18 1.00E+0 0.12 1.00E+0 -1.19 4.55E-14 0.01 1.00E+0 -0.92 2.23E-7 
CATMA4OA16980R1 AT4G16190 -0.60 5.32E-3 -0.67 4.09E-4 -0.70 5.32E-5 -0.39 1.98E-1 0.60 1.01E-3 0.47 3.10E-1 0.87 1.11E-6 
CATMA4OD05133F1 AT4G16215 -0.52 2.41E-2 0.02 1.00E+0 -0.76 7.14E-6 0.04 1.00E+0 -0.60 9.62E-4 0.17 1.00E+0 0.12 1.00E+0 
CATMA4OA17080F1 AT4G16260 -2.61 0.00E+0 1.46 0.00E+0 -0.08 1.00E+0 2.19 0.00E+0 -3.08 0.00E+0 1.30 1.95E-11 -0.84 3.43E-6 
CATMA4OA17180F1 AT4G16370 4.14 0.00E+0 4.36 0.00E+0 -0.21 1.00E+0 0.45 8.76E-2 -0.66 1.97E-4 0.15 1.00E+0 -0.01 1.00E+0 
CATMA4OA17210R1 AT4G16400 0.29 4.96E-1 -0.81 7.55E-6 0.08 1.00E+0 -0.14 1.00E+0 1.06 3.52E-11 -0.07 1.00E+0 1.00 1.17E-8 
CATMA4OC42344R1 AT4G16447 1.62 0.00E+0 0.64 8.16E-4 1.17 4.61E-14 -0.01 1.00E+0 1.01 3.87E-10 0.16 1.00E+0 -0.15 1.00E+0 
CATMA4OA17330R1 AT4G16480 0.60 5.89E-3 0.30 3.25E-1 -0.24 8.13E-1 -0.26 7.92E-1 0.10 1.00E+0 -0.17 1.00E+0 0.11 1.00E+0 
CATMA4OA17340F1 AT4G16490 0.33 3.29E-1 -0.21 7.15E-1 0.11 1.00E+0 -0.05 1.00E+0 0.64 3.26E-4 0.04 1.00E+0 0.47 4.20E-2 
CATMA4OA17500F1 AT4G16563 1.13 1.22E-9 0.26 4.83E-1 -0.10 1.00E+0 0.33 4.30E-1 0.49 1.47E-2 -0.33 1.00E+0 1.02 3.91E-9 
CATMA4OA17550R1 AT4G16600 -0.81 3.60E-5 -0.69 2.16E-4 0.77 4.31E-6 0.09 1.00E+0 -0.20 9.69E-1 -0.24 1.00E+0 -0.90 4.87E-7 
CATMA4OA17570F1 AT4G16620 0.67 1.41E-3 -0.83 3.94E-6 -0.09 1.00E+0 -0.90 1.21E-6 1.36 0.00E+0 0.01 1.00E+0 0.76 4.06E-5 
CATMA4OA17580F1 AT4G16640 -1.00 1.30E-7 -0.73 8.07E-5 1.07 1.05E-11 -1.32 4.16E-14 0.28 5.16E-1 0.43 5.06E-1 -1.97 0.00E+0 
CATMA4OA17620F1 AT4G16680 0.83 2.25E-5 1.50 0.00E+0 0.15 1.00E+0 0.55 1.48E-2 -0.27 5.37E-1 0.28 1.00E+0 0.08 1.00E+0 
CATMA4OA17630F1 AT4G16690 -0.32 3.72E-1 0.19 8.36E-1 0.21 1.00E+0 0.11 1.00E+0 0.09 1.00E+0 0.66 1.13E-2 0.19 1.00E+0 
CATMA4OA17720F1 AT4G16750 -1.11 2.71E-9 -0.95 5.16E-8 -0.37 1.79E-1 -0.84 8.90E-6 -0.10 1.00E+0 0.08 1.00E+0 -0.56 7.17E-3 
CATMA4OA17722F1 AT4G16760 -0.79 6.41E-5 -0.01 1.00E+0 0.32 3.57E-1 -0.01 1.00E+0 -0.83 5.98E-7 0.03 1.00E+0 -1.05 1.12E-9 
CATMA4OA17790R1 AT4G16820 -1.61 0.00E+0 0.14 9.89E-1 0.91 2.01E-8 -0.03 1.00E+0 -1.59 0.00E+0 0.10 1.00E+0 -2.64 0.00E+0 
CATMA4OA17800R1 AT4G16830 -2.41 0.00E+0 -2.49 0.00E+0 -0.08 1.00E+0 -0.22 9.94E-1 0.17 1.00E+0 -0.02 1.00E+0 0.17 1.00E+0 
CATMA4OA17810R1 AT4G16840 0.84 1.86E-5 0.60 1.88E-3 0.25 8.02E-1 0.13 1.00E+0 0.17 1.00E+0 0.01 1.00E+0 0.03 1.00E+0 
CATMA4OC42351F1 AT4G16860 0.21 8.22E-1 0.07 1.00E+0 0.72 3.06E-5 0.86 4.34E-6 -0.20 9.55E-1 -0.12 1.00E+0 -0.21 9.41E-1 
CATMA4ON90105F1 AT4G16890 0.24 7.11E-1 0.95 4.80E-8 0.51 1.26E-2 0.88 2.70E-6 -1.05 6.99E-11 -0.27 1.00E+0 -0.50 2.37E-2 
CATMA4OC42353F1 AT4G16900 0.82 3.27E-5 0.73 7.40E-5 0.38 1.40E-1 0.16 1.00E+0 -0.08 1.00E+0 -0.18 1.00E+0 -0.03 1.00E+0 
CATMA4ON90097F1 AT4G16950 0.06 1.00E+0 0.32 2.61E-1 0.20 1.00E+0 0.75 1.14E-4 -0.50 1.22E-2 -0.22 1.00E+0 -0.09 1.00E+0 
CATMA4OA18000R1 AT4G16980 -0.42 1.11E-1 -1.30 1.09E-14 -0.43 6.56E-2 -1.24 1.35E-12 0.89 5.59E-8 -0.08 1.00E+0 0.07 1.00E+0 
CATMA4OA18020F1 AT4G17000 -1.05 1.94E-8 -0.66 4.31E-4 -0.38 1.40E-1 -0.32 4.46E-1 -0.11 1.00E+0 0.22 1.00E+0 -0.04 1.00E+0 
CATMA4OA18050F1 AT4G17030 -2.44 0.00E+0 -0.60 2.18E-3 -0.71 3.69E-5 -1.13 1.74E-10 -0.86 2.39E-7 1.10 5.33E-8 -1.24 2.98E-13 
CATMA4OA18100F1 AT4G17070 -0.47 6.00E-2 -0.78 1.83E-5 -0.05 1.00E+0 -0.55 1.41E-2 0.20 9.83E-1 -0.27 1.00E+0 -0.36 2.45E-1 
CATMA4OA18130F1 AT4G17100 -0.16 9.88E-1 -1.36 0.00E+0 0.15 1.00E+0 -0.14 1.00E+0 0.64 3.64E-4 -0.46 3.47E-1 0.34 2.98E-1 
CATMA4OA18230R1 AT4G17215 -0.59 6.43E-3 0.29 3.91E-1 1.13 5.02E-13 -0.71 3.56E-4 -0.47 2.62E-2 0.54 1.09E-1 -2.21 0.00E+0 
CATMA4OA18240F1 AT4G17220 0.21 8.28E-1 -1.06 6.91E-10 0.29 5.48E-1 0.01 1.00E+0 0.67 1.74E-4 -0.60 3.80E-2 0.41 1.14E-1 
CATMA4OA18290R1 AT4G17250 0.17 9.78E-1 1.00 7.02E-9 0.22 9.71E-1 0.53 2.40E-2 -0.98 1.28E-9 -0.02 1.00E+0 -0.65 8.39E-4 
CATMA4OA18330F1 AT4G17280 -0.63 2.91E-3 -1.29 2.12E-14 1.06 1.62E-11 -1.01 2.35E-8 0.33 2.72E-1 -0.25 1.00E+0 -1.58 0.00E+0 
CATMA4OA18400R1 AT4G17370 0.60 5.97E-3 0.31 3.04E-1 -0.52 9.10E-3 -0.35 3.25E-1 0.22 8.37E-1 0.02 1.00E+0 0.45 6.72E-2 
CATMA4OA18485R1 AT4G17460 0.07 1.00E+0 -0.70 1.52E-4 0.07 1.00E+0 -0.32 4.58E-1 0.41 7.69E-2 -0.32 1.00E+0 0.05 1.00E+0 
CATMA4OA18523F1 AT4G17490 -0.98 2.42E-7 -1.05 1.30E-9 0.51 1.15E-2 -0.17 1.00E+0 -0.27 5.43E-1 0.07 1.00E+0 -1.10 1.32E-10 
CATMA4OA18526R1 AT4G17500 -0.65 1.83E-3 -0.14 9.88E-1 0.41 9.08E-2 -0.14 1.00E+0 -0.31 3.42E-1 0.35 1.00E+0 -0.66 6.44E-4 
CATMA4OA18640F1 AT4G17610 1.00 1.06E-7 0.55 5.81E-3 0.12 1.00E+0 0.10 1.00E+0 0.37 1.58E-1 0.00 1.00E+0 0.54 1.16E-2 
CATMA4OA18645R1 AT4G17615 -1.01 9.73E-8 -0.97 2.88E-8 -0.05 1.00E+0 -0.32 4.43E-1 0.07 1.00E+0 0.11 1.00E+0 -0.23 8.47E-1 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA4OA18680R1 AT4G17660 -1.35 1.22E-13 -0.21 7.35E-1 0.09 1.00E+0 -0.16 1.00E+0 -1.09 6.25E-12 0.02 1.00E+0 -1.29 1.62E-14 
CATMA4OA18690F1 AT4G17670 -1.84 0.00E+0 -1.85 0.00E+0 -0.27 6.59E-1 -1.16 4.32E-11 -0.17 1.00E+0 -0.13 1.00E+0 -1.01 6.31E-9 
CATMA4OA18700F1 AT4G17680 -2.92 0.00E+0 -4.27 0.00E+0 -0.02 1.00E+0 0.15 1.00E+0 2.22 0.00E+0 -0.24 1.00E+0 2.34 0.00E+0 
CATMA4ON100283F1 AT4G17695 -1.10 2.93E-9 -0.69 2.16E-4 -0.33 3.06E-1 -0.33 4.17E-1 -0.37 1.58E-1 0.06 1.00E+0 -0.35 2.88E-1 
CATMA4OA18760F1 AT4G17720 -0.64 2.52E-3 -0.26 4.84E-1 0.15 1.00E+0 0.13 1.00E+0 -0.44 4.11E-2 0.07 1.00E+0 -0.39 1.66E-1 
CATMA4OA18790R1 AT4G17760 -1.25 9.98E-12 -1.26 9.10E-14 0.05 1.00E+0 -0.71 4.32E-4 -0.23 8.15E-1 0.14 1.00E+0 -0.75 6.04E-5 
CATMA4OA18820F1 AT4G17785 -1.31 5.40E-13 -0.66 4.85E-4 2.09 0.00E+0 -0.90 1.21E-6 -0.59 1.61E-3 0.68 6.49E-3 -3.61 0.00E+0 
CATMA4OA18870F1 AT4G17840 -0.66 1.68E-3 -0.03 1.00E+0 -0.76 7.02E-6 -0.29 6.10E-1 -0.34 2.32E-1 0.43 5.46E-1 0.15 1.00E+0 
CATMA4OA19055F1 AT4G18010 2.02 0.00E+0 1.72 0.00E+0 0.22 9.78E-1 0.36 3.08E-1 0.17 1.00E+0 -0.11 1.00E+0 0.31 4.46E-1 
CATMA4OA19057F1 AT4G18020 -1.06 1.42E-8 -0.64 7.09E-4 -0.53 6.75E-3 -0.51 2.95E-2 -0.17 1.00E+0 0.41 6.49E-1 -0.12 1.00E+0 
CATMA4OA19090R1 AT4G18070 0.44 8.44E-2 -0.19 8.16E-1 0.09 1.00E+0 -0.01 1.00E+0 0.64 3.44E-4 0.15 1.00E+0 0.63 1.37E-3 
CATMA4OA19190R1 AT4G18170 -1.27 3.76E-12 0.89 4.34E-7 -0.87 9.94E-8 0.14 1.00E+0 -1.77 0.00E+0 0.47 2.99E-1 -0.62 1.87E-3 
CATMA4ON90157R1 AT4G18195 -1.30 1.01E-12 -0.05 1.00E+0 0.43 6.25E-2 -0.27 7.07E-1 -1.15 3.30E-13 0.10 1.00E+0 -1.86 0.00E+0 
CATMA4OF01640R1 AT4G18197 -0.01 1.00E+0 0.61 1.63E-3 0.22 9.73E-1 -0.05 1.00E+0 -0.54 4.97E-3 0.20 1.00E+0 -0.77 2.99E-5 
CATMA4OA19240R1 AT4G18205 0.05 1.00E+0 0.61 1.74E-3 0.05 1.00E+0 -0.10 1.00E+0 -0.35 2.09E-1 0.25 1.00E+0 -0.61 2.67E-3 
CATMA4OA19250R1 AT4G18210 -0.46 6.82E-2 0.36 1.57E-1 -0.17 1.00E+0 0.59 6.50E-3 -0.25 6.65E-1 0.53 1.27E-1 0.36 2.29E-1 
CATMA4OA19290F1 AT4G18250 -0.64 2.65E-3 0.73 6.48E-5 0.28 5.83E-1 0.19 1.00E+0 -1.46 0.00E+0 -0.04 1.00E+0 -1.53 0.00E+0 
CATMA4OA19330R1 AT4G18280 -0.02 1.00E+0 -0.67 3.77E-4 -0.29 5.04E-1 -0.73 2.41E-4 0.98 1.35E-9 0.44 4.62E-1 0.45 5.91E-2 
CATMA4OA19400F1 AT4G18340 0.54 1.86E-2 1.51 0.00E+0 0.53 6.73E-3 1.24 1.07E-12 -0.73 1.99E-5 0.26 1.00E+0 -0.04 1.00E+0 
CATMA4OC42381R1 AT4G18380 -0.67 1.26E-3 -0.81 6.23E-6 -0.36 1.93E-1 -0.40 1.89E-1 -0.06 1.00E+0 -0.13 1.00E+0 -0.02 1.00E+0 
CATMA4OA19510F1 AT4G18425 -0.10 1.00E+0 -0.79 1.26E-5 0.65 2.55E-4 0.51 3.39E-2 0.10 1.00E+0 -0.71 3.56E-3 -0.06 1.00E+0 
CATMA4OA19520F1 AT4G18430 -1.99 0.00E+0 -1.54 0.00E+0 0.25 7.68E-1 -0.13 1.00E+0 -0.74 1.45E-5 -0.35 1.00E+0 -1.19 2.61E-12 
CATMA4OA19570F1 AT4G18480 0.75 1.77E-4 0.58 3.34E-3 -0.14 1.00E+0 -0.15 1.00E+0 0.13 1.00E+0 0.04 1.00E+0 0.19 1.00E+0 
CATMA4OA19590R1 AT4G18510 3.11 0.00E+0 2.56 0.00E+0 1.04 3.92E-11 1.51 0.00E+0 0.85 3.42E-7 0.10 1.00E+0 1.20 1.62E-12 
CATMA4OA19650F1 AT4G18550 -0.42 1.21E-1 -0.82 4.95E-6 0.06 1.00E+0 -0.15 1.00E+0 0.25 6.45E-1 -0.10 1.00E+0 0.15 1.00E+0 
CATMA4OA19750R1 AT4G18630 -0.74 2.20E-4 -0.69 1.99E-4 0.10 1.00E+0 0.00 1.00E+0 -0.28 5.08E-1 -0.21 1.00E+0 -0.20 9.90E-1 
CATMA4OA19760R1 AT4G18640 0.17 9.56E-1 -0.79 1.16E-5 0.00 1.00E+0 0.06 1.00E+0 0.62 5.58E-4 -0.35 1.00E+0 0.56 8.05E-3 
CATMA4OA19820R1 AT4G18690 0.25 6.84E-1 0.05 1.00E+0 -0.25 7.80E-1 0.24 8.70E-1 0.14 1.00E+0 0.00 1.00E+0 0.73 9.54E-5 
CATMA4OA19840F1 AT4G18700 0.47 5.51E-2 0.26 4.89E-1 -0.29 5.06E-1 0.17 1.00E+0 0.29 4.52E-1 -0.01 1.00E+0 0.71 2.07E-4 
CATMA4OF03157R1 AT4G18720 -0.06 1.00E+0 0.56 5.07E-3 0.85 2.54E-7 0.37 2.55E-1 -0.51 9.49E-3 0.02 1.00E+0 -0.84 3.40E-6 
CATMA4ON94277F1 AT4G18760 0.09 1.00E+0 -1.20 1.88E-12 0.50 1.60E-2 -0.27 7.42E-1 0.75 1.23E-5 -0.71 3.88E-3 0.23 8.70E-1 
CATMA4OA19880F1 AT4G18780 -0.20 8.59E-1 -0.69 2.08E-4 0.04 1.00E+0 0.13 1.00E+0 0.10 1.00E+0 -0.24 1.00E+0 0.32 4.01E-1 
CATMA4OA19990F1 AT4G18880 0.39 1.75E-1 0.78 1.92E-5 0.08 1.00E+0 0.71 3.74E-4 -0.31 3.34E-1 0.13 1.00E+0 0.24 7.78E-1 
CATMA4OA20030R1 AT4G18910 -0.91 2.45E-6 -0.56 4.81E-3 -0.04 1.00E+0 -0.26 7.86E-1 -0.07 1.00E+0 0.47 2.99E-1 -0.21 9.53E-1 
CATMA4OA20045R1 AT4G18930 -0.57 1.06E-2 -0.67 3.44E-4 0.30 4.79E-1 0.16 1.00E+0 0.05 1.00E+0 -0.10 1.00E+0 -0.06 1.00E+0 
CATMA4OA20050R1 AT4G18940 1.81 0.00E+0 1.31 1.09E-14 -0.01 1.00E+0 0.48 5.10E-2 0.09 1.00E+0 -0.43 4.97E-1 0.64 1.07E-3 
CATMA4OA20060R1 AT4G18950 0.24 7.21E-1 0.72 1.01E-4 0.27 6.11E-1 0.39 1.96E-1 -0.73 2.47E-5 -0.26 1.00E+0 -0.63 1.59E-3 
CATMA4OA20110F1 AT4G18990 -1.40 1.10E-14 0.49 1.96E-2 -0.56 3.12E-3 0.05 1.00E+0 -1.69 0.00E+0 0.47 3.17E-1 -0.98 2.55E-8 
CATMA4OA20170R1 AT4G19020 -0.12 1.00E+0 -0.57 4.42E-3 -0.46 3.15E-2 -0.79 3.80E-5 0.24 7.51E-1 -0.19 1.00E+0 -0.26 7.11E-1 
CATMA4OC42390F1 AT4G19030 -0.60 5.46E-3 -1.21 8.89E-13 0.08 1.00E+0 -0.46 7.67E-2 0.45 3.88E-2 -0.13 1.00E+0 -0.07 1.00E+0 
CATMA4OA20260R1 AT4G19090 0.51 3.08E-2 0.79 1.09E-5 0.15 1.00E+0 0.48 5.53E-2 -0.27 5.46E-1 0.08 1.00E+0 0.09 1.00E+0 
CATMA4OC42392R1 AT4G19100 0.60 5.99E-3 0.93 1.17E-7 -0.06 1.00E+0 -0.05 1.00E+0 0.28 5.16E-1 0.33 1.00E+0 0.49 2.88E-2 
CATMA4OA20290F1 AT4G19120 -1.42 0.00E+0 -1.68 0.00E+0 -0.18 1.00E+0 -0.44 9.46E-2 0.34 2.37E-1 -0.13 1.00E+0 0.16 1.00E+0 
CATMA4OA20330R1 AT4G19160 -1.02 6.56E-8 -0.91 2.32E-7 0.04 1.00E+0 0.30 5.71E-1 -0.41 7.66E-2 -0.21 1.00E+0 -0.14 1.00E+0 
CATMA4OA20400R1 AT4G19200 -1.14 7.05E-10 -1.25 1.49E-13 -0.12 1.00E+0 -0.42 1.38E-1 0.07 1.00E+0 0.03 1.00E+0 -0.25 7.22E-1 
CATMA4OA20430R1 AT4G19230 0.63 3.33E-3 -0.41 8.24E-2 -0.34 2.76E-1 -0.76 9.10E-5 0.58 1.92E-3 -0.42 5.77E-1 -0.01 1.00E+0 
CATMA4ON100294F1 AT4G19420 0.52 2.52E-2 0.30 3.35E-1 -0.47 3.09E-2 0.18 1.00E+0 0.35 2.08E-1 0.03 1.00E+0 0.85 2.45E-6 
CATMA4OA20720F1 AT4G19512 1.57 0.00E+0 -0.69 2.36E-4 0.80 1.61E-6 0.07 1.00E+0 1.45 0.00E+0 -0.81 3.46E-4 0.77 2.93E-5 
CATMA4OA20760F1 AT4G19550 0.66 1.62E-3 0.68 3.04E-4 0.13 1.00E+0 0.31 4.91E-1 -0.05 1.00E+0 0.16 1.00E+0 -0.05 1.00E+0 
CATMA4OC42402F1 AT4G19645 -1.32 3.45E-13 -0.07 1.00E+0 0.23 9.33E-1 -0.14 1.00E+0 -0.98 1.23E-9 0.30 1.00E+0 -1.66 0.00E+0 
CATMA4OA20900F1 AT4G19660 -0.40 1.55E-1 0.25 5.62E-1 0.05 1.00E+0 0.51 3.04E-2 -0.82 8.93E-7 -0.29 1.00E+0 -0.43 8.34E-2 
CATMA4OA20920R1 AT4G19680 -2.76 0.00E+0 -4.37 0.00E+0 -0.31 3.99E-1 0.50 3.97E-2 2.23 0.00E+0 -0.07 1.00E+0 2.91 0.00E+0 
CATMA4OA20925R1 AT4G19690 -1.07 8.65E-9 -2.72 0.00E+0 -0.23 8.71E-1 0.80 2.80E-5 1.70 0.00E+0 -0.09 1.00E+0 2.68 0.00E+0 
CATMA4OA20950F1 AT4G19720 -0.82 2.81E-5 0.55 6.04E-3 1.52 0.00E+0 1.08 1.60E-9 -1.13 9.37E-13 0.24 1.00E+0 -1.48 0.00E+0 
CATMA4ON90212F1 AT4G19750 2.16 0.00E+0 2.88 0.00E+0 0.40 1.07E-1 2.39 0.00E+0 -1.63 0.00E+0 -0.99 1.94E-6 0.37 2.03E-1 
CATMA4ON94281R1 AT4G19760 2.30 0.00E+0 2.72 0.00E+0 0.14 1.00E+0 1.96 0.00E+0 -1.49 0.00E+0 -1.07 1.22E-7 0.26 6.94E-1 
CATMA4OF01662F1 AT4G19800 1.06 1.42E-8 -1.08 3.02E-10 0.52 9.06E-3 0.58 8.35E-3 0.66 1.79E-4 -1.26 1.05E-10 0.60 3.38E-3 
CATMA4OA21020F1 AT4G19810 -2.51 0.00E+0 -0.63 1.08E-3 -0.97 1.21E-9 -0.39 2.10E-1 -1.79 0.00E+0 0.19 1.00E+0 -1.05 1.20E-9 
CATMA4OA21040R1 AT4G19840 0.24 7.15E-1 0.64 7.71E-4 -0.18 1.00E+0 0.15 1.00E+0 -0.19 1.00E+0 0.27 1.00E+0 0.13 1.00E+0 
CATMA4OC42406F1 AT4G19880 -0.59 6.93E-3 -0.09 1.00E+0 0.30 4.84E-1 0.22 1.00E+0 -0.23 7.65E-1 0.19 1.00E+0 -0.29 5.22E-1 
CATMA4OA21130F1 AT4G19920 -1.56 0.00E+0 -0.65 6.81E-4 0.63 5.64E-4 0.68 7.82E-4 -0.95 4.97E-9 -0.08 1.00E+0 -0.85 2.32E-6 
CATMA4OA21140F1 AT4G19925 -2.74 0.00E+0 -0.71 1.20E-4 0.12 1.00E+0 0.45 9.00E-2 -1.87 0.00E+0 0.23 1.00E+0 -1.60 0.00E+0 
CATMA4ON100301R1 AT4G19970 -2.42 0.00E+0 -1.56 0.00E+0 -0.81 9.39E-7 -1.29 1.20E-13 -0.71 4.96E-5 0.08 1.00E+0 -1.23 4.72E-13 
CATMA4OA21220F1 AT4G19980 -0.75 2.18E-4 -0.31 3.00E-1 -0.42 6.88E-2 0.08 1.00E+0 -0.59 1.39E-3 -0.22 1.00E+0 0.04 1.00E+0 
CATMA4OA21230F1 AT4G19985 -0.51 2.85E-2 -1.01 5.51E-9 -0.28 5.70E-1 -0.26 7.70E-1 0.00 1.00E+0 -0.30 1.00E+0 -0.12 1.00E+0 
CATMA4OA21240R1 AT4G19990 0.50 3.41E-2 0.70 1.47E-4 -0.10 1.00E+0 0.23 9.62E-1 -0.36 1.76E-1 -0.01 1.00E+0 0.08 1.00E+0 
CATMA4OA21250R1 AT4G20000 -1.52 0.00E+0 0.11 1.00E+0 0.54 5.93E-3 0.08 1.00E+0 -1.99 0.00E+0 -0.37 9.86E-1 -2.36 0.00E+0 
CATMA4ON90306F1 AT4G20006 -0.21 8.33E-1 0.52 1.17E-2 0.48 2.37E-2 0.33 4.23E-1 -0.64 3.25E-4 -0.01 1.00E+0 -0.87 1.45E-6 
CATMA4OC42409F1 AT4G20040 -0.37 2.25E-1 -1.04 2.01E-9 -0.20 1.00E+0 -0.28 6.52E-1 0.41 7.84E-2 0.01 1.00E+0 0.28 5.88E-1 
CATMA4OA21310F1 AT4G20050 -0.72 3.97E-4 -0.20 7.90E-1 0.13 1.00E+0 0.45 9.08E-2 -0.40 9.89E-2 0.02 1.00E+0 0.00 1.00E+0 
CATMA4OA21320F1 AT4G20060 0.42 1.16E-1 0.51 1.33E-2 -0.23 9.10E-1 0.51 3.08E-2 -0.08 1.00E+0 0.09 1.00E+0 0.60 3.09E-3 
CATMA4OA21330R1 AT4G20070 -0.06 1.00E+0 -0.47 2.80E-2 -0.24 8.18E-1 -0.59 6.86E-3 0.57 2.67E-3 0.29 1.00E+0 0.33 3.44E-1 
CATMA4OA21350F1 AT4G20090 0.78 8.51E-5 0.64 8.49E-4 0.25 7.52E-1 0.23 9.25E-1 0.10 1.00E+0 -0.03 1.00E+0 0.26 7.04E-1 
CATMA4OA21390R1 AT4G20130 0.60 5.76E-3 0.77 2.08E-5 -0.13 1.00E+0 0.33 4.19E-1 -0.16 1.00E+0 -0.12 1.00E+0 0.41 1.16E-1 
CATMA4OA21400R1 AT4G20140 -0.72 3.81E-4 -0.91 2.54E-7 0.49 1.90E-2 -0.71 3.59E-4 0.16 1.00E+0 -0.25 1.00E+0 -1.20 1.72E-12 
CATMA4OA21420R1 AT4G20160 -0.80 4.68E-5 -1.17 7.39E-12 -0.24 8.61E-1 -0.18 1.00E+0 0.34 2.52E-1 -0.12 1.00E+0 0.41 1.11E-1 
CATMA4OA21500F1 AT4G20240 1.71 0.00E+0 1.92 0.00E+0 -0.22 9.86E-1 -0.39 2.09E-1 0.01 1.00E+0 0.12 1.00E+0 -0.18 1.00E+0 
CATMA4OA21570R1 AT4G20320 0.34 3.18E-1 0.11 1.00E+0 0.09 1.00E+0 0.52 2.65E-2 0.25 6.73E-1 -0.01 1.00E+0 0.65 9.76E-4 
CATMA4OA21610R1 AT4G20350 0.62 3.90E-3 0.47 3.11E-2 0.10 1.00E+0 0.07 1.00E+0 0.25 6.43E-1 0.18 1.00E+0 0.13 1.00E+0 
CATMA4OA21640R1 AT4G20390 -1.14 7.00E-10 -1.17 7.69E-12 1.24 0.00E+0 -2.07 0.00E+0 0.10 1.00E+0 0.18 1.00E+0 -2.80 0.00E+0 
CATMA4OA21670F1 AT4G20430 -0.52 2.71E-2 -0.69 1.99E-4 -0.02 1.00E+0 -0.27 7.35E-1 0.16 1.00E+0 -0.15 1.00E+0 0.13 1.00E+0 
CATMA4OA21690F1 AT4G20450 0.35 2.81E-1 -1.31 1.09E-14 0.22 9.39E-1 0.27 7.10E-1 1.13 8.43E-13 -0.55 9.15E-2 1.24 3.12E-13 
CATMA4OC42420F1 AT4G20460 0.28 5.13E-1 -0.99 1.44E-8 0.57 2.43E-3 -0.01 1.00E+0 0.76 9.40E-6 -0.49 2.23E-1 0.30 5.00E-1 
CATMA4OA22230R1 AT4G20740 0.68 1.16E-3 0.75 4.53E-5 -0.10 1.00E+0 0.18 1.00E+0 -0.08 1.00E+0 -0.02 1.00E+0 0.25 7.42E-1 
CATMA4OA22250R1 AT4G20760 -0.45 7.58E-2 -1.28 4.17E-14 -0.07 1.00E+0 -0.69 7.15E-4 0.66 2.14E-4 -0.23 1.00E+0 -0.05 1.00E+0 
CATMA4OA22270F1 AT4G20780 -0.67 1.36E-3 -0.55 5.90E-3 0.00 1.00E+0 -0.14 1.00E+0 -0.52 8.95E-3 -0.39 8.30E-1 -0.68 4.28E-4 
CATMA4OA22330R1 AT4G20820 1.32 3.72E-13 1.22 5.02E-13 -0.01 1.00E+0 0.74 1.57E-4 0.41 7.86E-2 0.29 1.00E+0 1.41 0.00E+0 
CATMA4OA22340R1 AT4G20830 -0.29 4.83E-1 0.20 7.91E-1 0.16 1.00E+0 0.07 1.00E+0 -0.88 9.82E-8 -0.27 1.00E+0 -0.82 8.01E-6 
CATMA4OA22370R1 AT4G20860 -1.78 0.00E+0 0.29 3.68E-1 -0.05 1.00E+0 0.40 1.70E-1 -1.62 0.00E+0 0.53 1.18E-1 -1.17 7.94E-12 
CATMA4OA22380F1 AT4G20870 0.10 1.00E+0 -0.84 2.76E-6 0.14 1.00E+0 -0.35 3.21E-1 0.61 8.40E-4 -0.22 1.00E+0 0.17 1.00E+0 
CATMA4OA22430F1 AT4G20930 -0.60 5.55E-3 0.06 1.00E+0 -0.45 4.52E-2 0.20 1.00E+0 -0.22 8.60E-1 0.70 4.75E-3 0.57 6.31E-3 
CATMA4OA22700R1 AT4G21120 -2.02 0.00E+0 -1.22 5.11E-13 -0.88 5.54E-8 -1.57 0.00E+0 0.09 1.00E+0 1.07 1.41E-7 -0.54 1.19E-2 
CATMA4OA22760F1 AT4G21170 0.54 1.76E-2 0.67 3.42E-4 -0.07 1.00E+0 0.14 1.00E+0 0.03 1.00E+0 0.03 1.00E+0 0.23 8.70E-1 
CATMA4OA22790R1 AT4G21200 -1.06 1.53E-8 -0.04 1.00E+0 0.00 1.00E+0 -0.03 1.00E+0 -0.78 4.49E-6 0.21 1.00E+0 -0.86 1.56E-6 
CATMA4OA22810F1 AT4G21215 0.60 5.66E-3 0.07 1.00E+0 0.15 1.00E+0 0.20 1.00E+0 0.54 4.59E-3 0.11 1.00E+0 0.53 1.50E-2 
CATMA4OC42431F1 AT4G21220 0.60 5.95E-3 0.61 1.75E-3 0.36 2.19E-1 0.38 2.29E-1 -0.10 1.00E+0 -0.13 1.00E+0 0.14 1.00E+0 
CATMA4OC42432R1 AT4G21260 -1.98 0.00E+0 -1.07 6.07E-10 -0.11 1.00E+0 0.18 1.00E+0 -0.82 8.25E-7 0.01 1.00E+0 -0.67 4.94E-4 
CATMA4OA22875F1 AT4G21270 -0.66 1.68E-3 -0.74 4.85E-5 -0.10 1.00E+0 -0.23 9.24E-1 -0.27 5.71E-1 -0.12 1.00E+0 -0.32 3.77E-1 
CATMA4OA22900F1 AT4G21310 -0.12 1.00E+0 -0.65 5.50E-4 0.21 1.00E+0 -0.35 3.41E-1 0.42 6.67E-2 -0.02 1.00E+0 -0.09 1.00E+0 
CATMA4OA22930R1 AT4G21326 -1.59 0.00E+0 -1.39 0.00E+0 0.30 4.70E-1 0.85 6.75E-6 -0.17 1.00E+0 0.03 1.00E+0 0.36 2.53E-1 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA4OA23010F1 AT4G21400 0.91 2.15E-6 1.14 2.43E-11 -0.20 1.00E+0 0.57 1.06E-2 -0.09 1.00E+0 0.12 1.00E+0 0.68 3.97E-4 
CATMA4OA23020F1 AT4G21410 0.60 6.03E-3 -0.08 1.00E+0 0.36 2.02E-1 0.47 6.10E-2 0.66 1.99E-4 0.02 1.00E+0 0.77 2.92E-5 
CATMA4OA23100R1 AT4G21470 -0.90 2.73E-6 -0.33 2.44E-1 -0.01 1.00E+0 0.10 1.00E+0 -0.35 2.10E-1 0.18 1.00E+0 -0.20 1.00E+0 
CATMA4OA23110F1 AT4G21480 -0.67 1.20E-3 -0.46 3.27E-2 -0.40 1.02E-1 -0.09 1.00E+0 -0.18 1.00E+0 0.18 1.00E+0 -0.11 1.00E+0 
CATMA4OC42438F1 AT4G21490 0.35 2.71E-1 0.66 4.71E-4 0.19 1.00E+0 -0.02 1.00E+0 -0.27 5.54E-1 0.19 1.00E+0 -0.27 6.28E-1 
CATMA4OA23140F1 AT4G21510 0.79 6.50E-5 0.30 3.31E-1 -0.34 2.69E-1 -0.11 1.00E+0 0.42 6.39E-2 0.01 1.00E+0 0.35 2.64E-1 
CATMA4OA23150F1 AT4G21520 0.58 7.66E-3 0.32 2.86E-1 0.14 1.00E+0 0.05 1.00E+0 0.01 1.00E+0 -0.01 1.00E+0 -0.14 1.00E+0 
CATMA4OA23250R1 AT4G21590 0.14 1.00E+0 0.25 5.41E-1 -0.79 2.07E-6 -0.63 2.82E-3 0.12 1.00E+0 0.41 6.90E-1 0.19 1.00E+0 
CATMA4OA23260R1 AT4G21600 0.59 7.32E-3 0.39 1.08E-1 0.08 1.00E+0 0.18 1.00E+0 0.31 3.66E-1 0.16 1.00E+0 0.26 7.13E-1 
CATMA4OA23280R1 AT4G21620 -0.95 5.36E-7 0.21 7.41E-1 -0.29 5.48E-1 0.01 1.00E+0 -0.50 1.34E-2 0.83 1.89E-4 -0.13 1.00E+0 
CATMA4OF01690F1 AT4G21630 -1.05 2.24E-8 0.05 1.00E+0 -0.22 9.97E-1 0.04 1.00E+0 -0.84 3.98E-7 0.31 1.00E+0 -0.23 8.27E-1 
CATMA4OC42440F1 AT4G21650 -1.68 0.00E+0 -0.12 1.00E+0 -0.44 4.94E-2 0.29 6.03E-1 -1.16 1.76E-13 0.77 8.49E-4 -0.14 1.00E+0 
CATMA4OA23340F1 AT4G21680 -2.09 0.00E+0 -1.10 1.17E-10 -0.21 1.00E+0 1.19 1.44E-11 0.44 4.28E-2 0.99 1.86E-6 1.83 0.00E+0 
CATMA4OA23400R1 AT4G21730 -1.41 1.10E-14 0.07 1.00E+0 -0.15 1.00E+0 -0.22 1.00E+0 -1.29 0.00E+0 0.32 1.00E+0 -1.44 0.00E+0 
CATMA4OA23410R1 AT4G21740 -0.74 2.41E-4 -0.37 1.48E-1 0.29 5.21E-1 -0.43 1.26E-1 -0.28 4.82E-1 0.13 1.00E+0 -1.09 2.63E-10 
CATMA4ON90130R1 AT4G21745 0.08 1.00E+0 -0.94 8.04E-8 0.15 1.00E+0 0.28 6.67E-1 0.60 1.07E-3 -0.29 1.00E+0 1.00 9.64E-9 
CATMA4OA23415R1 AT4G21750 -0.82 2.94E-5 0.50 1.84E-2 -0.99 5.32E-10 -0.14 1.00E+0 -0.74 1.62E-5 0.52 1.50E-1 0.20 1.00E+0 
CATMA4OA23440R1 AT4G21780 0.75 1.86E-4 0.69 1.96E-4 -0.08 1.00E+0 0.30 5.54E-1 0.09 1.00E+0 0.04 1.00E+0 0.29 5.35E-1 
CATMA4OA23490F1 AT4G21830 -0.18 9.49E-1 -0.86 1.27E-6 0.17 1.00E+0 0.20 1.00E+0 0.51 9.44E-3 -0.10 1.00E+0 0.48 3.78E-2 
CATMA4OC42443F1 AT4G21840 -2.12 0.00E+0 0.56 5.05E-3 0.59 1.50E-3 0.94 2.84E-7 -2.44 0.00E+0 0.14 1.00E+0 -2.12 0.00E+0 
CATMA4OA23530R1 AT4G21865 -0.51 2.77E-2 0.11 1.00E+0 0.38 1.40E-1 0.13 1.00E+0 -0.44 4.14E-2 0.13 1.00E+0 -0.66 7.86E-4 
CATMA4OA23540F1 AT4G21870 2.70 0.00E+0 2.77 0.00E+0 -0.28 5.69E-1 0.46 6.92E-2 0.06 1.00E+0 0.33 1.00E+0 1.11 1.03E-10 
CATMA4ON90231R1 AT4G21902 0.03 1.00E+0 -1.04 1.62E-9 0.15 1.00E+0 -0.23 9.45E-1 0.91 3.46E-8 -0.17 1.00E+0 0.41 1.15E-1 
CATMA4OA23610F1 AT4G21903 -1.06 1.70E-8 0.30 3.57E-1 0.42 7.62E-2 0.35 3.30E-1 -1.30 0.00E+0 0.05 1.00E+0 -1.40 0.00E+0 
CATMA4OA23630F1 AT4G21920 -1.11 1.98E-9 0.29 3.91E-1 0.33 3.31E-1 -0.16 1.00E+0 -0.78 4.50E-6 0.91 1.81E-5 -0.95 6.44E-8 
CATMA4ON90115R1 AT4G21930 -0.65 2.01E-3 -0.55 6.37E-3 -0.39 1.19E-1 -0.09 1.00E+0 -0.24 7.22E-1 0.06 1.00E+0 -0.13 1.00E+0 
CATMA4ON90151F1 AT4G21990 0.84 1.96E-5 1.61 0.00E+0 0.56 3.17E-3 0.77 7.39E-5 -0.26 6.18E-1 0.57 6.04E-2 -0.13 1.00E+0 
CATMA4OA23690R1 AT4G22010 -0.07 1.00E+0 -1.24 1.95E-13 0.19 1.00E+0 -0.39 2.05E-1 0.63 5.20E-4 -0.59 4.64E-2 0.08 1.00E+0 
CATMA4ON94292R1 AT4G22020 -2.02 0.00E+0 1.01 5.91E-9 0.09 1.00E+0 0.59 6.27E-3 -1.54 0.00E+0 1.61 0.00E+0 -0.81 9.08E-6 
CATMA4OA23750F1 AT4G22070 -1.70 0.00E+0 -0.49 2.13E-2 -1.09 3.27E-12 -0.20 1.00E+0 -1.57 0.00E+0 0.14 1.00E+0 -0.46 5.37E-2 
CATMA4ON90111F1 AT4G22080 -1.42 0.00E+0 -3.02 0.00E+0 0.38 1.60E-1 0.08 1.00E+0 1.35 0.00E+0 -0.69 6.32E-3 1.09 2.11E-10 
CATMA4OD01693F1 AT4G22105 -1.40 1.10E-14 0.06 1.00E+0 -1.12 5.81E-13 0.07 1.00E+0 -1.26 0.00E+0 0.07 1.00E+0 -0.36 2.55E-1 
CATMA4OA23800F1 AT4G22120 -0.84 1.77E-5 -0.93 1.31E-7 -0.38 1.45E-1 -0.86 5.17E-6 0.14 1.00E+0 0.09 1.00E+0 -0.28 6.06E-1 
CATMA4OA23810R1 AT4G22130 -0.64 2.31E-3 -0.78 1.55E-5 -0.28 5.73E-1 -0.37 2.61E-1 0.01 1.00E+0 -0.10 1.00E+0 -0.16 1.00E+0 
CATMA4OA23840R1 AT4G22160 -0.81 4.54E-5 -0.80 8.69E-6 -0.38 1.42E-1 -0.62 3.66E-3 0.11 1.00E+0 0.15 1.00E+0 -0.04 1.00E+0 
CATMA4OA23880F1 AT4G22190 -0.27 5.90E-1 -0.59 2.48E-3 -0.11 1.00E+0 -0.59 6.18E-3 0.25 6.66E-1 -0.09 1.00E+0 -0.12 1.00E+0 
CATMA4OC42448R1 AT4G22210 0.42 1.13E-1 -1.54 0.00E+0 0.31 4.33E-1 -0.89 1.54E-6 2.21 0.00E+0 0.16 1.00E+0 1.15 1.71E-11 
CATMA4OD03173R1 AT4G22212 0.67 1.44E-3 0.01 1.00E+0 0.61 1.02E-3 0.22 9.97E-1 0.62 6.72E-4 -0.03 1.00E+0 0.32 3.70E-1 
CATMA4OA23900R1 AT4G22214 -0.66 1.67E-3 -0.41 8.65E-2 -0.46 3.65E-2 -1.67 0.00E+0 1.59 0.00E+0 1.25 1.19E-10 0.14 1.00E+0 
CATMA4OA23910R1 AT4G22217 -0.77 1.19E-4 -2.77 0.00E+0 0.54 5.91E-3 -1.07 2.52E-9 2.37 0.00E+0 0.03 1.00E+0 0.77 3.35E-5 
CATMA4OC42449R1 AT4G22230 0.77 1.24E-4 -0.84 2.78E-6 -0.86 1.79E-7 -0.88 2.30E-6 1.78 0.00E+0 0.25 1.00E+0 1.64 0.00E+0 
CATMA4OA23940R1 AT4G22235 0.75 1.74E-4 -0.43 5.90E-2 -0.11 1.00E+0 -0.26 7.54E-1 0.77 6.16E-6 -0.41 6.31E-1 0.57 5.92E-3 
CATMA4OA23970R1 AT4G22270 -0.79 7.25E-5 -0.78 1.83E-5 -0.35 2.48E-1 0.19 1.00E+0 0.23 7.80E-1 0.17 1.00E+0 0.72 1.56E-4 
CATMA4OA24100F1 AT4G22380 0.40 1.55E-1 0.75 4.03E-5 0.41 9.40E-2 0.55 1.55E-2 -0.24 7.12E-1 0.15 1.00E+0 -0.09 1.00E+0 
CATMA4OA24180F1 AT4G22460 0.85 1.43E-5 -2.57 0.00E+0 0.94 5.58E-9 -0.77 7.81E-5 2.27 0.00E+0 -1.22 5.44E-10 0.70 2.74E-4 
CATMA4OA24190F1 AT4G22470 2.02 0.00E+0 -0.45 4.13E-2 1.34 0.00E+0 0.34 3.95E-1 1.27 0.00E+0 -1.26 1.04E-10 0.37 2.12E-1 
CATMA4OA24260F1 AT4G22530 -1.09 4.41E-9 -0.14 9.89E-1 0.02 1.00E+0 -0.43 1.12E-1 -0.93 1.19E-8 -0.02 1.00E+0 -1.23 4.72E-13 
CATMA4OA24340F1 AT4G22610 -0.41 1.37E-1 1.22 7.00E-13 0.16 1.00E+0 1.73 0.00E+0 -0.13 1.00E+0 1.55 0.00E+0 1.49 0.00E+0 
CATMA4OA24360R1 AT4G22630 -1.96 0.00E+0 -3.66 0.00E+0 0.63 5.45E-4 -0.63 2.66E-3 1.65 0.00E+0 -0.23 1.00E+0 0.38 1.75E-1 
CATMA4OA24370R1 AT4G22640 -2.22 0.00E+0 -0.99 1.25E-8 0.49 1.74E-2 -0.18 1.00E+0 -2.15 0.00E+0 -0.85 9.93E-5 -2.68 0.00E+0 
CATMA4OA24390R1 AT4G22666 0.64 2.76E-3 -2.60 0.00E+0 1.43 0.00E+0 -0.30 5.80E-1 2.33 0.00E+0 -0.92 1.74E-5 0.64 1.10E-3 
CATMA4OA24410F1 AT4G22680 -0.51 3.07E-2 0.72 1.06E-4 -0.29 4.97E-1 0.38 2.43E-1 -1.18 7.52E-14 -0.19 1.00E+0 -0.44 7.97E-2 
CATMA4OF01696R1 AT4G22710 -1.34 1.42E-13 0.57 4.35E-3 0.38 1.46E-1 0.36 3.01E-1 -1.76 0.00E+0 0.17 1.00E+0 -1.78 0.00E+0 
CATMA4OC42454R1 AT4G22730 -1.48 0.00E+0 -0.73 6.62E-5 -0.43 6.81E-2 -0.24 8.72E-1 -0.28 5.22E-1 0.05 1.00E+0 -0.07 1.00E+0 
CATMA4OA24560F1 AT4G22780 -0.75 2.12E-4 -0.65 5.54E-4 -0.27 6.20E-1 -0.62 3.69E-3 -0.38 1.29E-1 -0.27 1.00E+0 -0.71 1.77E-4 
CATMA4OA24570F1 AT4G22790 0.38 1.87E-1 0.60 2.29E-3 -0.24 8.23E-1 -0.11 1.00E+0 -0.17 1.00E+0 0.04 1.00E+0 -0.04 1.00E+0 
CATMA4OA24630R1 AT4G22860 -0.81 4.40E-5 -0.99 1.48E-8 -0.10 1.00E+0 -0.18 1.00E+0 0.07 1.00E+0 0.06 1.00E+0 -0.04 1.00E+0 
CATMA4ON100352R1 AT4G22890 1.93 0.00E+0 2.07 0.00E+0 -0.15 1.00E+0 0.23 9.62E-1 0.12 1.00E+0 0.25 1.00E+0 0.32 4.02E-1 
CATMA4OA24670R1 AT4G22910 0.21 8.18E-1 -0.72 8.42E-5 0.12 1.00E+0 -0.24 8.93E-1 0.58 1.76E-3 -0.29 1.00E+0 0.17 1.00E+0 
CATMA4OA24750F1 AT4G23010 -0.36 2.51E-1 -0.70 1.67E-4 0.14 1.00E+0 -0.24 9.09E-1 -0.02 1.00E+0 -0.37 9.84E-1 -0.52 1.75E-2 
CATMA4OA24780R1 AT4G23030 -1.08 6.38E-9 0.35 1.78E-1 0.61 9.34E-4 0.90 1.19E-6 -1.05 5.37E-11 0.18 1.00E+0 -0.66 7.66E-4 
CATMA4OA24800R1 AT4G23050 0.26 6.08E-1 -0.02 1.00E+0 -0.23 9.29E-1 0.08 1.00E+0 0.40 9.77E-2 0.06 1.00E+0 0.72 1.57E-4 
CATMA4OA24820R1 AT4G23060 -1.05 1.84E-8 -0.76 2.89E-5 -0.25 8.02E-1 -0.71 3.56E-4 -0.34 2.43E-1 -0.19 1.00E+0 -0.74 8.50E-5 
CATMA4OA24830F1 AT4G23070 0.56 1.21E-2 -1.52 0.00E+0 0.12 1.00E+0 -0.48 5.10E-2 1.20 1.57E-14 -0.47 3.02E-1 0.77 3.55E-5 
CATMA4OA24855F1 AT4G23100 -0.66 1.79E-3 -0.08 1.00E+0 0.18 1.00E+0 0.21 1.00E+0 -0.53 5.85E-3 0.06 1.00E+0 -0.48 3.52E-2 
CATMA4OA24880F1 AT4G23130 -0.96 4.77E-7 -0.26 5.23E-1 -0.48 2.18E-2 -0.32 4.43E-1 -1.06 3.03E-11 -0.34 1.00E+0 -0.98 2.75E-8 
CATMA4OF03179R1 AT4G23140 -0.95 5.42E-7 -0.07 1.00E+0 -0.70 5.85E-5 -0.02 1.00E+0 -1.22 0.00E+0 0.07 1.00E+0 -0.68 4.12E-4 
CATMA4ON90360R1 AT4G23160 -1.07 8.65E-9 0.71 1.11E-4 0.05 1.00E+0 0.30 5.84E-1 -2.29 0.00E+0 0.21 1.00E+0 -2.00 0.00E+0 
CATMA4OA24930R1 AT4G23170 -1.22 3.55E-11 -0.03 1.00E+0 -0.21 1.00E+0 -0.12 1.00E+0 -1.24 0.00E+0 0.20 1.00E+0 -1.25 1.52E-13 
CATMA4OA24940R1 AT4G23180 -1.67 0.00E+0 0.30 3.26E-1 0.36 2.00E-1 0.16 1.00E+0 -2.07 0.00E+0 0.23 1.00E+0 -2.30 0.00E+0 
CATMA4OA24945F1 AT4G23190 -2.50 0.00E+0 0.05 1.00E+0 0.59 1.73E-3 0.08 1.00E+0 -2.32 0.00E+0 0.44 4.82E-1 -2.95 0.00E+0 
CATMA4OA24970F1 AT4G23215 -0.42 1.14E-1 -0.02 1.00E+0 0.38 1.44E-1 0.07 1.00E+0 -0.67 1.49E-4 -0.03 1.00E+0 -1.26 9.28E-14 
CATMA4ON94299R1 AT4G23280 -0.58 8.18E-3 0.41 8.69E-2 -0.17 1.00E+0 0.32 4.83E-1 -0.66 1.96E-4 0.03 1.00E+0 -0.20 1.00E+0 
CATMA4OA25120F1 AT4G23340 0.19 9.24E-1 0.62 1.44E-3 -0.25 7.53E-1 -0.04 1.00E+0 -0.06 1.00E+0 0.32 1.00E+0 0.17 1.00E+0 
CATMA4OF01703F1 AT4G23360 -0.06 1.00E+0 0.63 9.59E-4 -0.07 1.00E+0 0.12 1.00E+0 -0.19 9.93E-1 0.00 1.00E+0 -0.10 1.00E+0 
CATMA4OA25210R1 AT4G23400 0.27 5.66E-1 -0.49 1.88E-2 -0.05 1.00E+0 -0.06 1.00E+0 0.60 1.01E-3 -0.24 1.00E+0 0.62 1.95E-3 
CATMA4ON94300R1 AT4G23410 1.05 2.16E-8 1.10 1.58E-10 0.12 1.00E+0 0.55 1.52E-2 0.03 1.00E+0 0.09 1.00E+0 0.48 3.41E-2 
CATMA4OC42469R1 AT4G23420 1.01 8.06E-8 0.98 1.77E-8 -0.42 7.75E-2 0.55 1.49E-2 -0.07 1.00E+0 0.10 1.00E+0 0.68 4.09E-4 
CATMA4OA25240R1 AT4G23430 -0.71 5.49E-4 -0.50 1.72E-2 -0.26 6.88E-1 0.10 1.00E+0 -0.04 1.00E+0 0.26 1.00E+0 0.34 3.24E-1 
CATMA4OA25310F1 AT4G23493 0.61 4.72E-3 0.60 2.09E-3 -0.13 1.00E+0 -0.51 3.12E-2 0.30 3.73E-1 0.22 1.00E+0 -0.09 1.00E+0 
CATMA4OA25320F1 AT4G23496 -0.59 6.70E-3 -1.42 0.00E+0 -0.38 1.55E-1 -1.10 6.77E-10 0.80 2.24E-6 -0.12 1.00E+0 0.02 1.00E+0 
CATMA4OA25340F1 AT4G23510 0.71 5.14E-4 0.54 7.43E-3 0.16 1.00E+0 0.60 5.76E-3 -0.05 1.00E+0 -0.03 1.00E+0 0.51 1.96E-2 
CATMA4ON100364F1 AT4G23540 0.67 1.24E-3 0.78 1.91E-5 0.09 1.00E+0 0.20 1.00E+0 -0.19 1.00E+0 0.06 1.00E+0 0.04 1.00E+0 
CATMA4OA25390R1 AT4G23550 -0.05 1.00E+0 0.95 5.42E-8 0.04 1.00E+0 0.44 9.61E-2 -0.84 3.81E-7 0.21 1.00E+0 -0.40 1.40E-1 
CATMA4OA25410R1 AT4G23570 0.47 6.03E-2 0.45 4.50E-2 0.62 5.92E-4 0.46 6.96E-2 0.00 1.00E+0 -0.10 1.00E+0 -0.13 1.00E+0 
CATMA4OA25460R1 AT4G23610 -1.18 1.50E-10 -0.18 8.57E-1 0.25 7.67E-1 -0.20 1.00E+0 -0.85 3.02E-7 0.11 1.00E+0 -1.29 1.62E-14 
CATMA4OA25510F1 AT4G23670 -1.80 0.00E+0 -1.50 0.00E+0 -0.85 2.60E-7 -0.22 9.82E-1 -0.61 8.25E-4 -0.04 1.00E+0 0.01 1.00E+0 
CATMA4OC42473F1 AT4G23680 -2.10 0.00E+0 -1.43 0.00E+0 -1.34 0.00E+0 -1.13 1.87E-10 -1.01 4.51E-10 0.30 1.00E+0 -0.49 2.97E-2 
CATMA4OA25530F1 AT4G23700 -4.36 0.00E+0 -2.55 0.00E+0 -1.46 0.00E+0 -1.16 3.84E-11 -1.64 0.00E+0 0.38 9.42E-1 -1.38 0.00E+0 
CATMA4OA25560R1 AT4G23740 -0.51 2.76E-2 -0.60 2.09E-3 -0.31 3.91E-1 -0.27 7.53E-1 -0.03 1.00E+0 -0.02 1.00E+0 0.06 1.00E+0 
CATMA4OC42475F1 AT4G23810 -0.62 3.72E-3 0.04 1.00E+0 0.73 2.19E-5 0.08 1.00E+0 -1.18 7.52E-14 -0.43 5.51E-1 -1.75 0.00E+0 
CATMA4OA25640F1 AT4G23820 -0.16 9.84E-1 -0.86 1.19E-6 -0.36 2.00E-1 -0.60 5.28E-3 0.43 5.85E-2 -0.35 1.00E+0 0.34 3.21E-1 
CATMA4OA25645R1 AT4G23840 0.72 3.93E-4 0.48 2.68E-2 0.01 1.00E+0 0.05 1.00E+0 0.28 4.73E-1 -0.10 1.00E+0 0.28 6.03E-1 
CATMA4OA25654R1 AT4G23870 0.61 4.94E-3 -0.68 2.50E-4 0.18 1.00E+0 -0.04 1.00E+0 0.80 2.31E-6 -0.41 6.32E-1 0.48 3.66E-2 
CATMA4OA25656F1 AT4G23880 -0.55 1.55E-2 -0.09 1.00E+0 0.09 1.00E+0 -0.33 4.20E-1 -0.20 9.41E-1 0.16 1.00E+0 -0.60 2.84E-3 
CATMA4OA25693R1 AT4G23920 -1.76 0.00E+0 -1.12 7.36E-11 -0.36 1.97E-1 -0.44 9.53E-2 -0.26 6.26E-1 0.28 1.00E+0 -0.33 3.53E-1 
CATMA4OC42480F1 AT4G24015 0.59 6.96E-3 0.61 1.65E-3 0.22 9.89E-1 0.24 8.84E-1 0.01 1.00E+0 0.09 1.00E+0 0.04 1.00E+0 
CATMA4ON90239R2 AT4G24026 -0.37 2.18E-1 -0.52 1.26E-2 -0.62 6.43E-4 -0.65 1.83E-3 0.33 2.72E-1 -0.07 1.00E+0 0.15 1.00E+0 
CATMA4OA25750R1 AT4G24040 -1.91 0.00E+0 -1.14 2.39E-11 -1.22 0.00E+0 -1.17 2.99E-11 -0.40 8.79E-2 0.51 1.66E-1 -0.16 1.00E+0 
CATMA4OA25810R1 AT4G24090 0.88 4.80E-6 0.61 1.77E-3 0.14 1.00E+0 0.40 1.80E-1 0.25 6.45E-1 0.21 1.00E+0 0.53 1.51E-2 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA4OA25830F1 AT4G24110 -1.74 0.00E+0 -1.75 0.00E+0 -1.19 0.00E+0 -1.33 0.00E+0 0.09 1.00E+0 0.09 1.00E+0 -0.33 3.44E-1 
CATMA4OA25850R1 AT4G24130 -0.49 4.00E-2 -0.06 1.00E+0 1.02 9.14E-11 -0.76 1.02E-4 -0.35 2.02E-1 0.08 1.00E+0 -2.06 0.00E+0 
CATMA4OA25860F1 AT4G24140 -1.95 0.00E+0 -1.00 7.20E-9 1.42 0.00E+0 -2.22 0.00E+0 -0.58 1.93E-3 0.38 8.90E-1 -3.99 0.00E+0 
CATMA4OA25880R1 AT4G24160 -0.52 2.53E-2 -0.22 6.76E-1 0.09 1.00E+0 -0.25 8.49E-1 -0.43 5.09E-2 -0.10 1.00E+0 -0.77 3.25E-5 
CATMA4OA25980R1 AT4G24240 0.81 3.78E-5 0.38 1.29E-1 0.23 8.74E-1 0.01 1.00E+0 0.38 1.25E-1 0.19 1.00E+0 0.24 8.12E-1 
CATMA4ON100372F1 AT4G24250 -0.37 2.16E-1 -0.65 5.46E-4 -0.02 1.00E+0 -0.57 9.78E-3 0.22 8.47E-1 0.20 1.00E+0 -0.10 1.00E+0 
CATMA4OA26000F1 AT4G24265 -1.14 7.08E-10 -1.21 8.27E-13 0.07 1.00E+0 -0.47 6.65E-2 0.13 1.00E+0 0.05 1.00E+0 -0.27 6.35E-1 
CATMA4OA26020R1 AT4G24275 0.06 1.00E+0 -0.65 6.39E-4 0.07 1.00E+0 -0.09 1.00E+0 0.23 7.70E-1 -0.38 9.11E-1 0.12 1.00E+0 
CATMA4OA26060R1 AT4G24310 -0.17 9.60E-1 -0.27 4.39E-1 0.43 6.43E-2 0.13 1.00E+0 -0.29 4.48E-1 -0.36 1.00E+0 -0.65 8.22E-4 
CATMA4OF03181R1 AT4G24340 0.34 2.98E-1 0.73 7.22E-5 0.43 6.10E-2 0.98 6.21E-8 -0.26 6.06E-1 0.02 1.00E+0 0.23 8.41E-1 
CATMA4OC42484R1 AT4G24380 -2.12 0.00E+0 -2.05 0.00E+0 0.02 1.00E+0 0.13 1.00E+0 0.15 1.00E+0 0.27 1.00E+0 0.27 6.61E-1 
CATMA4OM00045R2 AT4G24415 0.50 3.24E-2 -0.28 4.37E-1 -0.01 1.00E+0 -0.97 1.13E-7 0.91 2.87E-8 -0.14 1.00E+0 -0.35 2.68E-1 
CATMA4OA26170R1 AT4G24430 0.71 5.70E-4 -0.07 1.00E+0 0.21 1.00E+0 0.60 5.18E-3 0.08 1.00E+0 -0.65 1.26E-2 0.22 8.79E-1 
CATMA4ON100376R1 AT4G24450 -0.95 5.62E-7 -0.63 8.90E-4 -0.39 1.21E-1 -0.56 1.33E-2 -0.09 1.00E+0 -0.16 1.00E+0 -0.07 1.00E+0 
CATMA4OA26230R1 AT4G24500 0.79 7.63E-5 0.50 1.86E-2 -0.08 1.00E+0 -0.15 1.00E+0 0.15 1.00E+0 -0.18 1.00E+0 0.09 1.00E+0 
CATMA4OA26240R1 AT4G24510 -0.75 2.14E-4 0.24 5.88E-1 -0.73 1.93E-5 -0.10 1.00E+0 -1.30 0.00E+0 0.33 1.00E+0 -0.39 1.65E-1 
CATMA4OC42486R1 AT4G24570 -0.59 7.23E-3 -1.36 0.00E+0 0.10 1.00E+0 -0.69 6.06E-4 0.75 1.02E-5 -0.14 1.00E+0 0.12 1.00E+0 
CATMA4OA26300F1 AT4G24580 -0.11 1.00E+0 -0.93 1.04E-7 0.11 1.00E+0 -0.32 4.56E-1 0.56 3.09E-3 -0.22 1.00E+0 0.27 6.28E-1 
CATMA4OA26465F1 AT4G24770 0.05 1.00E+0 0.01 1.00E+0 0.72 3.09E-5 -0.93 4.20E-7 0.21 9.24E-1 0.19 1.00E+0 -1.52 0.00E+0 
CATMA4OA26470F1 AT4G24780 -1.13 1.31E-9 -1.34 0.00E+0 -0.36 2.18E-1 -0.42 1.28E-1 -0.13 1.00E+0 -0.31 1.00E+0 -0.23 8.45E-1 
CATMA4OA26500R1 AT4G24805 -0.08 1.00E+0 -0.62 1.25E-3 -0.02 1.00E+0 -0.36 2.91E-1 0.34 2.23E-1 -0.11 1.00E+0 0.02 1.00E+0 
CATMA4ON100381R1 AT4G24960 -1.56 0.00E+0 -1.56 0.00E+0 -0.15 1.00E+0 -1.00 3.38E-8 0.23 7.66E-1 0.26 1.00E+0 -0.61 2.35E-3 
CATMA4OA26700F1 AT4G25000 -0.70 7.20E-4 -0.53 9.04E-3 -0.26 6.89E-1 -0.30 5.80E-1 -0.11 1.00E+0 0.20 1.00E+0 0.03 1.00E+0 
CATMA4OA26710F1 AT4G25010 -3.38 0.00E+0 -1.45 0.00E+0 -1.67 0.00E+0 -2.17 0.00E+0 -0.56 2.84E-3 1.45 0.00E+0 -1.13 4.85E-11 
CATMA4OA26720F1 AT4G25020 -0.61 4.65E-3 -0.41 7.47E-2 0.48 2.45E-2 0.80 3.41E-5 -0.26 6.04E-1 -0.02 1.00E+0 0.13 1.00E+0 
CATMA4OA26730R1 AT4G25030 -1.40 1.10E-14 -1.73 0.00E+0 0.27 6.56E-1 0.48 5.53E-2 0.18 1.00E+0 -0.07 1.00E+0 0.45 6.61E-2 
CATMA4OA26750R1 AT4G25050 2.57 0.00E+0 2.15 0.00E+0 0.49 1.82E-2 0.38 2.29E-1 0.38 1.30E-1 0.03 1.00E+0 0.38 1.78E-1 
CATMA4OA26770R1 AT4G25080 0.95 5.38E-7 0.65 6.21E-4 -0.03 1.00E+0 -0.12 1.00E+0 0.31 3.69E-1 -0.05 1.00E+0 0.09 1.00E+0 
CATMA4OA26780F1 AT4G25090 0.74 2.69E-4 0.58 3.17E-3 -0.11 1.00E+0 0.54 1.71E-2 -0.07 1.00E+0 -0.32 1.00E+0 0.36 2.35E-1 
CATMA4OA26790F1 AT4G25100 -0.72 4.57E-4 4.45 0.00E+0 -0.42 7.47E-2 1.99 0.00E+0 -4.59 0.00E+0 -1.17 2.79E-9 -3.87 0.00E+0 
CATMA4OA26840F1 AT4G25150 -0.70 5.92E-4 -0.61 1.74E-3 0.34 2.60E-1 0.06 1.00E+0 0.12 1.00E+0 0.29 1.00E+0 -0.21 9.45E-1 
CATMA4OA26880F1 AT4G25190 1.83 0.00E+0 2.17 0.00E+0 1.52 0.00E+0 2.37 0.00E+0 -0.14 1.00E+0 0.25 1.00E+0 0.69 3.47E-4 
CATMA4OC42489R1 AT4G25220 1.39 1.10E-14 -0.30 3.33E-1 1.45 0.00E+0 1.57 0.00E+0 1.65 0.00E+0 -0.37 1.00E+0 1.55 0.00E+0 
CATMA4OA26930R1 AT4G25240 -0.94 8.89E-7 -0.52 1.13E-2 0.53 7.62E-3 -0.45 8.23E-2 -0.37 1.62E-1 0.07 1.00E+0 -1.33 0.00E+0 
CATMA4OA26940R1 AT4G25250 -0.37 2.19E-1 -0.98 2.16E-8 0.03 1.00E+0 -0.56 1.18E-2 0.82 8.43E-7 -0.79 5.40E-4 0.34 3.23E-1 
CATMA4OA26950F1 AT4G25260 -0.52 2.42E-2 -1.06 6.27E-10 -0.33 3.10E-1 -0.41 1.49E-1 0.22 8.69E-1 -0.26 1.00E+0 0.19 1.00E+0 
CATMA4OA27000R1 AT4G25300 0.71 5.56E-4 0.70 1.58E-4 0.30 4.82E-1 0.45 8.89E-2 0.10 1.00E+0 0.13 1.00E+0 0.18 1.00E+0 
CATMA4OC42490R1 AT4G25310 1.05 2.18E-8 1.23 4.10E-13 0.14 1.00E+0 0.74 1.50E-4 -0.30 3.98E-1 0.00 1.00E+0 0.43 8.75E-2 
CATMA4OA27090R1 AT4G25360 0.60 5.57E-3 0.18 8.79E-1 -0.06 1.00E+0 0.04 1.00E+0 0.22 8.51E-1 -0.09 1.00E+0 0.36 2.28E-1 
CATMA4OA27130R1 AT4G25400 -0.30 4.42E-1 0.64 7.20E-4 -0.43 6.84E-2 0.14 1.00E+0 -0.58 1.79E-3 0.19 1.00E+0 -0.30 4.94E-1 
CATMA4OA27160F1 AT4G25433 0.63 3.17E-3 1.05 1.09E-9 -0.47 3.11E-2 -0.45 8.82E-2 0.13 1.00E+0 0.67 8.45E-3 0.06 1.00E+0 
CATMA4OA27170F1 AT4G25434 -0.62 3.53E-3 0.05 1.00E+0 -0.10 1.00E+0 0.30 5.88E-1 -0.25 6.78E-1 0.04 1.00E+0 -0.06 1.00E+0 
CATMA4OC42492F1 AT4G25490 -0.02 1.00E+0 -0.90 3.27E-7 -0.13 1.00E+0 -0.44 1.01E-1 0.69 8.32E-5 -0.16 1.00E+0 0.22 9.14E-1 
CATMA4OA27208R1 AT4G25500 0.69 8.94E-4 0.46 3.30E-2 -0.32 3.64E-1 -0.22 9.81E-1 0.22 8.70E-1 -0.06 1.00E+0 0.38 1.88E-1 
CATMA4OA27290R1 AT4G25600 0.69 8.75E-4 0.48 2.26E-2 0.15 1.00E+0 -0.02 1.00E+0 0.16 1.00E+0 0.08 1.00E+0 -0.06 1.00E+0 
CATMA4OC42496F1 AT4G25620 1.51 0.00E+0 0.83 4.04E-6 0.44 5.55E-2 0.15 1.00E+0 0.74 1.60E-5 0.26 1.00E+0 0.69 2.83E-4 
CATMA4OA27330F1 AT4G25640 -2.14 0.00E+0 -1.76 0.00E+0 0.25 7.73E-1 0.54 1.72E-2 0.21 8.81E-1 0.55 9.49E-2 0.51 2.32E-2 
CATMA4OA27390F1 AT4G25700 0.82 3.09E-5 0.50 1.65E-2 -0.05 1.00E+0 -0.18 1.00E+0 0.08 1.00E+0 0.28 1.00E+0 0.10 1.00E+0 
CATMA4ON90399F1 AT4G25707 0.61 4.83E-3 0.48 2.51E-2 0.07 1.00E+0 0.46 7.20E-2 0.11 1.00E+0 0.20 1.00E+0 0.58 4.73E-3 
CATMA4OA27450R1 AT4G25760 -2.37 0.00E+0 -1.63 0.00E+0 -0.74 1.71E-5 -1.62 0.00E+0 -0.13 1.00E+0 0.88 5.02E-5 -1.02 4.82E-9 
CATMA4OA27480F1 AT4G25790 -0.11 1.00E+0 -2.04 0.00E+0 0.45 4.52E-2 0.09 1.00E+0 1.48 0.00E+0 -0.32 1.00E+0 1.28 3.19E-14 
CATMA4OC42498R1 AT4G25810 -0.26 6.30E-1 -0.67 3.65E-4 0.06 1.00E+0 -0.21 1.00E+0 0.57 2.43E-3 0.29 1.00E+0 0.32 3.66E-1 
CATMA4OA27496R1 AT4G25820 -0.08 1.00E+0 -3.20 0.00E+0 0.76 7.25E-6 0.08 1.00E+0 1.91 0.00E+0 -1.39 2.84E-13 1.22 5.85E-13 
CATMA4OA27510R1 AT4G25835 1.65 0.00E+0 1.77 0.00E+0 0.98 7.11E-10 1.97 0.00E+0 -0.14 1.00E+0 -0.22 1.00E+0 0.85 2.93E-6 
CATMA4OA27540R1 AT4G25850 -1.35 1.22E-13 0.90 2.96E-7 -0.72 2.64E-5 0.20 1.00E+0 -1.37 0.00E+0 0.74 1.72E-3 -0.55 9.74E-3 
CATMA4OC42499R1 AT4G25860 -1.18 1.62E-10 0.53 8.56E-3 -0.88 7.00E-8 -0.30 5.52E-1 -1.14 4.94E-13 0.77 8.43E-4 -0.21 9.54E-1 
CATMA4OA27600R1 AT4G25900 -1.08 6.60E-9 0.21 7.18E-1 -0.20 1.00E+0 0.12 1.00E+0 -1.29 0.00E+0 0.15 1.00E+0 -1.00 1.05E-8 
CATMA4OA27605R1 AT4G25910 0.72 3.65E-4 0.57 3.65E-3 -0.38 1.60E-1 -0.40 1.70E-1 0.20 9.71E-1 0.22 1.00E+0 0.37 2.03E-1 
CATMA4OA27610R1 AT4G25930 1.77 0.00E+0 3.00 0.00E+0 -0.15 1.00E+0 0.01 1.00E+0 -0.40 9.96E-2 0.90 2.73E-5 0.22 8.93E-1 
CATMA4OA27640R1 AT4G26010 0.50 3.79E-2 -2.07 0.00E+0 0.72 3.21E-5 0.04 1.00E+0 1.54 0.00E+0 -1.09 7.26E-8 0.81 8.61E-6 
CATMA4OA27647R1 AT4G26050 1.51 0.00E+0 0.59 2.63E-3 0.69 8.16E-5 0.49 4.33E-2 1.33 0.00E+0 0.49 2.28E-1 1.20 1.72E-12 
CATMA4ON100393R1 AT4G26070 0.38 1.90E-1 0.71 1.12E-4 0.22 9.38E-1 0.12 1.00E+0 -0.36 1.88E-1 -0.02 1.00E+0 -0.55 9.36E-3 
CATMA4OA27675R1 AT4G26120 -2.49 0.00E+0 0.07 1.00E+0 0.08 1.00E+0 -0.06 1.00E+0 -3.15 0.00E+0 -0.39 8.45E-1 -3.03 0.00E+0 
CATMA4OA27680F1 AT4G26130 0.82 3.03E-5 0.92 1.46E-7 0.13 1.00E+0 0.46 7.18E-2 0.10 1.00E+0 0.15 1.00E+0 0.48 3.47E-2 
CATMA4OC42503F1 AT4G26140 -0.12 1.00E+0 -1.03 2.27E-9 0.13 1.00E+0 0.03 1.00E+0 0.49 1.61E-2 -0.71 4.05E-3 0.38 1.92E-1 
CATMA4OA27720R1 AT4G26200 -0.62 3.59E-3 1.18 4.32E-12 0.96 2.54E-9 -0.09 1.00E+0 -0.92 1.55E-8 0.95 6.68E-6 -1.82 0.00E+0 
CATMA4OA27740R1 AT4G26220 -1.18 1.63E-10 -1.63 0.00E+0 -0.06 1.00E+0 -0.53 2.36E-2 0.03 1.00E+0 -0.37 9.98E-1 -0.43 8.34E-2 
CATMA4OD03183R1 AT4G26260 -2.25 0.00E+0 0.59 2.60E-3 -0.51 1.14E-2 0.18 1.00E+0 -1.31 0.00E+0 1.50 0.00E+0 -0.51 2.15E-2 
CATMA4OA27800F1 AT4G26270 -2.07 0.00E+0 -0.92 1.64E-7 -0.18 1.00E+0 -0.24 8.86E-1 -1.32 0.00E+0 -0.04 1.00E+0 -1.39 0.00E+0 
CATMA4ON90175R1 AT4G26288 0.76 1.33E-4 0.99 1.41E-8 0.12 1.00E+0 0.59 6.82E-3 0.04 1.00E+0 0.48 2.71E-1 0.68 4.19E-4 
CATMA4OC42507F1 AT4G26320 0.33 3.51E-1 -1.81 0.00E+0 0.87 1.22E-7 -0.43 1.18E-1 1.47 0.00E+0 -0.76 1.01E-3 0.22 9.10E-1 
CATMA4OA27910F1 AT4G26370 0.93 1.03E-6 0.53 1.04E-2 -0.20 1.00E+0 -0.21 1.00E+0 0.15 1.00E+0 -0.08 1.00E+0 0.13 1.00E+0 
CATMA4OA28060R1 AT4G26490 -1.65 0.00E+0 -0.94 7.43E-8 -0.22 9.53E-1 -0.34 3.94E-1 -0.54 5.60E-3 0.32 1.00E+0 -0.59 3.44E-3 
CATMA4OA28080R1 AT4G26510 -0.94 9.05E-7 -1.32 0.00E+0 0.01 1.00E+0 -0.08 1.00E+0 0.14 1.00E+0 -0.15 1.00E+0 -0.10 1.00E+0 
CATMA4OA28130F1 AT4G26555 0.67 1.16E-3 0.53 8.75E-3 -0.02 1.00E+0 0.12 1.00E+0 0.17 1.00E+0 0.16 1.00E+0 0.28 5.56E-1 
CATMA4OA28140F1 AT4G26560 1.31 6.97E-13 1.15 1.54E-11 0.73 1.86E-5 0.53 2.37E-2 0.01 1.00E+0 0.00 1.00E+0 -0.10 1.00E+0 
CATMA4OA28150F1 AT4G26580 -0.18 9.31E-1 -0.73 6.93E-5 0.30 4.74E-1 0.13 1.00E+0 0.31 3.47E-1 -0.29 1.00E+0 -0.02 1.00E+0 
CATMA4OA28180R1 AT4G26600 0.63 3.20E-3 0.58 3.33E-3 0.17 1.00E+0 0.14 1.00E+0 -0.29 4.35E-1 -0.15 1.00E+0 -0.16 1.00E+0 
CATMA4OA28360R1 AT4G26770 -0.10 1.00E+0 -1.83 0.00E+0 -0.10 1.00E+0 -0.48 5.59E-2 1.29 0.00E+0 -0.21 1.00E+0 0.99 1.77E-8 
CATMA4ON99035R1 AT4G26790 -1.16 3.19E-10 -1.03 2.93E-9 1.43 0.00E+0 -1.81 0.00E+0 0.15 1.00E+0 0.02 1.00E+0 -2.85 0.00E+0 
CATMA4ON94310F1 AT4G26830 -0.42 1.20E-1 -0.47 3.08E-2 0.66 1.91E-4 -0.30 5.61E-1 -0.07 1.00E+0 0.14 1.00E+0 -1.07 5.92E-10 
CATMA4OA28430F1 AT4G26850 0.66 1.67E-3 0.68 2.75E-4 -0.24 8.19E-1 -0.18 1.00E+0 0.07 1.00E+0 0.14 1.00E+0 0.17 1.00E+0 
CATMA4OA28480R1 AT4G26890 2.14 0.00E+0 1.50 0.00E+0 0.12 1.00E+0 0.32 4.78E-1 0.31 3.38E-1 -0.05 1.00E+0 0.60 3.30E-3 
CATMA4OA28520F1 AT4G26940 -0.25 6.51E-1 -0.76 2.94E-5 0.07 1.00E+0 -0.18 1.00E+0 0.16 1.00E+0 -0.25 1.00E+0 -0.07 1.00E+0 
CATMA4OA28540F1 AT4G26960 -0.69 7.84E-4 -1.25 1.49E-13 0.19 1.00E+0 -0.50 3.65E-2 0.43 5.68E-2 -0.12 1.00E+0 -0.20 9.79E-1 
CATMA4OA28560R1 AT4G26970 -0.02 1.00E+0 -0.69 2.35E-4 0.55 4.76E-3 0.69 6.55E-4 0.04 1.00E+0 -0.31 1.00E+0 0.06 1.00E+0 
CATMA4OA28580F1 AT4G26990 0.28 5.45E-1 0.01 1.00E+0 0.29 5.04E-1 -0.24 8.72E-1 -0.07 1.00E+0 -0.20 1.00E+0 -0.61 2.46E-3 
CATMA4OA28670R1 AT4G27070 -1.06 1.30E-8 0.53 8.50E-3 -0.10 1.00E+0 0.04 1.00E+0 -1.45 0.00E+0 0.12 1.00E+0 -1.39 0.00E+0 
CATMA4OA28830F1 AT4G27250 1.80 0.00E+0 1.68 0.00E+0 -0.12 1.00E+0 0.27 7.45E-1 0.33 2.58E-1 0.12 1.00E+0 0.90 4.81E-7 
CATMA4OA28840R1 AT4G27260 -0.70 6.69E-4 -0.27 4.59E-1 -0.27 6.39E-1 -0.18 1.00E+0 0.16 1.00E+0 0.55 8.47E-2 0.13 1.00E+0 
CATMA4OA28860F1 AT4G27280 -0.37 2.15E-1 -1.61 0.00E+0 0.64 3.69E-4 -0.70 5.29E-4 0.72 3.13E-5 -0.68 7.57E-3 -0.64 1.07E-3 
CATMA4OA28870R1 AT4G27290 -1.00 1.23E-7 -0.33 2.47E-1 0.06 1.00E+0 0.26 7.83E-1 -0.95 5.67E-9 -0.17 1.00E+0 -1.01 6.04E-9 
CATMA4OA28890R1 AT4G27310 0.84 1.78E-5 1.15 1.33E-11 -0.03 1.00E+0 0.23 9.34E-1 -0.13 1.00E+0 0.23 1.00E+0 -0.06 1.00E+0 
CATMA4OA28980R1 AT4G27400 0.94 7.96E-7 -1.58 0.00E+0 0.92 1.04E-8 -0.08 1.00E+0 1.45 0.00E+0 -0.99 1.85E-6 0.50 2.70E-2 
CATMA4OA28990F1 AT4G27410 0.72 3.99E-4 0.23 6.23E-1 -0.39 1.30E-1 0.03 1.00E+0 0.56 3.45E-3 -0.03 1.00E+0 0.69 2.96E-4 
CATMA4OA29005R1 AT4G27430 -0.19 9.14E-1 -0.71 1.41E-4 -0.41 9.11E-2 -0.27 7.38E-1 0.15 1.00E+0 -0.39 8.64E-1 0.27 6.43E-1 
CATMA4ON100409R1 AT4G27435 -0.34 2.89E-1 -0.84 2.33E-6 0.29 5.23E-1 -0.07 1.00E+0 0.25 6.68E-1 -0.07 1.00E+0 -0.01 1.00E+0 
CATMA4OA29015R1 AT4G27440 -0.45 7.39E-2 -1.02 3.73E-9 -0.62 6.94E-4 -1.12 2.62E-10 0.26 5.86E-1 -0.58 5.14E-2 -0.21 9.75E-1 
CATMA4OA29020F1 AT4G27450 -0.36 2.40E-1 -0.49 1.87E-2 -1.17 4.61E-14 -0.69 6.59E-4 0.12 1.00E+0 0.08 1.00E+0 0.66 7.21E-4 
CATMA4OA29030R1 AT4G27460 0.52 2.49E-2 0.99 1.14E-8 0.59 1.50E-3 0.50 4.15E-2 -0.42 6.90E-2 0.16 1.00E+0 -0.40 1.29E-1 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA4OA29050F1 AT4G27480 -0.51 2.84E-2 -1.27 5.17E-14 -0.13 1.00E+0 -0.28 6.84E-1 0.88 8.39E-8 -0.13 1.00E+0 0.90 4.41E-7 
CATMA4OA29090F1 AT4G27520 -1.68 0.00E+0 -1.39 0.00E+0 -0.11 1.00E+0 -0.06 1.00E+0 -0.28 4.98E-1 0.06 1.00E+0 -0.25 7.43E-1 
CATMA4OA29130F1 AT4G27560 -1.38 2.14E-14 -1.00 7.50E-9 -0.65 2.81E-4 -0.70 4.40E-4 -0.15 1.00E+0 0.46 3.46E-1 -0.21 9.51E-1 
CATMA4OF01725F1 AT4G27570 -1.44 0.00E+0 -0.86 1.35E-6 -0.71 4.35E-5 -0.44 1.07E-1 -0.22 8.31E-1 0.35 1.00E+0 -0.07 1.00E+0 
CATMA4OA29170R1 AT4G27590 -0.93 1.04E-6 -0.51 1.53E-2 -0.64 4.06E-4 0.01 1.00E+0 -0.67 1.42E-4 0.14 1.00E+0 -0.03 1.00E+0 
CATMA4OA29260F1 AT4G27640 0.67 1.30E-3 0.44 4.94E-2 0.09 1.00E+0 0.18 1.00E+0 0.11 1.00E+0 -0.08 1.00E+0 0.19 1.00E+0 
CATMA4OA29280R1 AT4G27652 0.84 1.67E-5 -1.37 0.00E+0 0.14 1.00E+0 -0.75 1.45E-4 2.06 0.00E+0 -0.20 1.00E+0 1.33 0.00E+0 
CATMA4OC42524R1 AT4G27654 -0.01 1.00E+0 -3.14 0.00E+0 -0.55 4.78E-3 -1.55 0.00E+0 2.85 0.00E+0 -0.39 7.82E-1 1.78 0.00E+0 
CATMA4OA29300R1 AT4G27657 0.06 1.00E+0 -1.20 1.69E-12 0.01 1.00E+0 -0.92 6.97E-7 1.36 0.00E+0 0.05 1.00E+0 0.59 3.66E-3 
CATMA4OA29340F1 AT4G27700 2.10 0.00E+0 2.42 0.00E+0 -0.34 2.79E-1 0.64 2.10E-3 -0.06 1.00E+0 -0.06 1.00E+0 0.56 6.99E-3 
CATMA4OA29350R1 AT4G27710 1.86 0.00E+0 1.09 2.36E-10 0.26 7.09E-1 0.35 3.33E-1 0.57 2.66E-3 0.12 1.00E+0 0.73 9.88E-5 
CATMA4OA29380R1 AT4G27740 -0.09 1.00E+0 0.40 9.01E-2 -0.25 7.71E-1 0.28 6.72E-1 -0.63 4.92E-4 -0.01 1.00E+0 0.09 1.00E+0 
CATMA4OD05137R1 AT4G27745 -0.68 1.13E-3 -0.72 1.05E-4 -0.38 1.40E-1 -0.36 3.14E-1 -0.07 1.00E+0 -0.04 1.00E+0 -0.06 1.00E+0 
CATMA4OA29440F1 AT4G27810 -1.40 1.10E-14 -0.86 1.17E-6 -0.41 9.58E-2 -1.06 2.92E-9 -0.38 1.26E-1 -0.05 1.00E+0 -0.98 2.35E-8 
CATMA4ON90302F1 AT4G27820 0.67 1.18E-3 0.66 4.42E-4 0.14 1.00E+0 0.13 1.00E+0 -0.14 1.00E+0 0.15 1.00E+0 0.10 1.00E+0 
CATMA4ON90055F1 AT4G27830 0.52 2.40E-2 0.65 6.92E-4 0.12 1.00E+0 0.21 1.00E+0 -0.09 1.00E+0 0.07 1.00E+0 0.03 1.00E+0 
CATMA4ON102999R1 AT4G27850 -0.91 2.18E-6 -1.06 8.02E-10 0.32 3.66E-1 0.48 5.42E-2 -0.14 1.00E+0 -0.19 1.00E+0 0.20 9.77E-1 
CATMA4OA29500R1 AT4G27860 0.41 1.39E-1 0.66 4.19E-4 -0.59 1.56E-3 -0.01 1.00E+0 -0.01 1.00E+0 0.19 1.00E+0 0.61 2.29E-3 
CATMA4OA29510R1 AT4G27870 0.62 4.02E-3 0.38 1.25E-1 -0.12 1.00E+0 0.15 1.00E+0 0.33 2.60E-1 -0.07 1.00E+0 0.66 6.78E-4 
CATMA4OA29590F1 AT4G27970 0.80 4.63E-5 0.68 3.09E-4 0.35 2.47E-1 0.62 3.55E-3 0.20 9.66E-1 0.08 1.00E+0 0.52 1.89E-2 
CATMA4OA29690R1 AT4G28040 1.31 5.12E-13 1.12 6.19E-11 0.01 1.00E+0 1.08 1.63E-9 1.05 4.77E-11 1.09 7.45E-8 1.97 0.00E+0 
CATMA4OC42530F1 AT4G28050 0.01 1.00E+0 -1.27 6.15E-14 -0.14 1.00E+0 -0.69 5.91E-4 0.76 8.24E-6 -0.42 6.16E-1 0.25 7.21E-1 
CATMA4OC42533R1 AT4G28085 -2.19 0.00E+0 -0.52 1.16E-2 0.61 9.99E-4 -0.40 1.72E-1 -1.41 0.00E+0 0.34 1.00E+0 -2.24 0.00E+0 
CATMA4ON94317F1 AT4G28088 -0.20 8.80E-1 -1.40 0.00E+0 0.14 1.00E+0 -0.77 7.32E-5 1.03 1.49E-10 0.03 1.00E+0 0.15 1.00E+0 
CATMA4OA29760F1 AT4G28110 -0.92 1.41E-6 -0.25 5.33E-1 1.35 0.00E+0 -0.79 3.82E-5 -0.24 7.26E-1 0.55 8.52E-2 -2.57 0.00E+0 
CATMA4OA29790F1 AT4G28150 -1.31 5.68E-13 0.32 2.75E-1 0.53 7.20E-3 -0.02 1.00E+0 -2.00 0.00E+0 -0.29 1.00E+0 -2.41 0.00E+0 
CATMA4OA29800R1 AT4G28160 -0.47 5.36E-2 0.11 1.00E+0 0.40 1.10E-1 -0.03 1.00E+0 -0.72 3.30E-5 -0.04 1.00E+0 -0.87 1.31E-6 
CATMA4OA29870F1 AT4G28230 -0.73 3.28E-4 -1.07 5.17E-10 0.06 1.00E+0 -0.46 7.14E-2 0.28 4.77E-1 -0.03 1.00E+0 -0.26 6.68E-1 
CATMA4OA29890F1 AT4G28250 -1.39 1.10E-14 -1.41 0.00E+0 -0.60 1.18E-3 -0.41 1.65E-1 -0.30 3.73E-1 -0.15 1.00E+0 -0.10 1.00E+0 
CATMA4OA29910F1 AT4G28270 1.26 5.90E-12 1.36 0.00E+0 0.08 1.00E+0 0.87 3.56E-6 0.02 1.00E+0 -0.07 1.00E+0 0.72 1.39E-4 
CATMA4OA29930F1 AT4G28290 0.82 2.67E-5 0.58 3.39E-3 0.19 1.00E+0 0.32 4.54E-1 0.37 1.58E-1 0.14 1.00E+0 0.50 2.35E-2 
CATMA4OF01730F1 AT4G28330 -0.97 3.45E-7 -0.55 6.38E-3 -0.10 1.00E+0 -0.28 6.84E-1 0.04 1.00E+0 0.42 5.92E-1 -0.16 1.00E+0 
CATMA4OA29990R1 AT4G28350 -1.78 0.00E+0 0.64 8.76E-4 -0.34 2.63E-1 -0.17 1.00E+0 -2.29 0.00E+0 0.20 1.00E+0 -2.13 0.00E+0 
CATMA4OA30040F1 AT4G28390 -0.77 1.23E-4 0.24 6.15E-1 -0.07 1.00E+0 -0.22 9.98E-1 -0.60 1.10E-3 0.27 1.00E+0 -0.73 1.11E-4 
CATMA4OC42536R1 AT4G28400 -0.75 1.92E-4 0.08 1.00E+0 -0.13 1.00E+0 -0.19 1.00E+0 -0.78 3.92E-6 0.06 1.00E+0 -0.83 4.26E-6 
CATMA4OA30070R1 AT4G28410 2.47 0.00E+0 1.98 0.00E+0 0.97 1.38E-9 1.49 0.00E+0 0.51 1.05E-2 0.09 1.00E+0 1.04 1.97E-9 
CATMA4OA30080R1 AT4G28420 -2.24 0.00E+0 0.09 1.00E+0 -0.81 1.09E-6 0.02 1.00E+0 -2.70 0.00E+0 0.08 1.00E+0 -1.90 0.00E+0 
CATMA4OA30120R1 AT4G28460 -2.53 0.00E+0 -0.02 1.00E+0 0.91 2.27E-8 -0.02 1.00E+0 -2.93 0.00E+0 -0.58 5.13E-2 -3.34 0.00E+0 
CATMA4OA30155R1 AT4G28490 -2.11 0.00E+0 -0.82 5.00E-6 -0.34 2.76E-1 -0.09 1.00E+0 -1.16 1.90E-13 0.04 1.00E+0 -0.72 1.39E-4 
CATMA4OA30160R1 AT4G28500 -0.11 1.00E+0 -0.85 1.76E-6 0.27 6.10E-1 -0.28 6.81E-1 0.31 3.37E-1 -0.32 1.00E+0 -0.11 1.00E+0 
CATMA4OA30180F1 AT4G28530 2.41 0.00E+0 0.68 2.90E-4 0.11 1.00E+0 0.18 1.00E+0 1.68 0.00E+0 0.02 1.00E+0 1.85 0.00E+0 
CATMA4OA30200R1 AT4G28550 -0.99 1.42E-7 -0.63 1.00E-3 -0.05 1.00E+0 0.02 1.00E+0 -0.32 3.18E-1 -0.09 1.00E+0 -0.31 4.40E-1 
CATMA4OA30290F1 AT4G28630 -0.37 2.10E-1 -0.65 6.58E-4 0.20 1.00E+0 -0.20 1.00E+0 0.25 6.62E-1 0.02 1.00E+0 -0.02 1.00E+0 
CATMA4OA30295R1 AT4G28640 -0.62 4.10E-3 -0.84 2.58E-6 0.00 1.00E+0 -0.12 1.00E+0 0.01 1.00E+0 -0.09 1.00E+0 -0.07 1.00E+0 
CATMA4OA30300F1 AT4G28650 -0.41 1.28E-1 -0.73 6.53E-5 -0.14 1.00E+0 -0.30 5.84E-1 0.34 2.29E-1 -0.19 1.00E+0 0.30 4.82E-1 
CATMA4OA30310R1 AT4G28660 -0.42 1.10E-1 -0.36 1.69E-1 -0.18 1.00E+0 -0.59 6.61E-3 -0.02 1.00E+0 0.22 1.00E+0 -0.30 4.56E-1 
CATMA4OA30360R1 AT4G28703 -0.53 2.18E-2 -0.34 2.26E-1 -0.32 3.77E-1 -0.52 2.44E-2 -0.36 1.85E-1 -0.17 1.00E+0 -0.66 7.73E-4 
CATMA4OA30410R1 AT4G28720 0.32 3.75E-1 -0.05 1.00E+0 -0.46 3.46E-2 -0.26 7.56E-1 0.79 2.49E-6 0.49 2.26E-1 1.26 1.08E-13 
CATMA4ON100423R1 AT4G28790 1.62 0.00E+0 0.71 1.28E-4 -0.17 1.00E+0 -0.48 5.00E-2 0.37 1.58E-1 -0.86 8.19E-5 -0.03 1.00E+0 
CATMA4OA30560R1 AT4G28840 -0.14 1.00E+0 -0.36 1.57E-1 -0.05 1.00E+0 -0.73 2.29E-4 0.44 4.48E-2 0.20 1.00E+0 -0.30 4.63E-1 
CATMA4OA30570R1 AT4G28850 -0.25 6.53E-1 -2.87 0.00E+0 0.90 3.43E-8 -0.01 1.00E+0 2.12 0.00E+0 -0.35 1.00E+0 1.28 3.19E-14 
CATMA4OA30610F1 AT4G28890 1.19 1.13E-10 0.22 6.92E-1 0.21 9.97E-1 0.02 1.00E+0 0.63 4.32E-4 -0.13 1.00E+0 0.47 4.31E-2 
CATMA4OA30640R1 AT4G28930 0.02 1.00E+0 0.73 7.55E-5 0.68 1.11E-4 -0.20 1.00E+0 -0.23 7.77E-1 0.54 1.03E-1 -0.73 1.05E-4 
CATMA4OA30650R1 AT4G28940 -2.24 0.00E+0 -1.14 2.74E-11 0.18 1.00E+0 -1.63 0.00E+0 -1.06 3.90E-11 0.22 1.00E+0 -2.77 0.00E+0 
CATMA4OA30690R1 AT4G29020 -1.32 5.03E-13 1.02 3.94E-9 -0.99 4.74E-10 -0.48 5.53E-2 -1.30 0.00E+0 1.07 1.24E-7 -0.74 8.09E-5 
CATMA4OA30710F1 AT4G29050 -0.96 5.27E-7 0.25 5.26E-1 -0.18 1.00E+0 0.32 4.60E-1 -1.01 3.83E-10 0.32 1.00E+0 -0.47 4.24E-2 
CATMA4OA30735F1 AT4G29080 -1.52 0.00E+0 -1.15 1.80E-11 -0.20 1.00E+0 -0.40 1.91E-1 -0.02 1.00E+0 0.10 1.00E+0 -0.25 7.68E-1 
CATMA4OA30830R1 AT4G29180 0.23 7.67E-1 -2.70 0.00E+0 0.63 5.64E-4 0.12 1.00E+0 1.82 0.00E+0 -0.80 4.32E-4 1.46 0.00E+0 
CATMA4ON100428F1 AT4G29190 -1.48 0.00E+0 -1.48 0.00E+0 -1.56 0.00E+0 -1.22 2.90E-12 0.04 1.00E+0 0.07 1.00E+0 0.49 2.91E-2 
CATMA4OA30870F1 AT4G29220 -0.27 5.92E-1 -0.73 7.40E-5 0.04 1.00E+0 0.14 1.00E+0 0.38 1.22E-1 0.00 1.00E+0 0.54 1.23E-2 
CATMA4OA30900R1 AT4G29240 -0.63 3.26E-3 -0.47 2.76E-2 -0.26 7.25E-1 -0.68 8.53E-4 -0.21 9.39E-1 0.22 1.00E+0 -0.32 3.73E-1 
CATMA4OC42546F1 AT4G29270 -1.67 0.00E+0 -1.08 3.31E-10 -1.13 3.40E-13 -0.74 1.63E-4 -0.56 3.35E-3 0.24 1.00E+0 -0.14 1.00E+0 
CATMA4OC42548F1 AT4G29290 0.21 8.41E-1 1.00 8.53E-9 -0.07 1.00E+0 0.43 1.11E-1 -0.18 1.00E+0 0.38 8.99E-1 0.27 6.32E-1 
CATMA4OD01739F1 AT4G29300 0.44 8.58E-2 1.34 0.00E+0 0.15 1.00E+0 0.40 1.75E-1 -0.05 1.00E+0 0.40 7.32E-1 0.49 2.86E-2 
CATMA4OF01740F1 AT4G29305 0.95 6.74E-7 2.34 0.00E+0 0.25 7.72E-1 1.07 2.58E-9 -0.30 3.98E-1 0.79 5.28E-4 0.77 3.59E-5 
CATMA4OA30980R1 AT4G29340 -0.96 4.66E-7 -0.13 1.00E+0 -0.10 1.00E+0 -0.27 7.14E-1 -1.15 4.81E-13 -0.29 1.00E+0 -1.24 1.96E-13 
CATMA4OA30990F1 AT4G29360 -0.45 7.24E-2 -0.72 1.03E-4 -0.40 1.01E-1 -0.35 3.54E-1 0.12 1.00E+0 -0.12 1.00E+0 -0.14 1.00E+0 
CATMA4OA31080F1 AT4G29450 1.33 2.87E-13 0.49 1.88E-2 0.17 1.00E+0 0.41 1.59E-1 0.48 2.00E-2 -0.36 1.00E+0 0.72 1.40E-4 
CATMA4OA31320F1 AT4G29690 -1.01 7.68E-8 0.96 4.12E-8 -0.60 1.12E-3 0.80 3.06E-5 -0.82 9.81E-7 1.41 1.47E-13 0.63 1.33E-3 
CATMA4OA31330F1 AT4G29700 -1.15 4.26E-10 0.08 1.00E+0 -0.42 7.11E-2 0.56 1.13E-2 -1.00 5.80E-10 0.22 1.00E+0 0.00 1.00E+0 
CATMA4ON94322F1 AT4G29710 -0.59 6.68E-3 0.02 1.00E+0 -0.38 1.57E-1 0.25 8.31E-1 -0.62 6.14E-4 0.04 1.00E+0 0.08 1.00E+0 
CATMA4OA31350F1 AT4G29720 0.71 5.58E-4 0.81 6.73E-6 0.09 1.00E+0 0.51 2.91E-2 -0.04 1.00E+0 0.10 1.00E+0 0.21 9.47E-1 
CATMA4OA31370R1 AT4G29740 1.52 0.00E+0 1.09 2.30E-10 0.24 8.08E-1 0.65 1.69E-3 0.00 1.00E+0 -0.23 1.00E+0 0.20 1.00E+0 
CATMA4OA31380R1 AT4G29750 0.90 3.24E-6 0.55 5.59E-3 -0.14 1.00E+0 0.33 4.30E-1 0.16 1.00E+0 0.14 1.00E+0 0.70 2.77E-4 
CATMA4OF01745R1 AT4G29770 0.44 8.87E-2 0.68 2.62E-4 0.06 1.00E+0 0.38 2.31E-1 -0.13 1.00E+0 0.06 1.00E+0 0.02 1.00E+0 
CATMA4OA31410R1 AT4G29780 -0.11 1.00E+0 -1.24 2.81E-13 0.23 8.86E-1 0.08 1.00E+0 0.83 6.41E-7 0.02 1.00E+0 0.78 2.13E-5 
CATMA4OA31445F1 AT4G29810 -0.58 9.07E-3 -0.12 1.00E+0 0.40 1.07E-1 0.14 1.00E+0 -0.66 1.93E-4 -0.04 1.00E+0 -0.90 4.14E-7 
CATMA4OA31520R1 AT4G29890 0.33 3.22E-1 0.17 8.92E-1 -0.32 3.83E-1 -0.06 1.00E+0 0.26 5.87E-1 0.15 1.00E+0 0.60 3.11E-3 
CATMA4OC42556F1 AT4G29905 3.39 0.00E+0 3.49 0.00E+0 0.76 7.85E-6 1.81 0.00E+0 -0.09 1.00E+0 -0.20 1.00E+0 1.04 2.07E-9 
CATMA4OA31570F1 AT4G29910 0.53 1.95E-2 0.59 2.44E-3 -0.05 1.00E+0 0.12 1.00E+0 0.10 1.00E+0 0.16 1.00E+0 0.20 9.98E-1 
CATMA4OA31580F1 AT4G29920 0.29 4.96E-1 0.59 2.83E-3 -0.22 9.55E-1 0.10 1.00E+0 -0.21 8.84E-1 0.30 1.00E+0 0.21 9.63E-1 
CATMA4OA31590R1 AT4G29930 -2.11 0.00E+0 -0.49 2.14E-2 -0.83 4.58E-7 0.24 8.93E-1 -1.29 0.00E+0 0.50 1.90E-1 -0.26 7.13E-1 
CATMA4OA31603R1 AT4G29950 0.50 3.77E-2 0.84 2.95E-6 0.07 1.00E+0 0.79 4.28E-5 -0.34 2.41E-1 0.11 1.00E+0 0.31 4.46E-1 
CATMA4OA31635F1 AT4G29990 0.58 8.59E-3 1.20 1.54E-12 0.21 1.00E+0 0.77 7.27E-5 -0.86 1.72E-7 -0.07 1.00E+0 -0.31 4.14E-1 
CATMA4OA31700F1 AT4G30060 -0.53 2.16E-2 -0.70 1.76E-4 0.08 1.00E+0 -0.02 1.00E+0 -0.26 5.83E-1 -0.43 5.46E-1 -0.37 2.01E-1 
CATMA4OA31740F1 AT4G30080 0.75 1.98E-4 0.75 4.53E-5 0.06 1.00E+0 0.14 1.00E+0 0.14 1.00E+0 0.12 1.00E+0 0.28 5.91E-1 
CATMA4OA31760F1 AT4G30110 0.84 1.68E-5 2.28 0.00E+0 -0.53 7.99E-3 1.20 6.93E-12 -1.49 0.00E+0 0.11 1.00E+0 0.21 9.62E-1 
CATMA4ON100437F1 AT4G30120 0.59 7.26E-3 -0.29 3.77E-1 -0.02 1.00E+0 1.01 2.08E-8 0.83 5.83E-7 0.13 1.00E+0 1.86 0.00E+0 
CATMA4OA31780R1 AT4G30130 -0.58 9.15E-3 -0.36 1.74E-1 0.00 1.00E+0 1.34 0.00E+0 -0.19 1.00E+0 -0.12 1.00E+0 1.06 8.20E-10 
CATMA4OA31790F1 AT4G30140 -0.60 5.59E-3 1.76 0.00E+0 0.18 1.00E+0 0.56 1.34E-2 -1.67 0.00E+0 0.70 4.79E-3 -1.24 2.25E-13 
CATMA4OA31800R1 AT4G30150 0.69 8.58E-4 0.65 5.41E-4 0.21 1.00E+0 0.22 9.74E-1 0.02 1.00E+0 -0.02 1.00E+0 0.29 5.48E-1 
CATMA4OA31806R1 AT4G30170 -0.53 2.13E-2 -1.55 0.00E+0 0.57 2.37E-3 0.61 4.53E-3 0.12 1.00E+0 -0.92 1.53E-5 0.30 5.03E-1 
CATMA4OA31820F1 AT4G30190 0.54 1.65E-2 0.48 2.30E-2 0.62 7.02E-4 0.91 8.32E-7 0.12 1.00E+0 -0.02 1.00E+0 0.44 7.29E-2 
CATMA4OA31835R1 AT4G30210 -0.72 3.99E-4 -0.22 6.92E-1 0.00 1.00E+0 0.14 1.00E+0 -0.54 5.05E-3 0.08 1.00E+0 -0.17 1.00E+0 
CATMA4OA31885F1 AT4G30270 -1.60 0.00E+0 0.95 5.11E-8 -0.53 7.85E-3 0.08 1.00E+0 -0.19 1.00E+0 2.54 0.00E+0 0.23 8.26E-1 
CATMA4OF01747F1 AT4G30280 0.67 1.26E-3 -0.35 1.87E-1 0.47 2.58E-2 0.43 1.11E-1 0.40 8.47E-2 -0.60 3.76E-2 0.39 1.55E-1 
CATMA4OA31900F1 AT4G30290 -0.62 3.75E-3 -0.93 1.24E-7 0.16 1.00E+0 0.09 1.00E+0 0.35 2.09E-1 -0.04 1.00E+0 0.05 1.00E+0 
CATMA4OA31940R1 AT4G30320 -0.04 1.00E+0 -0.62 1.18E-3 0.02 1.00E+0 0.03 1.00E+0 0.47 2.49E-2 -0.51 1.68E-1 0.51 2.28E-2 
CATMA4OA31960R1 AT4G30350 0.79 7.57E-5 0.65 6.38E-4 -0.01 1.00E+0 0.23 9.38E-1 0.19 9.93E-1 0.07 1.00E+0 0.34 2.94E-1 
CATMA4OC42561R1 AT4G30420 1.85 0.00E+0 -0.66 4.70E-4 1.03 7.94E-11 0.01 1.00E+0 1.91 0.00E+0 -0.43 5.50E-1 0.91 3.14E-7 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA4OA32040F1 AT4G30430 0.09 1.00E+0 -0.22 6.77E-1 0.27 6.75E-1 -0.26 7.72E-1 0.61 7.70E-4 0.10 1.00E+0 0.18 1.00E+0 
CATMA4OA32050F1 AT4G30440 -0.57 9.84E-3 -0.88 6.57E-7 -0.03 1.00E+0 -0.33 4.26E-1 0.28 5.10E-1 -0.01 1.00E+0 -0.01 1.00E+0 
CATMA4OA32060F1 AT4G30450 0.60 5.86E-3 0.76 2.64E-5 0.26 6.89E-1 0.54 1.74E-2 0.08 1.00E+0 0.16 1.00E+0 0.35 2.63E-1 
CATMA4OA32080R1 AT4G30470 -1.30 8.91E-13 -0.94 7.01E-8 -0.11 1.00E+0 -0.13 1.00E+0 -0.31 3.32E-1 0.11 1.00E+0 -0.27 6.54E-1 
CATMA4ON90064F1 AT4G30490 -0.25 6.73E-1 -0.76 3.09E-5 0.15 1.00E+0 0.55 1.37E-2 0.80 2.15E-6 0.37 9.95E-1 1.17 6.79E-12 
CATMA4OA32140R1 AT4G30530 0.04 1.00E+0 1.03 2.24E-9 0.03 1.00E+0 0.27 6.99E-1 -0.69 8.33E-5 0.24 1.00E+0 -0.49 3.26E-2 
CATMA4ON100441R1 AT4G30610 -0.94 9.16E-7 -0.53 9.91E-3 -0.72 2.52E-5 0.31 5.35E-1 -0.28 5.16E-1 -0.26 1.00E+0 0.27 6.57E-1 
CATMA4OA32250R1 AT4G30640 0.75 2.15E-4 0.28 4.07E-1 0.14 1.00E+0 0.14 1.00E+0 0.40 9.37E-2 -0.06 1.00E+0 0.27 6.50E-1 
CATMA4OA32260R1 AT4G30650 -1.25 8.97E-12 -1.82 0.00E+0 -0.40 1.13E-1 -0.69 6.08E-4 0.26 6.05E-1 -0.41 6.36E-1 -0.08 1.00E+0 
CATMA4OA32270R1 AT4G30660 -0.15 1.00E+0 -0.93 1.35E-7 -0.23 8.75E-1 -0.65 1.64E-3 0.44 4.72E-2 -0.19 1.00E+0 0.15 1.00E+0 
CATMA4ON100442F1 AT4G30670 0.56 1.18E-2 -0.53 9.12E-3 0.36 2.19E-1 0.08 1.00E+0 0.74 1.50E-5 -0.38 9.13E-1 0.50 2.78E-2 
CATMA4OA32290F1 AT4G30680 0.65 1.97E-3 0.48 2.42E-2 0.30 4.57E-1 -0.05 1.00E+0 0.16 1.00E+0 -0.18 1.00E+0 0.05 1.00E+0 
CATMA4OA32300R1 AT4G30690 0.43 9.73E-2 -0.22 6.66E-1 -0.23 9.30E-1 -0.55 1.41E-2 0.62 5.88E-4 -0.10 1.00E+0 0.17 1.00E+0 
CATMA4ON90245F1 AT4G30740 -0.99 1.54E-7 -0.53 9.78E-3 0.26 6.76E-1 -0.33 4.18E-1 0.02 1.00E+0 0.00 1.00E+0 -0.42 9.75E-2 
CATMA4OA32400F1 AT4G30790 -0.65 1.92E-3 -0.27 4.76E-1 0.03 1.00E+0 -0.30 5.61E-1 -0.42 6.67E-2 0.05 1.00E+0 -0.72 1.60E-4 
CATMA4OA32420R1 AT4G30810 -0.88 5.38E-6 -1.06 6.81E-10 -0.14 1.00E+0 -0.45 8.97E-2 0.16 1.00E+0 0.10 1.00E+0 -0.16 1.00E+0 
CATMA4OA32450F1 AT4G30830 -0.65 1.84E-3 -1.13 4.46E-11 -0.23 8.71E-1 0.04 1.00E+0 0.47 2.36E-2 0.08 1.00E+0 0.53 1.42E-2 
CATMA4OA32480F1 AT4G30850 -0.32 3.81E-1 -0.63 1.07E-3 0.66 2.10E-4 -0.50 3.59E-2 0.08 1.00E+0 -0.07 1.00E+0 -0.85 2.26E-6 
CATMA4OA32560F1 AT4G30910 -0.59 6.86E-3 -0.11 1.00E+0 -0.15 1.00E+0 0.08 1.00E+0 -0.56 3.20E-3 0.00 1.00E+0 -0.26 7.00E-1 
CATMA4OA32630F1 AT4G30980 -0.21 8.39E-1 -1.22 7.17E-13 0.41 8.47E-2 -0.16 1.00E+0 0.60 1.10E-3 -0.44 4.65E-1 0.16 1.00E+0 
CATMA4OA32640R1 AT4G30991 0.72 4.30E-4 0.91 2.49E-7 0.27 6.60E-1 0.38 2.29E-1 -0.12 1.00E+0 -0.10 1.00E+0 0.16 1.00E+0 
CATMA4OA32680R1 AT4G31000 0.03 1.00E+0 0.56 5.24E-3 -0.15 1.00E+0 0.18 1.00E+0 -0.59 1.32E-3 0.18 1.00E+0 -0.14 1.00E+0 
CATMA4OA32710F1 AT4G31020 -0.72 4.39E-4 -1.22 5.11E-13 -0.79 2.18E-6 -1.10 7.29E-10 0.25 6.90E-1 -0.32 1.00E+0 -0.01 1.00E+0 
CATMA4OA32740R1 AT4G31060 0.62 3.43E-3 0.17 8.93E-1 -0.31 3.96E-1 -0.21 1.00E+0 0.11 1.00E+0 -0.07 1.00E+0 0.22 8.90E-1 
CATMA4OA32770R1 AT4G31100 0.62 3.50E-3 0.83 3.45E-6 -0.28 5.70E-1 0.42 1.43E-1 -0.17 1.00E+0 0.00 1.00E+0 0.58 4.94E-3 
CATMA4OA32800F1 AT4G31120 0.67 1.30E-3 0.37 1.37E-1 0.07 1.00E+0 -0.07 1.00E+0 0.15 1.00E+0 -0.16 1.00E+0 -0.01 1.00E+0 
CATMA4OA32920F1 AT4G31240 -0.70 6.34E-4 -0.22 7.06E-1 -0.21 1.00E+0 0.00 1.00E+0 -0.40 9.19E-2 0.24 1.00E+0 -0.23 8.62E-1 
CATMA4OA32930F1 AT4G31250 -0.37 2.22E-1 -2.64 0.00E+0 0.14 1.00E+0 -0.18 1.00E+0 1.61 0.00E+0 -0.96 4.15E-6 1.27 4.74E-14 
CATMA4OA32980R1 AT4G31290 -0.71 5.74E-4 -0.44 5.04E-2 -0.35 2.30E-1 -0.24 8.80E-1 -0.50 1.19E-2 -0.24 1.00E+0 -0.34 2.96E-1 
CATMA4OA33000F1 AT4G31320 0.27 5.73E-1 -1.43 0.00E+0 0.36 2.09E-1 -0.41 1.50E-1 1.27 0.00E+0 -0.57 6.71E-2 0.38 1.81E-1 
CATMA4OA33010R1 AT4G31330 2.66 0.00E+0 4.07 0.00E+0 -0.15 1.00E+0 2.99 0.00E+0 -1.80 0.00E+0 0.73 2.54E-3 1.65 0.00E+0 
CATMA4ON90384R1 AT4G31351 1.50 0.00E+0 1.52 0.00E+0 -1.00 2.60E-10 -0.43 1.22E-1 -0.06 1.00E+0 -0.16 1.00E+0 0.49 2.85E-2 
CATMA4ON90122R1 AT4G31354 1.34 1.90E-13 1.52 0.00E+0 -1.01 1.77E-10 -0.37 2.54E-1 -0.18 1.00E+0 -0.03 1.00E+0 0.47 4.68E-2 
CATMA4OA33066R1 AT4G31380 -2.11 0.00E+0 -0.76 2.70E-5 -0.45 3.88E-2 -0.79 3.76E-5 0.02 1.00E+0 1.44 0.00E+0 -0.30 5.02E-1 
CATMA4OA33100R1 AT4G31430 0.59 7.15E-3 0.29 3.60E-1 -0.10 1.00E+0 -0.22 9.97E-1 0.20 9.90E-1 -0.02 1.00E+0 0.06 1.00E+0 
CATMA4OA33123F1 AT4G31470 0.70 6.30E-4 -1.12 5.70E-11 0.48 2.33E-2 -0.39 1.99E-1 0.98 1.30E-9 -0.69 6.03E-3 0.27 6.15E-1 
CATMA4OA33145F1 AT4G31500 -0.65 1.93E-3 0.58 3.42E-3 -0.15 1.00E+0 0.01 1.00E+0 -1.30 0.00E+0 -0.04 1.00E+0 -1.16 9.72E-12 
CATMA4OA33150F1 AT4G31510 0.69 8.33E-4 0.66 5.05E-4 -0.13 1.00E+0 0.33 4.24E-1 0.03 1.00E+0 0.15 1.00E+0 0.39 1.69E-1 
CATMA4OA33190F1 AT4G31550 1.08 7.60E-9 1.07 4.07E-10 0.42 7.02E-2 0.30 5.73E-1 0.08 1.00E+0 0.20 1.00E+0 -0.09 1.00E+0 
CATMA4OA33260F1 AT4G31620 0.17 9.59E-1 0.02 1.00E+0 0.00 1.00E+0 0.73 2.06E-4 -0.06 1.00E+0 -0.15 1.00E+0 0.44 7.92E-2 
CATMA4OA33270F1 AT4G31630 -0.23 7.63E-1 -1.38 0.00E+0 -0.09 1.00E+0 -0.35 3.22E-1 0.13 1.00E+0 0.02 1.00E+0 -0.07 1.00E+0 
CATMA4ON94331R1 AT4G31650 -0.41 1.34E-1 -0.52 1.05E-2 -1.09 3.56E-12 -1.23 2.35E-12 0.06 1.00E+0 0.02 1.00E+0 -0.23 8.70E-1 
CATMA4OA33360R1 AT4G31710 -0.31 4.24E-1 -0.79 1.33E-5 0.22 9.87E-1 -0.10 1.00E+0 -0.08 1.00E+0 -0.40 7.64E-1 -0.63 1.41E-3 
CATMA4OA33370R1 AT4G31730 0.71 5.05E-4 1.33 0.00E+0 0.01 1.00E+0 0.33 4.19E-1 -0.20 9.47E-1 0.47 2.86E-1 0.12 1.00E+0 
CATMA4OA33440R1 AT4G31800 -0.18 9.32E-1 1.20 1.27E-12 0.89 4.83E-8 0.61 4.22E-3 -0.90 4.12E-8 0.43 5.01E-1 -1.12 6.43E-11 
CATMA4OA33530F1 AT4G31875 0.33 3.42E-1 -0.39 1.09E-1 -0.05 1.00E+0 -0.63 2.86E-3 0.50 1.39E-2 -0.22 1.00E+0 -0.06 1.00E+0 
CATMA4OM00104F1 AT4G31877 0.43 1.00E-1 0.18 8.77E-1 -0.09 1.00E+0 0.58 7.33E-3 0.24 7.46E-1 0.22 1.00E+0 0.96 5.53E-8 
CATMA4OA33585F1 AT4G31920 -0.49 3.88E-2 -0.80 1.03E-5 0.09 1.00E+0 -0.21 1.00E+0 0.12 1.00E+0 -0.08 1.00E+0 -0.16 1.00E+0 
CATMA4ON100455R1 AT4G31940 -4.49 0.00E+0 -3.79 0.00E+0 -0.20 1.00E+0 -0.27 7.22E-1 -1.62 0.00E+0 0.20 1.00E+0 -1.71 0.00E+0 
CATMA4ON90125R1 AT4G31950 -5.72 0.00E+0 0.00 1.00E+0 -1.07 1.06E-11 -0.46 7.86E-2 -5.18 0.00E+0 1.33 4.96E-12 -4.67 0.00E+0 
CATMA4OF03195R1 AT4G31970 -4.93 0.00E+0 2.51 0.00E+0 -1.14 2.57E-13 -0.50 4.03E-2 -5.51 0.00E+0 2.10 0.00E+0 -5.38 0.00E+0 
CATMA4OA33670F1 AT4G32000 -0.76 1.55E-4 -0.90 3.42E-7 -0.30 4.43E-1 -0.25 8.33E-1 0.19 1.00E+0 0.28 1.00E+0 0.02 1.00E+0 
CATMA4OA33730F1 AT4G32070 -0.70 5.86E-4 -0.34 2.14E-1 -0.10 1.00E+0 0.17 1.00E+0 -0.40 8.54E-2 0.16 1.00E+0 0.06 1.00E+0 
CATMA4OC42588F1 AT4G32080 -0.09 1.00E+0 -0.95 5.00E-8 -0.12 1.00E+0 -0.68 8.37E-4 0.82 8.55E-7 -0.05 1.00E+0 0.44 7.87E-2 
CATMA4OA34030R1 AT4G32300 -0.89 3.59E-6 -0.08 1.00E+0 -0.06 1.00E+0 -0.18 1.00E+0 -0.74 1.57E-5 0.11 1.00E+0 -0.79 2.03E-5 
CATMA4OA34150F1 AT4G32410 -0.44 8.45E-2 -0.86 1.31E-6 -0.44 4.91E-2 -0.34 3.68E-1 0.27 5.69E-1 -0.17 1.00E+0 0.26 7.15E-1 
CATMA4OA34200F1 AT4G32460 -0.40 1.45E-1 -0.69 2.23E-4 -0.22 9.42E-1 -0.53 2.15E-2 0.15 1.00E+0 -0.13 1.00E+0 0.14 1.00E+0 
CATMA4OA34220R1 AT4G32480 0.26 6.34E-1 -0.37 1.35E-1 -0.74 1.28E-5 -0.55 1.47E-2 0.69 7.04E-5 0.05 1.00E+0 0.91 3.63E-7 
CATMA4OA34386F1 AT4G32650 0.73 3.18E-4 0.49 2.15E-2 -0.32 3.79E-1 0.45 8.25E-2 0.45 3.68E-2 0.08 1.00E+0 1.17 6.55E-12 
CATMA4OA34420R1 AT4G32690 -2.26 0.00E+0 -2.12 0.00E+0 -0.15 1.00E+0 -0.38 2.27E-1 -0.23 7.99E-1 -0.01 1.00E+0 -0.47 4.08E-2 
CATMA4OA34450R1 AT4G32710 -0.04 1.00E+0 -1.19 2.44E-12 -0.13 1.00E+0 -0.46 7.32E-2 0.66 1.78E-4 -0.58 5.66E-2 0.22 9.22E-1 
CATMA4OA34500R1 AT4G32770 -1.05 1.81E-8 -1.19 2.25E-12 -0.66 2.04E-4 -0.84 9.48E-6 0.02 1.00E+0 0.11 1.00E+0 -0.31 4.47E-1 
CATMA4ON93520R1 AT4G32780 -0.38 1.96E-1 -0.65 6.76E-4 -0.06 1.00E+0 -0.67 1.05E-3 0.17 1.00E+0 -0.19 1.00E+0 -0.58 4.45E-3 
CATMA4OA34530R1 AT4G32800 -2.46 0.00E+0 -2.52 0.00E+0 -0.31 4.32E-1 -0.26 7.72E-1 0.08 1.00E+0 0.19 1.00E+0 -0.01 1.00E+0 
CATMA4OA34540R1 AT4G32810 -2.32 0.00E+0 -1.02 3.37E-9 -0.62 7.30E-4 -1.19 1.25E-11 -0.58 1.84E-3 0.90 2.95E-5 -0.94 1.14E-7 
CATMA4OA34570R1 AT4G32830 -0.58 8.57E-3 -0.66 4.71E-4 -0.05 1.00E+0 -0.40 1.91E-1 0.07 1.00E+0 0.04 1.00E+0 -0.26 6.86E-1 
CATMA4OA34610R1 AT4G32870 -0.83 2.38E-5 -0.23 6.40E-1 -0.20 1.00E+0 0.30 5.75E-1 -0.22 8.69E-1 0.38 9.50E-1 0.26 6.86E-1 
CATMA4OA34650R1 AT4G32910 0.62 4.08E-3 0.35 1.82E-1 -0.27 6.27E-1 -0.26 7.94E-1 0.28 4.87E-1 0.01 1.00E+0 0.30 4.73E-1 
CATMA4OC42602F1 AT4G32940 -1.93 0.00E+0 -1.85 0.00E+0 -0.75 9.27E-6 -1.37 0.00E+0 0.30 4.09E-1 0.17 1.00E+0 -0.25 7.31E-1 
CATMA4OA34700F1 AT4G32950 -3.73 0.00E+0 -2.93 0.00E+0 -1.13 3.40E-13 -0.90 1.04E-6 -0.86 1.99E-7 1.33 4.50E-12 -0.61 2.26E-3 
CATMA4OA34760F1 AT4G33010 -0.61 4.65E-3 -0.79 1.43E-5 -0.26 6.97E-1 -0.66 1.48E-3 0.26 6.16E-1 0.05 1.00E+0 -0.15 1.00E+0 
CATMA4OA34770F1 AT4G33020 -0.21 8.24E-1 -2.44 0.00E+0 0.19 1.00E+0 0.05 1.00E+0 2.23 0.00E+0 0.00 1.00E+0 1.97 0.00E+0 
CATMA4OA34775R1 AT4G33030 -0.81 4.39E-5 -0.60 2.05E-3 -0.25 7.62E-1 -0.11 1.00E+0 -0.21 9.29E-1 0.10 1.00E+0 0.06 1.00E+0 
CATMA4OA34780F1 AT4G33040 -3.48 0.00E+0 -3.59 0.00E+0 -0.53 7.91E-3 -2.60 0.00E+0 0.47 2.65E-2 0.21 1.00E+0 -1.56 0.00E+0 
CATMA4OA34790F1 AT4G33050 -1.27 3.83E-12 -0.38 1.31E-1 0.43 6.61E-2 0.00 1.00E+0 -1.25 0.00E+0 -0.36 1.00E+0 -1.60 0.00E+0 
CATMA4OA34810F1 AT4G33070 -1.91 0.00E+0 -1.89 0.00E+0 -1.46 0.00E+0 -1.90 0.00E+0 0.01 1.00E+0 0.09 1.00E+0 -0.49 2.95E-2 
CATMA4OF03201F1 AT4G33110 2.44 0.00E+0 -1.15 1.71E-11 0.81 1.29E-6 -0.39 2.14E-1 2.88 0.00E+0 -0.51 1.79E-1 1.73 0.00E+0 
CATMA4ON90335F1 AT4G33120 2.67 0.00E+0 -1.05 1.08E-9 0.77 5.59E-6 -0.40 1.78E-1 2.92 0.00E+0 -0.53 1.16E-1 1.81 0.00E+0 
CATMA4OA34905F1 AT4G33150 -1.07 1.13E-8 0.51 1.47E-2 -0.82 9.27E-7 0.46 7.47E-2 0.20 9.69E-1 2.13 0.00E+0 1.50 0.00E+0 
CATMA4OA34970R1 AT4G33220 -1.34 2.00E-13 1.10 1.35E-10 -1.33 0.00E+0 -0.14 1.00E+0 -1.57 0.00E+0 1.05 2.33E-7 -0.14 1.00E+0 
CATMA4OA35003F1 AT4G33260 -0.84 1.68E-5 -0.73 6.36E-5 -0.11 1.00E+0 -0.14 1.00E+0 -0.13 1.00E+0 0.02 1.00E+0 -0.10 1.00E+0 
CATMA4OA35030F1 AT4G33300 -0.71 5.05E-4 -0.21 7.17E-1 0.14 1.00E+0 0.11 1.00E+0 -0.66 2.21E-4 -0.08 1.00E+0 -0.71 1.84E-4 
CATMA4OA35050F1 AT4G33330 -0.56 1.16E-2 -1.17 5.61E-12 0.21 1.00E+0 0.04 1.00E+0 0.34 2.51E-1 -0.12 1.00E+0 0.00 1.00E+0 
CATMA4ON90275F1 AT4G33360 -0.34 2.99E-1 -0.86 1.55E-6 0.02 1.00E+0 0.12 1.00E+0 0.22 8.29E-1 -0.20 1.00E+0 0.32 3.87E-1 
CATMA4OA35140R1 AT4G33420 0.67 1.45E-3 1.21 1.21E-12 0.38 1.44E-1 0.49 4.24E-2 -0.38 1.30E-1 0.28 1.00E+0 -0.26 6.69E-1 
CATMA4OA35170F1 AT4G33450 -2.01 0.00E+0 -0.24 5.98E-1 -1.40 0.00E+0 -0.39 2.03E-1 -1.32 0.00E+0 0.85 1.23E-4 -0.31 4.16E-1 
CATMA4ON90084F1 AT4G33467 -0.26 6.14E-1 0.64 7.87E-4 0.06 1.00E+0 0.38 2.46E-1 0.03 1.00E+0 1.11 2.87E-8 0.51 2.06E-2 
CATMA4OA35220F1 AT4G33490 -0.53 1.99E-2 -0.74 4.79E-5 -0.12 1.00E+0 -0.50 4.06E-2 0.30 3.86E-1 0.09 1.00E+0 -0.22 8.81E-1 
CATMA4OA35280R1 AT4G33550 -2.22 0.00E+0 -0.21 7.55E-1 -0.68 9.27E-5 0.62 3.24E-3 -1.62 0.00E+0 0.49 2.19E-1 -0.19 1.00E+0 
CATMA4OA35290R1 AT4G33560 -2.78 0.00E+0 -2.34 0.00E+0 -1.12 7.33E-13 -1.71 0.00E+0 0.06 1.00E+0 0.11 1.00E+0 -0.74 7.29E-5 
CATMA4OC42606F1 AT4G33590 -0.12 1.00E+0 -1.06 8.32E-10 -0.33 3.04E-1 -0.19 1.00E+0 0.33 2.87E-1 -0.72 2.70E-3 0.48 3.69E-2 
CATMA4OF01764R1 AT4G33610 -0.38 1.87E-1 -0.29 3.71E-1 0.54 5.09E-3 -0.70 4.90E-4 0.07 1.00E+0 0.02 1.00E+0 -0.78 2.51E-5 
CATMA4OA35370R1 AT4G33620 0.07 1.00E+0 0.10 1.00E+0 -0.16 1.00E+0 0.11 1.00E+0 0.12 1.00E+0 0.18 1.00E+0 0.65 1.01E-3 
CATMA4OC42608F1 AT4G33660 -1.36 7.17E-14 -1.25 1.49E-13 -0.19 1.00E+0 -0.66 1.24E-3 0.23 7.88E-1 0.42 5.57E-1 -0.31 4.43E-1 
CATMA4OA35420R1 AT4G33666 -1.66 0.00E+0 -1.06 9.07E-10 -0.16 1.00E+0 0.47 6.08E-2 -0.57 2.42E-3 0.29 1.00E+0 0.06 1.00E+0 
CATMA4OD03202R1 AT4G33710 -2.83 0.00E+0 0.29 3.67E-1 -0.87 1.01E-7 0.93 4.67E-7 -3.17 0.00E+0 -0.89 3.24E-5 -2.88 0.00E+0 
CATMA4ON100474R1 AT4G33720 -2.53 0.00E+0 -2.43 0.00E+0 -1.34 0.00E+0 0.36 3.12E-1 -0.89 5.90E-8 -0.47 3.24E-1 0.95 6.65E-8 
CATMA4OA35490R1 AT4G33730 -0.45 7.49E-2 -2.18 0.00E+0 -0.10 1.00E+0 -0.41 1.61E-1 1.35 0.00E+0 -0.30 1.00E+0 1.09 2.43E-10 
CATMA4OA35530F1 AT4G33770 1.12 1.77E-9 0.71 1.11E-4 -0.35 2.24E-1 0.23 9.59E-1 0.35 2.16E-1 0.03 1.00E+0 0.95 7.79E-8 
CATMA4OA35550F1 AT4G33790 0.78 9.68E-5 -2.03 0.00E+0 0.30 4.70E-1 -0.43 1.26E-1 1.48 0.00E+0 -1.26 9.60E-11 0.85 2.20E-6 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA4ON94339F1 AT4G33810 0.42 1.15E-1 -0.09 1.00E+0 0.12 1.00E+0 0.40 1.86E-1 0.03 1.00E+0 -0.61 3.00E-2 0.23 8.28E-1 
CATMA4ON90057F1 AT4G33820 -0.50 3.24E-2 -0.30 3.49E-1 0.76 7.29E-6 -0.57 9.51E-3 -0.02 1.00E+0 0.07 1.00E+0 -1.04 2.28E-9 
CATMA4OA35660F1 AT4G33880 -0.17 9.66E-1 -0.65 6.30E-4 0.22 9.79E-1 -0.23 9.42E-1 0.07 1.00E+0 -0.13 1.00E+0 -0.01 1.00E+0 
CATMA4OA35730R1 AT4G33925 -1.02 6.16E-8 -0.41 8.72E-2 0.12 1.00E+0 -0.10 1.00E+0 -0.66 2.13E-4 0.21 1.00E+0 -0.87 1.17E-6 
CATMA4OA35770R1 AT4G33950 0.66 1.53E-3 0.37 1.52E-1 -0.32 3.74E-1 -0.40 1.89E-1 0.52 7.31E-3 0.26 1.00E+0 0.45 6.47E-2 
CATMA4OA35780R1 AT4G33960 0.90 2.82E-6 1.68 0.00E+0 0.01 1.00E+0 0.80 3.02E-5 -0.68 1.05E-4 0.21 1.00E+0 0.09 1.00E+0 
CATMA4OA35825R1 AT4G34000 0.06 1.00E+0 -0.21 7.14E-1 -0.63 4.68E-4 -0.38 2.23E-1 0.23 7.79E-1 0.07 1.00E+0 0.44 7.31E-2 
CATMA4OA35830F1 AT4G34020 0.63 3.09E-3 0.72 1.07E-4 -0.09 1.00E+0 0.26 7.57E-1 0.10 1.00E+0 0.25 1.00E+0 0.43 9.04E-2 
CATMA4OA35845R1 AT4G34050 -0.93 1.33E-6 -0.86 1.44E-6 0.28 5.49E-1 -0.09 1.00E+0 0.01 1.00E+0 0.00 1.00E+0 -0.29 5.12E-1 
CATMA4ON90203F1 AT4G34131 -1.44 0.00E+0 -0.81 7.10E-6 -0.31 4.16E-1 -0.75 1.19E-4 0.46 3.05E-2 1.20 1.01E-9 0.10 1.00E+0 
CATMA4OD01770F1 AT4G34135 -2.27 0.00E+0 -2.73 0.00E+0 0.34 2.82E-1 -0.35 3.49E-1 0.44 4.39E-2 0.13 1.00E+0 -0.11 1.00E+0 
CATMA4OA35950F1 AT4G34138 -1.63 0.00E+0 0.24 6.06E-1 -0.74 1.50E-5 0.11 1.00E+0 -1.01 3.25E-10 1.05 2.82E-7 0.10 1.00E+0 
CATMA4OA35980R1 AT4G34150 -0.38 1.84E-1 -0.39 1.15E-1 0.36 2.19E-1 -0.04 1.00E+0 -0.34 2.29E-1 -0.41 6.82E-1 -0.75 6.22E-5 
CATMA4OA35985R1 AT4G34160 -0.98 2.45E-7 -0.34 2.07E-1 0.14 1.00E+0 0.20 1.00E+0 -0.18 1.00E+0 0.01 1.00E+0 -0.18 1.00E+0 
CATMA4OA36000F1 AT4G34180 -1.23 2.42E-11 -0.21 7.22E-1 -0.17 1.00E+0 -0.01 1.00E+0 -0.91 2.41E-8 0.18 1.00E+0 -0.74 8.03E-5 
CATMA4OC42615F1 AT4G34230 -0.75 2.10E-4 -0.13 1.00E+0 -0.06 1.00E+0 -0.22 9.96E-1 -0.51 1.03E-2 0.13 1.00E+0 -0.57 5.81E-3 
CATMA4OA36060R1 AT4G34240 1.62 0.00E+0 1.23 4.84E-13 -0.16 1.00E+0 0.35 3.46E-1 0.07 1.00E+0 0.00 1.00E+0 0.73 1.11E-4 
CATMA4OA36070R1 AT4G34250 -0.95 6.52E-7 1.02 4.61E-9 -1.37 0.00E+0 -0.37 2.56E-1 -1.22 0.00E+0 0.88 4.95E-5 -0.17 1.00E+0 
CATMA4OA36080R1 AT4G34260 -0.16 1.00E+0 -0.80 8.38E-6 -0.12 1.00E+0 -0.59 6.36E-3 0.48 1.80E-2 -0.27 1.00E+0 0.04 1.00E+0 
CATMA4ON94344R1 AT4G34300 0.29 5.03E-1 2.42 0.00E+0 -0.52 8.53E-3 -0.03 1.00E+0 -0.67 1.74E-4 0.05 1.00E+0 0.06 1.00E+0 
CATMA4OA36150R1 AT4G34320 0.37 2.29E-1 -0.46 3.33E-2 0.11 1.00E+0 0.01 1.00E+0 0.61 8.18E-4 -0.27 1.00E+0 0.45 5.97E-2 
CATMA4OA36210R1 AT4G34380 0.54 1.78E-2 -0.77 2.10E-5 0.91 1.78E-8 0.74 1.57E-4 1.24 0.00E+0 -0.09 1.00E+0 1.24 2.25E-13 
CATMA4OA36240R1 AT4G34410 0.04 1.00E+0 -0.65 6.21E-4 -0.15 1.00E+0 -0.27 7.29E-1 0.86 1.82E-7 -0.22 1.00E+0 0.88 9.52E-7 
CATMA4OA36260R1 AT4G34420 1.21 4.47E-11 -0.13 1.00E+0 1.62 0.00E+0 1.56 0.00E+0 0.92 1.73E-8 -0.36 1.00E+0 0.91 3.17E-7 
CATMA4ON100486R1 AT4G34600 0.12 1.00E+0 0.75 4.57E-5 -0.23 8.94E-1 0.16 1.00E+0 -0.26 6.00E-1 0.38 9.40E-1 0.11 1.00E+0 
CATMA4OA36470F1 AT4G34630 -0.71 5.53E-4 -0.08 1.00E+0 0.03 1.00E+0 0.12 1.00E+0 -0.76 9.46E-6 -0.03 1.00E+0 -0.60 2.75E-3 
CATMA4ON94349R1 AT4G34650 0.80 4.69E-5 0.14 9.95E-1 0.07 1.00E+0 -0.07 1.00E+0 0.31 3.48E-1 -0.14 1.00E+0 0.29 5.21E-1 
CATMA4OA36503F1 AT4G34710 -0.57 9.43E-3 0.20 8.01E-1 -0.15 1.00E+0 0.16 1.00E+0 -0.64 3.72E-4 0.10 1.00E+0 -0.28 5.69E-1 
CATMA4OC42624R1 AT4G34800 1.19 1.12E-10 1.39 0.00E+0 0.84 4.15E-7 1.10 6.75E-10 -0.14 1.00E+0 -0.01 1.00E+0 0.07 1.00E+0 
CATMA4OC42625R1 AT4G34810 0.80 4.81E-5 0.07 1.00E+0 0.29 5.07E-1 0.02 1.00E+0 0.52 7.75E-3 -0.25 1.00E+0 0.08 1.00E+0 
CATMA4ON90135R2 AT4G34881 0.28 5.49E-1 -0.13 1.00E+0 -0.27 6.63E-1 0.10 1.00E+0 0.54 5.43E-3 0.09 1.00E+0 0.90 3.84E-7 
CATMA4ON90222F1 AT4G34900 -0.59 7.54E-3 -0.58 3.07E-3 -0.36 2.23E-1 -0.43 1.24E-1 -0.09 1.00E+0 0.00 1.00E+0 -0.17 1.00E+0 
CATMA4OA36720R1 AT4G34930 0.64 2.73E-3 0.56 5.13E-3 0.46 3.14E-2 0.61 4.65E-3 0.13 1.00E+0 0.13 1.00E+0 0.13 1.00E+0 
CATMA4OA36740F1 AT4G34950 -0.20 8.57E-1 -0.90 3.14E-7 -0.01 1.00E+0 0.82 1.56E-5 1.07 2.44E-11 0.13 1.00E+0 1.66 0.00E+0 
CATMA4OA36750R1 AT4G34970 1.98 0.00E+0 1.46 0.00E+0 0.13 1.00E+0 0.36 2.90E-1 0.35 2.02E-1 -0.12 1.00E+0 0.56 7.16E-3 
CATMA4OA36760F1 AT4G34980 -0.55 1.44E-2 -0.78 1.55E-5 -0.14 1.00E+0 -0.46 7.03E-2 0.05 1.00E+0 -0.14 1.00E+0 -0.24 8.13E-1 
CATMA4OA36770F1 AT4G34990 -0.66 1.79E-3 -0.39 1.14E-1 0.18 1.00E+0 -0.05 1.00E+0 -0.01 1.00E+0 0.24 1.00E+0 -0.23 8.71E-1 
CATMA4OC42629F1 AT4G35010 -0.46 6.99E-2 -0.57 3.90E-3 -0.44 5.00E-2 -0.07 1.00E+0 0.12 1.00E+0 0.01 1.00E+0 0.61 2.42E-3 
CATMA4OC42630R1 AT4G35030 0.72 3.64E-4 -0.15 9.82E-1 0.36 2.21E-1 0.18 1.00E+0 0.63 4.62E-4 -0.23 1.00E+0 0.69 3.64E-4 
CATMA4OA36790R1 AT4G35040 0.69 8.04E-4 0.49 1.93E-2 0.12 1.00E+0 0.57 9.86E-3 0.45 3.98E-2 0.15 1.00E+0 0.90 4.31E-7 
CATMA4OA36800F1 AT4G35060 0.75 1.72E-4 -0.37 1.39E-1 0.33 2.99E-1 -0.39 2.21E-1 1.01 2.89E-10 -0.09 1.00E+0 0.41 1.28E-1 
CATMA4OA36810R1 AT4G35070 -1.38 3.16E-14 -0.30 3.45E-1 0.17 1.00E+0 0.28 6.96E-1 -1.18 8.98E-14 0.14 1.00E+0 -0.72 1.47E-4 
CATMA4OA36827R1 AT4G35100 0.52 2.42E-2 -0.52 1.26E-2 0.25 7.58E-1 -0.15 1.00E+0 0.81 1.61E-6 -0.38 8.93E-1 0.44 7.53E-2 
CATMA4OA36830F1 AT4G35110 -0.38 2.00E-1 0.04 1.00E+0 0.01 1.00E+0 0.21 1.00E+0 -0.80 1.85E-6 -0.19 1.00E+0 -0.51 2.22E-2 
CATMA4ON94350F1 AT4G35150 -2.73 0.00E+0 -1.79 0.00E+0 -0.59 1.73E-3 -0.05 1.00E+0 -0.87 1.63E-7 0.13 1.00E+0 -0.11 1.00E+0 
CATMA4OA36890F1 AT4G35160 -1.75 0.00E+0 -1.48 0.00E+0 -0.35 2.35E-1 -0.02 1.00E+0 -0.58 1.86E-3 0.05 1.00E+0 -0.21 9.28E-1 
CATMA4OA36910F1 AT4G35180 -0.98 2.36E-7 -0.62 1.31E-3 0.42 7.73E-2 0.05 1.00E+0 0.14 1.00E+0 -0.09 1.00E+0 -0.39 1.62E-1 
CATMA4OA36920R1 AT4G35190 -3.35 0.00E+0 -3.17 0.00E+0 0.23 8.74E-1 -2.60 0.00E+0 -0.20 9.71E-1 0.46 3.52E-1 -2.92 0.00E+0 
CATMA4OA36990F1 AT4G35270 -1.15 5.88E-10 -1.01 5.31E-9 -0.57 2.78E-3 -0.56 1.27E-2 -0.19 1.00E+0 -0.04 1.00E+0 -0.14 1.00E+0 
CATMA4OA37040F1 AT4G35320 -0.82 3.16E-5 -0.87 8.54E-7 -0.02 1.00E+0 -0.61 4.26E-3 0.47 2.23E-2 -0.28 1.00E+0 -0.05 1.00E+0 
CATMA4OA37055R1 AT4G35350 0.16 1.00E+0 -0.65 5.70E-4 0.70 4.78E-5 0.54 1.71E-2 0.31 3.64E-1 -0.59 4.63E-2 0.09 1.00E+0 
CATMA4OA37110F1 AT4G35420 -1.71 0.00E+0 -1.36 0.00E+0 1.05 2.69E-11 -1.03 9.50E-9 -0.31 3.55E-1 0.18 1.00E+0 -2.19 0.00E+0 
CATMA4OA37145F1 AT4G35480 -0.86 8.66E-6 -0.60 2.14E-3 -0.07 1.00E+0 -0.63 2.66E-3 -0.05 1.00E+0 0.08 1.00E+0 -0.58 5.30E-3 
CATMA4OA37263R1 AT4G35620 -0.87 6.96E-6 -0.59 2.67E-3 -0.11 1.00E+0 -0.19 1.00E+0 -0.27 5.74E-1 -0.16 1.00E+0 -0.28 5.70E-1 
CATMA4OC42634R1 AT4G35630 -0.77 1.10E-4 -0.20 7.72E-1 0.26 6.82E-1 0.13 1.00E+0 -0.40 9.82E-2 0.07 1.00E+0 -0.64 1.21E-3 
CATMA4OA37270F1 AT4G35640 0.66 1.67E-3 1.37 0.00E+0 -0.07 1.00E+0 0.75 1.16E-4 -0.06 1.00E+0 0.58 5.37E-2 0.63 1.42E-3 
CATMA4OA37300R1 AT4G35660 -0.92 1.65E-6 -0.44 5.34E-2 0.15 1.00E+0 -0.22 9.93E-1 -0.65 2.49E-4 -0.13 1.00E+0 -0.89 5.41E-7 
CATMA4OA37340R1 AT4G35690 0.57 1.06E-2 1.94 0.00E+0 -0.03 1.00E+0 -0.48 5.19E-2 0.12 1.00E+0 0.42 5.82E-1 -0.39 1.49E-1 
CATMA4OA37370R1 AT4G35720 -1.57 0.00E+0 -0.88 6.82E-7 -0.63 4.50E-4 -0.31 5.20E-1 -0.55 4.43E-3 -0.31 1.00E+0 0.09 1.00E+0 
CATMA4OA37380R1 AT4G35730 -0.94 7.98E-7 -0.82 4.65E-6 -0.10 1.00E+0 -0.28 6.61E-1 -0.22 8.51E-1 -0.02 1.00E+0 -0.32 3.78E-1 
CATMA4ON100497R1 AT4G35770 -0.18 9.33E-1 1.44 0.00E+0 0.31 3.95E-1 0.91 8.29E-7 0.12 1.00E+0 1.64 0.00E+0 0.72 1.53E-4 
CATMA4OC42843R1 AT4G35783 -0.92 1.43E-6 -0.54 7.11E-3 -0.19 1.00E+0 -0.50 3.53E-2 0.08 1.00E+0 0.07 1.00E+0 -0.32 3.76E-1 
CATMA4OA37435F1 AT4G35790 -0.75 1.74E-4 -0.62 1.44E-3 -0.68 1.05E-4 -0.59 6.83E-3 0.18 1.00E+0 -0.06 1.00E+0 0.10 1.00E+0 
CATMA4OA37540R1 AT4G35900 -0.48 5.01E-2 -0.34 2.05E-1 -0.24 8.12E-1 -0.61 3.99E-3 -0.41 8.35E-2 0.00 1.00E+0 -0.75 5.86E-5 
CATMA4OA37570F1 AT4G35920 0.71 5.62E-4 0.27 4.76E-1 0.01 1.00E+0 -0.02 1.00E+0 0.26 6.00E-1 -0.10 1.00E+0 0.34 3.04E-1 
CATMA4OA37600R1 AT4G35970 -0.52 2.48E-2 -0.89 4.82E-7 -0.10 1.00E+0 -0.66 1.39E-3 0.35 1.94E-1 -0.01 1.00E+0 -0.15 1.00E+0 
CATMA4OA37620F1 AT4G35985 -0.41 1.35E-1 -0.76 2.71E-5 -0.16 1.00E+0 -0.41 1.53E-1 -0.08 1.00E+0 -0.36 1.00E+0 -0.33 3.58E-1 
CATMA4ON100500F1 AT4G36000 0.83 2.16E-5 1.03 2.83E-9 -0.38 1.60E-1 0.52 2.71E-2 -0.07 1.00E+0 0.10 1.00E+0 1.08 3.85E-10 
CATMA4OA37660F1 AT4G36010 -1.68 0.00E+0 -1.12 5.55E-11 0.36 1.92E-1 1.05 4.66E-9 -0.44 4.76E-2 -0.02 1.00E+0 0.38 1.96E-1 
CATMA4OA37680F1 AT4G36030 -0.72 4.51E-4 -0.23 6.31E-1 0.15 1.00E+0 0.28 6.62E-1 -0.72 3.29E-5 -0.17 1.00E+0 -0.83 5.28E-6 
CATMA4OA37690F1 AT4G36040 -0.13 1.00E+0 0.62 1.41E-3 -0.33 3.01E-1 0.60 4.78E-3 -0.54 5.40E-3 0.16 1.00E+0 0.42 1.06E-1 
CATMA4OA37700F1 AT4G36050 -0.68 9.71E-4 -0.90 3.45E-7 -0.31 3.98E-1 -0.24 8.72E-1 0.26 6.31E-1 -0.03 1.00E+0 0.37 2.13E-1 
CATMA4OA37710R1 AT4G36060 0.15 1.00E+0 -0.04 1.00E+0 0.17 1.00E+0 0.42 1.41E-1 0.62 7.04E-4 0.34 1.00E+0 0.84 4.06E-6 
CATMA4OA37770R1 AT4G36110 -1.41 0.00E+0 0.18 8.66E-1 -0.10 1.00E+0 0.37 2.54E-1 -1.53 0.00E+0 -0.10 1.00E+0 -0.99 1.51E-8 
CATMA4ON100505F1 AT4G36140 0.60 5.69E-3 0.72 1.10E-4 0.01 1.00E+0 0.07 1.00E+0 -0.17 1.00E+0 -0.01 1.00E+0 -0.17 1.00E+0 
CATMA4OA37873F1 AT4G36220 0.13 1.00E+0 -1.13 3.28E-11 0.11 1.00E+0 0.14 1.00E+0 1.23 0.00E+0 0.09 1.00E+0 1.31 1.62E-14 
CATMA4OA37900R1 AT4G36250 -0.90 2.95E-6 0.63 9.74E-4 -1.28 0.00E+0 -0.47 6.65E-2 -0.68 1.12E-4 0.81 2.88E-4 0.21 9.76E-1 
CATMA4OA37910F1 AT4G36260 -0.76 1.34E-4 -0.01 1.00E+0 -0.39 1.31E-1 -0.22 1.00E+0 -0.26 5.83E-1 0.50 1.85E-1 -0.03 1.00E+0 
CATMA4OA37973F1 AT4G36360 -0.71 4.79E-4 -1.36 0.00E+0 -0.52 9.54E-3 -0.69 6.40E-4 0.11 1.00E+0 -0.51 1.58E-1 -0.05 1.00E+0 
CATMA4OA37990R1 AT4G36400 -0.02 1.00E+0 0.00 1.00E+0 0.02 1.00E+0 0.58 8.94E-3 0.02 1.00E+0 -0.13 1.00E+0 0.67 5.77E-4 
CATMA4OA37995R1 AT4G36410 -0.88 5.57E-6 -1.06 8.11E-10 -0.23 8.68E-1 -0.18 1.00E+0 0.16 1.00E+0 0.05 1.00E+0 0.25 7.26E-1 
CATMA4OA38005F1 AT4G36430 -1.90 0.00E+0 0.50 1.58E-2 0.71 4.29E-5 0.26 7.96E-1 -1.47 0.00E+0 1.10 4.91E-8 -1.75 0.00E+0 
CATMA4ON94358F1 AT4G36450 0.51 2.87E-2 0.79 1.30E-5 0.04 1.00E+0 0.46 7.27E-2 -0.04 1.00E+0 0.44 4.48E-1 0.45 6.73E-2 
CATMA4OA38060F1 AT4G36500 -0.50 3.50E-2 -0.13 1.00E+0 0.11 1.00E+0 -0.30 5.49E-1 -0.24 7.24E-1 0.14 1.00E+0 -0.64 1.21E-3 
CATMA4OC42652F1 AT4G36515 -0.43 1.04E-1 -0.60 2.27E-3 0.03 1.00E+0 0.09 1.00E+0 0.14 1.00E+0 -0.06 1.00E+0 0.27 6.14E-1 
CATMA4OA38080F1 AT4G36520 -1.24 1.47E-11 -1.52 0.00E+0 -0.45 4.43E-2 -0.79 3.73E-5 0.19 1.00E+0 -0.08 1.00E+0 -0.23 8.52E-1 
CATMA4OA38100R1 AT4G36540 0.39 1.80E-1 -0.23 6.50E-1 0.34 2.76E-1 0.69 6.03E-4 0.07 1.00E+0 -0.19 1.00E+0 0.47 4.30E-2 
CATMA4OA38120R1 AT4G36580 0.84 1.99E-5 0.91 2.56E-7 0.24 8.27E-1 0.06 1.00E+0 -0.03 1.00E+0 -0.14 1.00E+0 -0.28 5.58E-1 
CATMA4OA38150F1 AT4G36610 -1.65 0.00E+0 -1.32 0.00E+0 1.51 0.00E+0 -2.47 0.00E+0 -0.06 1.00E+0 0.28 1.00E+0 -3.99 0.00E+0 
CATMA4OA38260F1 AT4G36700 2.60 0.00E+0 1.87 0.00E+0 0.06 1.00E+0 0.10 1.00E+0 -0.31 3.32E-1 0.39 8.38E-1 -0.12 1.00E+0 
CATMA4ON100511F1 AT4G36730 0.83 2.62E-5 0.60 1.97E-3 0.01 1.00E+0 0.00 1.00E+0 0.23 7.86E-1 0.00 1.00E+0 0.27 6.29E-1 
CATMA4OA38300F1 AT4G36740 -0.59 6.70E-3 -0.43 5.99E-2 -0.10 1.00E+0 -0.41 1.50E-1 0.19 1.00E+0 0.19 1.00E+0 -0.19 1.00E+0 
CATMA4OA38340F1 AT4G36780 0.79 6.71E-5 0.27 4.68E-1 0.01 1.00E+0 -0.30 5.71E-1 0.41 7.97E-2 0.00 1.00E+0 0.16 1.00E+0 
CATMA4OA38390R1 AT4G36820 -0.13 1.00E+0 0.66 4.44E-4 -0.26 6.98E-1 0.28 6.84E-1 -0.46 3.07E-2 0.62 2.60E-2 0.00 1.00E+0 
CATMA4OA38400R1 AT4G36830 -1.70 0.00E+0 -0.49 2.19E-2 -0.62 6.48E-4 -0.89 1.48E-6 -0.94 7.74E-9 0.28 1.00E+0 -1.00 8.64E-9 
CATMA4OA38440F1 AT4G36850 1.52 0.00E+0 1.77 0.00E+0 -0.29 5.42E-1 0.37 2.57E-1 -0.33 2.79E-1 0.83 1.86E-4 0.60 3.16E-3 
CATMA4OA38465R1 AT4G36870 -1.43 0.00E+0 -1.21 9.24E-13 -0.20 1.00E+0 -0.07 1.00E+0 -0.30 4.05E-1 0.29 1.00E+0 -0.06 1.00E+0 
CATMA4OA38495R1 AT4G36920 0.87 7.26E-6 0.33 2.45E-1 0.00 1.00E+0 -0.61 4.67E-3 0.57 2.21E-3 -0.01 1.00E+0 0.20 9.80E-1 
CATMA4OA38550F1 AT4G36970 -1.29 1.61E-12 -1.10 1.30E-10 -0.26 7.04E-1 -0.21 1.00E+0 -0.02 1.00E+0 0.04 1.00E+0 -0.02 1.00E+0 
CATMA4OA38590R1 AT4G37010 0.28 5.27E-1 0.00 1.00E+0 0.04 1.00E+0 0.33 4.15E-1 0.27 5.68E-1 0.04 1.00E+0 0.69 3.26E-4 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA4OA38610R1 AT4G37030 -1.34 1.51E-13 -0.09 1.00E+0 0.18 1.00E+0 0.16 1.00E+0 -1.15 3.02E-13 -0.07 1.00E+0 -1.33 0.00E+0 
CATMA4OA38630F1 AT4G37050 -0.75 2.10E-4 0.36 1.55E-1 -0.18 1.00E+0 0.32 4.46E-1 -0.62 6.00E-4 0.54 9.58E-2 -0.03 1.00E+0 
CATMA4ON94362F1 AT4G37060 0.28 5.49E-1 1.76 0.00E+0 0.06 1.00E+0 1.41 0.00E+0 -1.60 0.00E+0 -0.16 1.00E+0 -0.35 2.60E-1 
CATMA4OF03207F1 AT4G37070 -0.14 1.00E+0 0.54 7.42E-3 -0.16 1.00E+0 0.81 2.09E-5 -0.58 1.66E-3 -0.06 1.00E+0 0.45 6.52E-2 
CATMA4OA38660R1 AT4G37080 0.88 4.87E-6 0.25 5.30E-1 -0.06 1.00E+0 -0.23 9.66E-1 0.39 1.10E-1 -0.19 1.00E+0 0.20 1.00E+0 
CATMA4OC42669F1 AT4G37150 -1.37 5.19E-14 -0.47 2.84E-2 -1.04 3.99E-11 -0.02 1.00E+0 -0.26 6.37E-1 0.62 2.54E-2 0.86 1.78E-6 
CATMA4OA38740F1 AT4G37160 0.81 3.78E-5 -2.34 0.00E+0 0.77 5.32E-6 -0.33 4.18E-1 1.99 0.00E+0 -1.11 3.25E-8 1.04 2.28E-9 
CATMA4OA38755R1 AT4G37180 2.09 0.00E+0 2.94 0.00E+0 -0.56 3.43E-3 0.96 1.24E-7 -0.42 6.76E-2 0.46 3.34E-1 1.10 1.84E-10 
CATMA4OC42670R1 AT4G37190 0.87 8.16E-6 0.84 2.71E-6 -0.24 8.44E-1 0.17 1.00E+0 0.00 1.00E+0 -0.10 1.00E+0 0.43 8.23E-2 
CATMA4OA38790R1 AT4G37220 0.79 6.63E-5 -0.05 1.00E+0 0.01 1.00E+0 -0.79 4.41E-5 1.62 0.00E+0 0.99 1.72E-6 0.86 1.93E-6 
CATMA4OA38810R1 AT4G37235 0.15 1.00E+0 -1.94 0.00E+0 0.40 1.10E-1 -1.08 1.22E-9 1.75 0.00E+0 -0.59 4.47E-2 0.25 7.24E-1 
CATMA4OA38820R1 AT4G37240 -0.10 1.00E+0 -1.45 0.00E+0 -0.37 1.67E-1 -0.74 1.67E-4 1.36 0.00E+0 -0.37 1.00E+0 0.95 8.12E-8 
CATMA4OA38860F1 AT4G37290 -1.65 0.00E+0 0.13 1.00E+0 0.52 9.52E-3 -0.04 1.00E+0 -1.54 0.00E+0 0.06 1.00E+0 -2.13 0.00E+0 
CATMA4OA38870R1 AT4G37295 0.38 1.82E-1 1.05 9.42E-10 1.06 1.93E-11 0.19 1.00E+0 -0.46 3.00E-2 0.63 1.85E-2 -1.11 1.01E-10 
CATMA4OA38880R1 AT4G37300 0.81 4.41E-5 1.09 2.08E-10 0.22 9.55E-1 0.49 4.40E-2 -0.06 1.00E+0 0.39 8.43E-1 0.12 1.00E+0 
CATMA4OA38890F1 AT4G37310 -1.09 4.74E-9 -0.09 1.00E+0 -0.72 2.67E-5 0.24 8.97E-1 -1.16 2.04E-13 -0.21 1.00E+0 -0.30 5.03E-1 
CATMA4OA38900F1 AT4G37320 -1.18 1.82E-10 -1.25 1.30E-13 -0.28 5.52E-1 -0.08 1.00E+0 -0.16 1.00E+0 0.09 1.00E+0 0.01 1.00E+0 
CATMA4OC42674F1 AT4G37370 -1.33 2.97E-13 1.35 0.00E+0 0.50 1.37E-2 0.24 8.94E-1 -1.83 0.00E+0 0.60 3.55E-2 -2.23 0.00E+0 
CATMA4OA38960R1 AT4G37390 -1.29 1.76E-12 -0.17 8.93E-1 0.19 1.00E+0 -0.11 1.00E+0 -1.38 0.00E+0 -0.22 1.00E+0 -1.63 0.00E+0 
CATMA4ON90271R1 AT4G37410 -1.39 1.10E-14 -0.93 1.27E-7 -0.08 1.00E+0 0.03 1.00E+0 -0.33 2.75E-1 0.21 1.00E+0 -0.24 7.78E-1 
CATMA4ON99109R1 AT4G37430 -0.05 1.00E+0 1.86 0.00E+0 1.39 0.00E+0 1.63 0.00E+0 -1.73 0.00E+0 0.19 1.00E+0 -1.45 0.00E+0 
CATMA4OA39010F1 AT4G37445 -0.30 4.37E-1 -0.72 1.08E-4 -0.02 1.00E+0 -0.77 8.29E-5 0.54 4.91E-3 0.26 1.00E+0 -0.21 9.63E-1 
CATMA4OA39050F1 AT4G37470 -0.09 1.00E+0 -0.43 5.65E-2 -0.20 1.00E+0 -0.60 5.13E-3 0.31 3.39E-1 -0.08 1.00E+0 -0.06 1.00E+0 
CATMA4ON90090R1 AT4G37500 -0.57 1.02E-2 -0.41 7.67E-2 0.55 4.44E-3 -0.54 1.72E-2 0.03 1.00E+0 0.07 1.00E+0 -1.05 1.35E-9 
CATMA4OA39085R1 AT4G37520 -2.54 0.00E+0 -1.02 4.43E-9 -0.79 2.09E-6 -0.24 9.08E-1 -1.50 0.00E+0 0.19 1.00E+0 -0.94 9.10E-8 
CATMA4OA39090R1 AT4G37530 -1.79 0.00E+0 -1.63 0.00E+0 -0.16 1.00E+0 -0.50 4.15E-2 -0.57 2.26E-3 -0.18 1.00E+0 -0.84 3.67E-6 
CATMA4OA39100F1 AT4G37540 2.88 0.00E+0 3.22 0.00E+0 1.51 0.00E+0 2.35 0.00E+0 -0.48 2.01E-2 0.07 1.00E+0 0.43 8.12E-2 
CATMA4OC42677R1 AT4G37550 0.96 5.23E-7 1.23 4.01E-13 -0.02 1.00E+0 0.74 1.82E-4 -0.26 6.20E-1 -0.11 1.00E+0 0.43 8.67E-2 
CATMA4ON100520R1 AT4G37580 2.02 0.00E+0 2.10 0.00E+0 0.78 3.99E-6 1.41 0.00E+0 0.14 1.00E+0 0.04 1.00E+0 0.60 3.39E-3 
CATMA4OA39140F1 AT4G37610 -0.43 1.04E-1 0.28 4.06E-1 0.14 1.00E+0 0.81 2.54E-5 -0.52 8.94E-3 0.09 1.00E+0 0.12 1.00E+0 
CATMA4OC42678F1 AT4G37640 -0.78 9.50E-5 -0.70 1.63E-4 0.14 1.00E+0 -0.01 1.00E+0 -0.24 7.35E-1 -0.16 1.00E+0 -0.46 5.24E-2 
CATMA4ON90325F1 AT4G37670 -0.58 8.99E-3 -0.01 1.00E+0 0.95 3.80E-9 0.35 3.19E-1 -0.67 1.56E-4 -0.10 1.00E+0 -1.15 1.83E-11 
CATMA4OC42681R1 AT4G37690 -0.57 1.03E-2 -1.16 1.19E-11 -0.53 7.85E-3 -1.09 1.06E-9 0.66 2.15E-4 0.18 1.00E+0 0.06 1.00E+0 
CATMA4OA39220F1 AT4G37700 -0.02 1.00E+0 -2.63 0.00E+0 0.32 3.45E-1 -1.56 0.00E+0 2.66 0.00E+0 0.12 1.00E+0 1.20 1.91E-12 
CATMA4OA39230R1 AT4G37710 -0.75 2.16E-4 -0.09 1.00E+0 -0.20 1.00E+0 -0.22 1.00E+0 -0.35 2.01E-1 0.55 8.91E-2 -0.23 8.48E-1 
CATMA4OA39250R1 AT4G37730 -1.30 9.18E-13 -0.63 9.89E-4 -0.30 4.67E-1 -0.08 1.00E+0 -0.34 2.32E-1 0.42 6.07E-1 -0.15 1.00E+0 
CATMA4OA39265R1 AT4G37750 -1.10 4.02E-9 -0.87 1.04E-6 -0.27 6.59E-1 -0.45 8.39E-2 -0.13 1.00E+0 0.06 1.00E+0 -0.31 4.50E-1 
CATMA4OA39290F1 AT4G37780 -0.45 7.32E-2 0.36 1.69E-1 0.65 2.69E-4 0.18 1.00E+0 -0.55 4.06E-3 0.20 1.00E+0 -1.13 4.06E-11 
CATMA4OA39295R1 AT4G37790 -1.04 2.79E-8 -0.34 2.19E-1 0.34 2.60E-1 0.14 1.00E+0 -0.37 1.40E-1 0.54 9.88E-2 -0.58 4.49E-3 
CATMA4OA39300F1 AT4G37800 -2.81 0.00E+0 -2.77 0.00E+0 -1.10 2.02E-12 -1.89 0.00E+0 -0.39 1.02E-1 -0.16 1.00E+0 -1.26 1.08E-13 
CATMA4OA39350F1 AT4G37850 0.03 1.00E+0 -0.23 6.39E-1 -0.20 1.00E+0 0.14 1.00E+0 0.83 5.75E-7 0.83 1.86E-4 0.95 7.45E-8 
CATMA4OA39380F1 AT4G37870 0.18 9.39E-1 1.18 4.77E-12 -1.13 4.62E-13 0.12 1.00E+0 -0.93 1.51E-8 0.05 1.00E+0 0.32 3.66E-1 
CATMA4OA39410F1 AT4G37900 -0.50 3.33E-2 0.16 9.42E-1 0.13 1.00E+0 0.16 1.00E+0 -0.45 3.38E-2 -0.13 1.00E+0 -0.65 8.27E-4 
CATMA4OA39430F1 AT4G37920 0.54 1.62E-2 0.61 1.79E-3 0.05 1.00E+0 0.04 1.00E+0 0.05 1.00E+0 0.16 1.00E+0 0.16 1.00E+0 
CATMA4OA39445F1 AT4G37930 0.02 1.00E+0 -0.25 5.25E-1 -0.44 4.79E-2 -0.33 4.23E-1 0.43 4.97E-2 0.24 1.00E+0 0.63 1.37E-3 
CATMA4OC42684F1 AT4G37940 0.43 9.67E-2 0.86 1.44E-6 0.05 1.00E+0 0.21 1.00E+0 -0.17 1.00E+0 0.26 1.00E+0 -0.04 1.00E+0 
CATMA4OA39470R1 AT4G37950 -0.35 2.65E-1 -1.36 0.00E+0 0.10 1.00E+0 -0.80 3.06E-5 1.08 1.30E-11 -0.14 1.00E+0 0.16 1.00E+0 
CATMA4OA39550F1 AT4G38050 -0.71 5.75E-4 -0.39 1.16E-1 -0.18 1.00E+0 -0.20 1.00E+0 -0.18 1.00E+0 -0.10 1.00E+0 -0.09 1.00E+0 
CATMA4OA39560F1 AT4G38060 -0.62 3.94E-3 0.59 2.38E-3 -0.58 1.94E-3 -0.08 1.00E+0 -0.79 2.82E-6 0.36 1.00E+0 -0.29 5.26E-1 
CATMA4OA39600R1 AT4G38080 -0.93 1.12E-6 -0.77 2.26E-5 1.54 0.00E+0 -1.98 0.00E+0 -0.06 1.00E+0 0.15 1.00E+0 -2.83 0.00E+0 
CATMA4OA39660F1 AT4G38140 0.33 3.38E-1 1.02 4.27E-9 0.36 1.96E-1 0.15 1.00E+0 -0.89 6.34E-8 -0.05 1.00E+0 -0.91 3.53E-7 
CATMA4OA39680R1 AT4G38160 1.02 6.92E-8 0.76 2.89E-5 0.25 7.92E-1 0.25 8.51E-1 0.24 7.36E-1 -0.09 1.00E+0 0.10 1.00E+0 
CATMA4ON94368R1 AT4G38310 -0.45 7.15E-2 -0.70 1.74E-4 -0.16 1.00E+0 -0.55 1.44E-2 0.32 3.05E-1 0.15 1.00E+0 -0.13 1.00E+0 
CATMA4OA39910R1 AT4G38390 1.39 1.10E-14 0.43 5.48E-2 0.54 6.10E-3 0.27 7.35E-1 0.69 9.31E-5 -0.22 1.00E+0 0.62 1.68E-3 
CATMA4OA39920F1 AT4G38400 -1.12 1.37E-9 -1.50 0.00E+0 -0.14 1.00E+0 -0.67 1.03E-3 0.58 2.02E-3 0.11 1.00E+0 0.18 1.00E+0 
CATMA4OA39930R1 AT4G38410 -1.48 0.00E+0 -0.40 9.65E-2 -0.89 3.66E-8 -0.59 6.18E-3 -0.74 1.67E-5 0.39 7.99E-1 -0.52 1.73E-2 
CATMA4OA39940R1 AT4G38420 -1.32 3.54E-13 0.24 5.77E-1 -0.27 6.71E-1 0.51 3.08E-2 -1.76 0.00E+0 0.22 1.00E+0 -0.93 1.26E-7 
CATMA4OA39960R1 AT4G38440 0.61 4.87E-3 0.30 3.41E-1 -0.15 1.00E+0 -0.01 1.00E+0 0.19 1.00E+0 -0.08 1.00E+0 0.32 3.84E-1 
CATMA4OA39970R1 AT4G38470 2.01 0.00E+0 2.18 0.00E+0 0.18 1.00E+0 1.31 4.16E-14 0.04 1.00E+0 -0.01 1.00E+0 1.13 5.24E-11 
CATMA4OA40036R1 AT4G38540 -0.80 5.42E-5 -0.07 1.00E+0 -0.08 1.00E+0 -0.04 1.00E+0 -0.53 7.17E-3 0.28 1.00E+0 -0.39 1.66E-1 
CATMA4OA40050R1 AT4G38560 -1.25 8.55E-12 -0.13 1.00E+0 0.96 2.08E-9 -0.11 1.00E+0 -1.16 2.60E-13 -0.52 1.46E-1 -2.34 0.00E+0 
CATMA4OA40092R1 AT4G38620 -0.66 1.64E-3 -0.55 6.19E-3 0.25 7.99E-1 -0.19 1.00E+0 0.17 1.00E+0 0.35 1.00E+0 -0.23 8.53E-1 
CATMA4OA40175F1 AT4G38740 -0.91 2.44E-6 -0.52 1.05E-2 -0.42 8.09E-2 -0.06 1.00E+0 -0.33 2.78E-1 0.13 1.00E+0 -0.01 1.00E+0 
CATMA4OA40195F1 AT4G38770 -2.34 0.00E+0 -1.82 0.00E+0 -0.95 3.04E-9 -0.96 1.24E-7 -0.23 7.83E-1 0.32 1.00E+0 -0.18 1.00E+0 
CATMA4OA40230F1 AT4G38810 0.82 2.80E-5 0.80 8.43E-6 -0.10 1.00E+0 0.55 1.37E-2 0.08 1.00E+0 0.09 1.00E+0 0.82 6.72E-6 
CATMA4OA40260R1 AT4G38830 -0.38 1.83E-1 -0.73 7.84E-5 0.04 1.00E+0 0.10 1.00E+0 0.12 1.00E+0 -0.14 1.00E+0 0.43 8.29E-2 
CATMA4OA40390F1 AT4G38950 0.26 6.31E-1 -0.72 1.02E-4 0.58 2.11E-3 0.32 4.76E-1 0.91 2.86E-8 0.03 1.00E+0 0.64 1.15E-3 
CATMA4OA40400R1 AT4G38960 0.79 6.24E-5 0.88 7.88E-7 -0.02 1.00E+0 0.19 1.00E+0 -0.09 1.00E+0 0.26 1.00E+0 0.33 3.48E-1 
CATMA4OA40450F1 AT4G39000 -0.28 5.31E-1 -1.48 0.00E+0 0.14 1.00E+0 -1.05 5.41E-9 1.13 1.18E-12 -0.01 1.00E+0 0.01 1.00E+0 
CATMA4OA40500R1 AT4G39030 -1.65 0.00E+0 -0.78 1.90E-5 0.71 4.07E-5 0.08 1.00E+0 -1.10 4.79E-12 -0.05 1.00E+0 -1.44 0.00E+0 
CATMA4OA40560F1 AT4G39070 0.60 6.08E-3 0.39 1.12E-1 0.21 1.00E+0 -0.14 1.00E+0 0.21 9.23E-1 0.13 1.00E+0 -0.13 1.00E+0 
CATMA4OA40625F1 AT4G39190 -1.14 8.25E-10 -0.18 8.64E-1 -0.32 3.72E-1 0.04 1.00E+0 -0.85 3.31E-7 0.24 1.00E+0 -0.51 2.22E-2 
CATMA4OA40640R1 AT4G39210 -1.16 2.78E-10 -0.64 7.15E-4 -0.60 1.26E-3 -0.51 3.19E-2 -0.70 5.35E-5 -0.01 1.00E+0 -0.44 6.99E-2 
CATMA4OA40650F1 AT4G39230 -0.37 2.10E-1 0.20 7.71E-1 0.43 5.92E-2 0.13 1.00E+0 -0.33 2.75E-1 0.26 1.00E+0 -0.65 8.42E-4 
CATMA4OA40660R1 AT4G39235 0.58 8.51E-3 0.79 1.24E-5 -0.01 1.00E+0 -0.38 2.30E-1 -0.10 1.00E+0 0.39 8.30E-1 -0.29 5.53E-1 
CATMA4OA40730R1 AT4G39320 -0.07 1.00E+0 -0.66 4.39E-4 0.53 7.27E-3 -0.06 1.00E+0 0.39 1.02E-1 -0.03 1.00E+0 0.00 1.00E+0 
CATMA4OA40735R1 AT4G39330 -1.82 0.00E+0 0.89 4.98E-7 -0.86 1.72E-7 -0.24 9.08E-1 -1.64 0.00E+0 0.89 3.57E-5 -1.01 7.62E-9 
CATMA4OA40743R1 AT4G39350 -0.35 2.70E-1 -0.82 4.91E-6 -0.30 4.52E-1 -0.29 6.20E-1 0.18 1.00E+0 -0.25 1.00E+0 0.16 1.00E+0 
CATMA4OA40810F1 AT4G39410 -0.41 1.28E-1 -0.66 4.96E-4 0.22 9.76E-1 -0.14 1.00E+0 0.09 1.00E+0 -0.03 1.00E+0 -0.10 1.00E+0 
CATMA4OA40840F1 AT4G39460 -0.60 5.19E-3 -0.63 1.10E-3 -0.56 3.22E-3 -0.71 3.95E-4 -0.12 1.00E+0 0.04 1.00E+0 -0.17 1.00E+0 
CATMA4OA40890F1 AT4G39510 1.49 0.00E+0 2.28 0.00E+0 0.18 1.00E+0 0.66 1.30E-3 -0.37 1.53E-1 0.51 1.81E-1 0.02 1.00E+0 
CATMA4ON94372F1 AT4G39580 -2.19 0.00E+0 0.50 1.55E-2 -0.27 6.55E-1 -0.01 1.00E+0 -2.40 0.00E+0 0.19 1.00E+0 -2.15 0.00E+0 
CATMA4OA41005R1 AT4G39640 -1.02 6.75E-8 -1.23 3.65E-13 0.01 1.00E+0 -0.05 1.00E+0 -0.20 9.44E-1 -0.43 4.87E-1 -0.25 7.42E-1 
CATMA4OA41020R1 AT4G39670 0.01 1.00E+0 1.18 3.47E-12 0.67 1.65E-4 1.17 3.16E-11 -1.36 0.00E+0 -0.04 1.00E+0 -0.81 1.03E-5 
CATMA4OA41030R1 AT4G39675 2.10 0.00E+0 2.37 0.00E+0 0.37 1.84E-1 1.59 0.00E+0 0.11 1.00E+0 0.16 1.00E+0 1.33 0.00E+0 
CATMA4OA41060R1 AT4G39700 1.07 1.13E-8 0.59 2.37E-3 0.42 7.83E-2 0.92 5.56E-7 0.24 7.39E-1 -0.04 1.00E+0 0.99 1.39E-8 
CATMA4OA41070F1 AT4G39720 -1.95 0.00E+0 -0.83 3.43E-6 0.00 1.00E+0 -0.52 2.71E-2 -0.71 4.55E-5 0.40 7.60E-1 -1.22 5.57E-13 
CATMA4OA41090F1 AT4G39740 0.86 9.30E-6 0.53 8.78E-3 0.81 1.01E-6 0.50 3.80E-2 0.43 5.25E-2 0.09 1.00E+0 0.00 1.00E+0 
CATMA4OC42710F1 AT4G39770 -0.42 1.24E-1 -0.19 8.06E-1 0.41 8.79E-2 0.28 6.60E-1 0.44 4.42E-2 0.73 2.34E-3 0.30 4.97E-1 
CATMA4OA41170F1 AT4G39780 1.12 1.64E-9 1.03 2.28E-9 0.12 1.00E+0 0.84 8.55E-6 0.24 7.05E-1 0.20 1.00E+0 0.98 2.54E-8 
CATMA4OA41190R1 AT4G39795 -3.55 0.00E+0 -3.95 0.00E+0 -1.11 1.54E-12 -2.81 0.00E+0 1.07 1.77E-11 0.55 9.15E-2 -0.92 1.83E-7 
CATMA4OA41195F1 AT4G39800 -0.37 2.06E-1 -1.90 0.00E+0 -0.34 2.62E-1 -1.26 5.71E-13 1.13 1.10E-12 -0.50 1.91E-1 0.16 1.00E+0 
CATMA4OA41220R1 AT4G39830 -2.01 0.00E+0 0.19 8.39E-1 -0.22 9.57E-1 0.55 1.60E-2 -2.59 0.00E+0 -0.29 1.00E+0 -1.96 0.00E+0 
CATMA4OA41230R1 AT4G39840 -0.67 1.39E-3 -0.63 1.03E-3 0.13 1.00E+0 -0.20 1.00E+0 -0.02 1.00E+0 0.02 1.00E+0 -0.33 3.56E-1 
CATMA4OA41335R1 AT4G39940 -0.70 5.93E-4 1.10 1.54E-10 0.05 1.00E+0 0.04 1.00E+0 -1.64 0.00E+0 0.24 1.00E+0 -1.51 0.00E+0 
CATMA4OA41340R1 AT4G39950 -1.88 0.00E+0 0.50 1.66E-2 -0.16 1.00E+0 0.15 1.00E+0 -2.41 0.00E+0 -0.03 1.00E+0 -2.12 0.00E+0 
CATMA4OA41393R1 AT4G39980 -0.49 4.13E-2 -0.10 1.00E+0 0.30 4.40E-1 0.64 2.04E-3 -0.52 7.36E-3 -0.06 1.00E+0 -0.09 1.00E+0 
CATMA4OA41420F1 AT4G40010 1.39 1.10E-14 0.08 1.00E+0 0.27 6.68E-1 0.12 1.00E+0 1.12 1.56E-12 0.00 1.00E+0 1.01 7.01E-9 
CATMA4OA41430F1 AT4G40020 -2.11 0.00E+0 0.38 1.28E-1 -0.50 1.40E-2 0.11 1.00E+0 -2.21 0.00E+0 0.40 7.19E-1 -1.88 0.00E+0 
CATMA4ON100548F1 AT4G40060 1.11 2.62E-9 0.67 3.86E-4 -0.25 7.45E-1 -0.43 1.20E-1 0.46 3.22E-2 0.04 1.00E+0 0.27 6.26E-1 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA4OA41500R1 AT4G40070 1.13 1.07E-9 0.17 9.15E-1 -0.18 1.00E+0 -0.28 6.78E-1 0.75 1.29E-5 -0.31 1.00E+0 0.47 4.54E-2 
CATMA4ON99112R1 AT4G40080 0.80 5.31E-5 0.85 1.57E-6 0.10 1.00E+0 0.05 1.00E+0 -0.33 2.70E-1 -0.01 1.00E+0 -0.25 7.56E-1 
CATMA4ON100549F1 AT4G40090 -0.19 9.23E-1 -2.46 0.00E+0 0.54 5.85E-3 -0.06 1.00E+0 1.61 0.00E+0 -1.28 3.56E-11 1.08 4.74E-10 
CATMA5OF03214F1 AT5G01040 0.29 5.10E-1 -0.45 4.13E-2 0.03 1.00E+0 -0.01 1.00E+0 0.58 2.08E-3 -0.15 1.00E+0 0.64 1.13E-3 
CATMA5OC64004F1 AT5G01050 0.77 1.02E-4 -0.46 3.50E-2 0.12 1.00E+0 0.00 1.00E+0 0.93 1.47E-8 -0.07 1.00E+0 0.71 1.78E-4 
CATMA5OA00080R1 AT5G01060 -0.16 9.88E-1 -0.41 7.80E-2 0.10 1.00E+0 0.35 3.47E-1 0.26 6.00E-1 0.06 1.00E+0 0.59 3.75E-3 
CATMA5OA00100F1 AT5G01075 -0.79 6.94E-5 -0.54 8.44E-3 -0.64 4.15E-4 -0.67 1.12E-3 -0.05 1.00E+0 0.32 1.00E+0 -0.19 1.00E+0 
CATMA5OA00130F1 AT5G01100 -0.62 4.10E-3 -0.59 2.53E-3 0.27 6.48E-1 -0.30 5.56E-1 -0.16 1.00E+0 -0.07 1.00E+0 -0.83 5.13E-6 
CATMA5OA00210F1 AT5G01180 -0.36 2.46E-1 -0.55 6.84E-3 0.55 4.71E-3 -0.25 8.50E-1 0.23 7.60E-1 0.19 1.00E+0 -0.66 6.23E-4 
CATMA5ON99008R1 AT5G01210 0.86 8.88E-6 0.80 8.10E-6 0.58 1.95E-3 0.79 4.26E-5 -0.24 7.04E-1 0.02 1.00E+0 -0.10 1.00E+0 
CATMA5OA00250F1 AT5G01220 0.05 1.00E+0 -1.21 1.12E-12 -0.34 2.83E-1 -0.69 5.95E-4 0.57 2.40E-3 -0.67 9.13E-3 0.39 1.55E-1 
CATMA5OA00260R1 AT5G01225 -3.44 0.00E+0 -0.40 8.84E-2 0.74 1.41E-5 -0.28 6.96E-1 -3.35 0.00E+0 -0.31 1.00E+0 -4.26 0.00E+0 
CATMA5OA00300F1 AT5G01270 0.60 5.40E-3 0.64 7.15E-4 -0.11 1.00E+0 0.17 1.00E+0 -0.14 1.00E+0 -0.29 1.00E+0 0.06 1.00E+0 
CATMA5OA00320F1 AT5G01280 -0.62 3.86E-3 -1.41 0.00E+0 0.02 1.00E+0 0.20 1.00E+0 0.51 9.74E-3 -0.20 1.00E+0 0.49 2.85E-2 
CATMA5OC64010F1 AT5G01320 1.14 8.17E-10 1.18 4.34E-12 0.31 3.87E-1 0.05 1.00E+0 0.14 1.00E+0 0.14 1.00E+0 -0.20 1.00E+0 
CATMA5OC64011F1 AT5G01330 0.22 7.80E-1 -2.13 0.00E+0 0.78 3.69E-6 -0.65 1.56E-3 1.71 0.00E+0 -0.88 4.76E-5 0.72 1.28E-4 
CATMA5OA00410F1 AT5G01340 0.60 5.51E-3 0.63 9.95E-4 0.98 8.18E-10 0.94 2.81E-7 -0.01 1.00E+0 0.08 1.00E+0 0.05 1.00E+0 
CATMA5OA00430F1 AT5G01360 -0.26 6.19E-1 -0.83 3.53E-6 0.39 1.32E-1 -0.18 1.00E+0 0.30 3.74E-1 -0.32 1.00E+0 -0.19 1.00E+0 
CATMA5OA00450F1 AT5G01380 -0.09 1.00E+0 0.69 2.05E-4 -0.31 4.11E-1 0.32 4.83E-1 -0.18 1.00E+0 0.68 7.42E-3 0.21 9.71E-1 
CATMA5OA00550R1 AT5G01490 -0.84 1.55E-5 -0.66 4.89E-4 0.32 3.71E-1 0.05 1.00E+0 -0.52 8.78E-3 -0.49 2.26E-1 -0.74 8.64E-5 
CATMA5OA00560R1 AT5G01500 -0.39 1.70E-1 0.70 1.87E-4 0.21 1.00E+0 -0.06 1.00E+0 -1.07 1.99E-11 -0.03 1.00E+0 -1.19 2.36E-12 
CATMA5OA00580R1 AT5G01520 -0.12 1.00E+0 -0.68 2.48E-4 -0.50 1.41E-2 -0.39 2.07E-1 0.51 1.05E-2 -0.05 1.00E+0 0.64 1.23E-3 
CATMA5OA00590R1 AT5G01530 0.83 2.47E-5 0.56 4.62E-3 -0.20 1.00E+0 -0.26 7.95E-1 0.33 2.85E-1 0.12 1.00E+0 0.24 7.88E-1 
CATMA5OA00600F1 AT5G01540 -1.96 0.00E+0 0.07 1.00E+0 0.77 4.46E-6 0.44 1.02E-1 -2.63 0.00E+0 -0.40 7.77E-1 -2.78 0.00E+0 
CATMA5ON93828F1 AT5G01550 -2.69 0.00E+0 -0.06 1.00E+0 0.83 4.58E-7 0.20 1.00E+0 -3.07 0.00E+0 0.25 1.00E+0 -3.22 0.00E+0 
CATMA5OA00655F1 AT5G01600 -3.17 0.00E+0 -2.71 0.00E+0 -0.59 1.54E-3 -0.85 7.54E-6 0.01 1.00E+0 0.87 6.50E-5 -0.29 5.44E-1 
CATMA5OA00660R1 AT5G01610 -0.11 1.00E+0 -0.76 2.77E-5 -0.12 1.00E+0 -0.26 7.97E-1 0.61 7.90E-4 -0.07 1.00E+0 0.43 9.03E-2 
CATMA5OC64017F1 AT5G01640 -1.84 0.00E+0 -1.56 0.00E+0 0.23 8.78E-1 -0.50 4.06E-2 -1.15 3.86E-13 -0.79 6.15E-4 -1.64 0.00E+0 
CATMA5OA00710R1 AT5G01670 1.97 0.00E+0 1.74 0.00E+0 -0.40 1.05E-1 -0.22 9.76E-1 0.12 1.00E+0 -0.02 1.00E+0 0.28 5.71E-1 
CATMA5OA00750F1 AT5G01700 0.19 8.98E-1 -0.98 2.03E-8 0.15 1.00E+0 -0.04 1.00E+0 0.95 5.79E-9 -0.18 1.00E+0 1.00 1.02E-8 
CATMA5ON91770F1 AT5G01720 0.25 6.45E-1 -0.03 1.00E+0 -0.12 1.00E+0 -0.73 2.29E-4 0.16 1.00E+0 -0.03 1.00E+0 -0.56 8.16E-3 
CATMA5OA00780F1 AT5G01730 0.32 3.56E-1 0.19 8.24E-1 0.63 4.87E-4 -0.07 1.00E+0 0.11 1.00E+0 -0.08 1.00E+0 -0.72 1.28E-4 
CATMA5OA00790R1 AT5G01740 3.99 0.00E+0 4.51 0.00E+0 1.23 0.00E+0 1.79 0.00E+0 0.14 1.00E+0 0.38 8.98E-1 0.79 1.92E-5 
CATMA5ON91566R1 AT5G01750 0.89 4.59E-6 0.63 8.99E-4 -0.14 1.00E+0 -0.11 1.00E+0 0.16 1.00E+0 -0.08 1.00E+0 0.25 7.49E-1 
CATMA5ON99196F1 AT5G01770 -0.50 3.57E-2 -0.03 1.00E+0 -0.52 1.02E-2 -0.66 1.36E-3 -0.36 1.78E-1 -0.15 1.00E+0 -0.55 1.02E-2 
CATMA5ON99197F1 AT5G01780 -0.84 1.89E-5 -0.65 6.71E-4 -0.18 1.00E+0 -0.40 1.72E-1 -0.02 1.00E+0 0.15 1.00E+0 -0.15 1.00E+0 
CATMA5OA00850F1 AT5G01790 -0.85 1.38E-5 -0.66 5.11E-4 -0.01 1.00E+0 -0.54 1.86E-2 -0.23 7.97E-1 -0.07 1.00E+0 -0.47 4.33E-2 
CATMA5OA00870F1 AT5G01820 -1.47 0.00E+0 -1.12 5.79E-11 -0.10 1.00E+0 -0.32 4.42E-1 -0.14 1.00E+0 0.30 1.00E+0 -0.31 4.30E-1 
CATMA5OA00890R1 AT5G01840 0.91 2.15E-6 0.71 1.14E-4 0.72 2.61E-5 0.00 1.00E+0 0.11 1.00E+0 -0.17 1.00E+0 -0.33 3.44E-1 
CATMA5OA00930R1 AT5G01870 -0.81 4.51E-5 1.15 1.66E-11 -1.03 8.31E-11 -0.03 1.00E+0 -1.17 1.18E-13 0.81 2.87E-4 -0.17 1.00E+0 
CATMA5OA00940R1 AT5G01880 -0.78 9.32E-5 -0.62 1.36E-3 -0.51 1.05E-2 -0.72 2.69E-4 0.16 1.00E+0 0.26 1.00E+0 0.12 1.00E+0 
CATMA5OA00960F1 AT5G01890 -0.43 1.08E-1 -0.62 1.42E-3 0.20 1.00E+0 -0.23 9.41E-1 0.03 1.00E+0 0.11 1.00E+0 -0.44 7.74E-2 
CATMA5OA00970F1 AT5G01900 -1.00 1.29E-7 -1.09 2.54E-10 1.60 0.00E+0 2.08 0.00E+0 -0.51 1.11E-2 -0.01 1.00E+0 0.09 1.00E+0 
CATMA5ON91643F1 AT5G01930 0.33 3.34E-1 -0.68 2.52E-4 0.87 1.16E-7 0.41 1.66E-1 0.38 1.30E-1 -0.59 4.67E-2 0.10 1.00E+0 
CATMA5OA01080F1 AT5G02000 -1.02 6.11E-8 -2.58 0.00E+0 -0.22 9.50E-1 -1.65 0.00E+0 1.47 0.00E+0 -0.08 1.00E+0 0.41 1.17E-1 
CATMA5OC64020F1 AT5G02020 0.72 3.73E-4 0.76 3.02E-5 -0.17 1.00E+0 0.41 1.49E-1 0.04 1.00E+0 0.07 1.00E+0 0.72 1.26E-4 
CATMA5OA01170F1 AT5G02090 0.48 4.85E-2 0.02 1.00E+0 -0.22 9.78E-1 0.03 1.00E+0 0.39 1.01E-1 0.09 1.00E+0 0.72 1.29E-4 
CATMA5OA01260R1 AT5G02190 -0.09 1.00E+0 1.07 5.39E-10 -0.60 1.32E-3 -0.30 5.46E-1 -0.25 6.72E-1 -0.05 1.00E+0 0.08 1.00E+0 
CATMA5OA01270R1 AT5G02200 0.34 3.11E-1 -0.35 1.99E-1 -0.80 1.93E-6 -0.89 1.94E-6 0.72 3.18E-5 0.09 1.00E+0 0.59 4.19E-3 
CATMA5OA01300R1 AT5G02230 -1.75 0.00E+0 -1.50 0.00E+0 -0.11 1.00E+0 -0.87 2.87E-6 0.09 1.00E+0 0.24 1.00E+0 -0.79 1.65E-5 
CATMA5OA01340R1 AT5G02260 0.03 1.00E+0 -1.34 0.00E+0 0.20 1.00E+0 -0.22 9.87E-1 0.73 1.92E-5 -0.54 1.13E-1 0.33 3.59E-1 
CATMA5OA01350F1 AT5G02270 -0.20 8.57E-1 -0.85 2.11E-6 0.01 1.00E+0 -0.53 2.23E-2 0.50 1.21E-2 -0.06 1.00E+0 -0.02 1.00E+0 
CATMA5ON91915F1 AT5G02330 0.62 3.64E-3 0.12 1.00E+0 0.14 1.00E+0 0.28 6.51E-1 0.47 2.49E-2 -0.11 1.00E+0 0.82 7.84E-6 
CATMA5ON93832F1 AT5G02350 1.64 0.00E+0 0.42 7.31E-2 0.70 6.55E-5 0.89 1.58E-6 0.80 2.36E-6 -0.30 1.00E+0 1.14 3.03E-11 
CATMA5ON91494F2 AT5G02360 1.40 1.10E-14 0.12 1.00E+0 0.11 1.00E+0 0.14 1.00E+0 0.91 3.37E-8 -0.26 1.00E+0 0.85 2.46E-6 
CATMA5OA01440R1 AT5G02370 -0.17 9.61E-1 -0.79 1.17E-5 -0.28 6.00E-1 -0.18 1.00E+0 0.51 1.02E-2 0.13 1.00E+0 0.50 2.72E-2 
CATMA5ON91499F1 AT5G02380 -1.17 1.89E-10 -0.17 9.11E-1 -0.88 7.40E-8 -0.81 1.99E-5 -0.40 8.71E-2 0.62 2.55E-2 -0.35 2.84E-1 
CATMA5OA01470R1 AT5G02400 0.85 1.14E-5 0.90 3.56E-7 -0.03 1.00E+0 0.66 1.30E-3 -0.23 7.96E-1 -0.05 1.00E+0 0.55 8.89E-3 
CATMA5OA01500R1 AT5G02420 -0.25 6.48E-1 -0.88 5.95E-7 -0.30 4.82E-1 -0.46 7.50E-2 0.33 2.59E-1 -0.44 4.75E-1 -0.30 4.54E-1 
CATMA5OA01510R1 AT5G02430 -0.65 1.93E-3 -1.14 2.41E-11 -0.24 8.64E-1 -0.07 1.00E+0 0.37 1.40E-1 -0.52 1.43E-1 0.28 5.64E-1 
CATMA5OA01520R1 AT5G02440 -0.52 2.50E-2 -0.46 3.42E-2 -0.16 1.00E+0 -0.61 3.88E-3 0.17 1.00E+0 0.31 1.00E+0 -0.10 1.00E+0 
CATMA5OA01570F1 AT5G02490 -1.33 2.39E-13 -0.35 1.82E-1 0.39 1.25E-1 0.23 9.54E-1 -0.98 1.23E-9 -0.06 1.00E+0 -0.99 1.77E-8 
CATMA4OA01580R1 AT5G02540 -1.57 0.00E+0 -0.38 1.17E-1 -0.91 1.78E-8 -0.68 8.36E-4 -0.96 3.41E-9 0.55 8.42E-2 -0.38 1.76E-1 
CATMA5OA01640R1 AT5G02560 -0.38 1.95E-1 -0.76 2.73E-5 -0.24 8.45E-1 -0.47 6.26E-2 0.38 1.20E-1 -0.07 1.00E+0 0.05 1.00E+0 
CATMA5OA01660R1 AT5G02580 -0.01 1.00E+0 -0.41 7.74E-2 -0.95 3.77E-9 0.43 1.26E-1 0.82 1.10E-6 0.46 3.62E-1 2.35 0.00E+0 
CATMA5OA01740R1 AT5G02650 -0.95 5.47E-7 -0.21 7.15E-1 -0.26 7.24E-1 -0.06 1.00E+0 -1.05 5.35E-11 -0.03 1.00E+0 -0.69 3.64E-4 
CATMA5ON91941F1 AT5G02720 0.59 6.95E-3 0.98 2.04E-8 -0.01 1.00E+0 0.16 1.00E+0 -0.10 1.00E+0 0.22 1.00E+0 0.21 9.71E-1 
CATMA5OA01860R1 AT5G02780 -4.75 0.00E+0 -4.80 0.00E+0 0.27 6.29E-1 0.66 1.31E-3 0.51 9.76E-3 0.34 1.00E+0 0.87 1.19E-6 
CATMA5OC64032R1 AT5G02790 -0.64 2.48E-3 -0.01 1.00E+0 -0.01 1.00E+0 0.20 1.00E+0 -0.34 2.32E-1 0.28 1.00E+0 0.05 1.00E+0 
CATMA5OA01890F1 AT5G02810 0.79 6.32E-5 0.73 7.14E-5 -0.15 1.00E+0 0.25 8.28E-1 0.07 1.00E+0 0.21 1.00E+0 0.51 2.18E-2 
CATMA5OA01920R1 AT5G02840 0.62 3.55E-3 0.31 3.12E-1 -0.23 8.86E-1 -0.05 1.00E+0 0.21 9.35E-1 0.29 1.00E+0 0.15 1.00E+0 
CATMA5OA01990F1 AT5G02890 0.24 6.91E-1 -0.66 4.21E-4 -0.12 1.00E+0 -0.48 5.76E-2 0.54 5.25E-3 -0.33 1.00E+0 0.26 6.99E-1 
CATMA5OA02130R1 AT5G03020 0.53 2.23E-2 0.92 1.92E-7 0.06 1.00E+0 0.51 3.40E-2 0.34 2.29E-1 0.03 1.00E+0 0.68 4.22E-4 
CATMA5OA02200R1 AT5G03080 -0.49 3.87E-2 -0.64 6.97E-4 0.15 1.00E+0 -0.25 8.28E-1 0.27 5.61E-1 0.03 1.00E+0 -0.12 1.00E+0 
CATMA5OA02250F1 AT5G03140 0.72 4.14E-4 0.29 3.93E-1 -0.05 1.00E+0 0.14 1.00E+0 0.05 1.00E+0 -0.14 1.00E+0 0.26 6.98E-1 
CATMA5OA02300R1 AT5G03190 -1.23 1.71E-11 0.05 1.00E+0 -1.29 0.00E+0 -0.98 6.39E-8 -0.68 1.13E-4 0.49 2.42E-1 -0.42 1.10E-1 
CATMA5OA02340R1 AT5G03230 0.13 1.00E+0 0.48 2.31E-2 -0.33 3.26E-1 0.07 1.00E+0 0.21 9.08E-1 0.70 4.48E-3 0.70 2.34E-4 
CATMA5ON92030F1 AT5G03260 0.86 9.37E-6 -0.67 3.51E-4 0.73 2.36E-5 0.53 2.22E-2 0.62 7.21E-4 -0.83 2.07E-4 0.34 3.04E-1 
CATMA5OA02410R1 AT5G03300 -0.31 4.18E-1 -0.66 4.26E-4 0.17 1.00E+0 -0.12 1.00E+0 0.10 1.00E+0 -0.16 1.00E+0 -0.12 1.00E+0 
CATMA5OA02420F1 AT5G03310 -0.73 3.48E-4 -1.32 0.00E+0 -0.43 5.92E-2 -0.99 4.78E-8 0.75 1.28E-5 0.16 1.00E+0 0.09 1.00E+0 
CATMA5OA02440R1 AT5G03330 -0.33 3.45E-1 0.55 6.01E-3 0.26 7.22E-1 1.50 0.00E+0 -0.59 1.31E-3 0.34 1.00E+0 0.67 5.59E-4 
CATMA5OA02510F1 AT5G03380 0.38 1.93E-1 0.85 1.75E-6 0.29 5.02E-1 0.80 3.09E-5 -0.35 2.12E-1 0.11 1.00E+0 0.18 1.00E+0 
CATMA5OA02520R1 AT5G03390 -1.82 0.00E+0 0.74 6.15E-5 -0.19 1.00E+0 0.46 7.46E-2 -2.73 0.00E+0 0.09 1.00E+0 -2.05 0.00E+0 
CATMA5OA02600F1 AT5G03435 -2.26 0.00E+0 -1.92 0.00E+0 -0.61 9.37E-4 -0.74 1.73E-4 -0.65 2.71E-4 0.05 1.00E+0 -0.63 1.57E-3 
CATMA5ON99216R1 AT5G03470 0.64 2.76E-3 0.40 8.80E-2 -0.07 1.00E+0 0.43 1.15E-1 0.07 1.00E+0 -0.03 1.00E+0 0.49 3.24E-2 
CATMA5OC64044F1 AT5G03495 0.65 2.01E-3 1.25 1.67E-13 -0.19 1.00E+0 0.25 8.28E-1 -0.17 1.00E+0 0.40 7.08E-1 0.40 1.46E-1 
CATMA5OA02690R1 AT5G03510 0.09 1.00E+0 -1.31 1.09E-14 0.47 2.72E-2 -0.13 1.00E+0 0.96 3.00E-9 -0.68 7.65E-3 0.32 4.07E-1 
CATMA5OA02720R1 AT5G03545 -1.41 1.10E-14 -1.04 1.60E-9 -0.83 5.86E-7 -1.35 0.00E+0 -0.24 7.36E-1 0.37 1.00E+0 -0.78 2.11E-5 
CATMA5OM00326F1 AT5G03552 0.61 4.66E-3 -0.28 4.33E-1 -0.01 1.00E+0 -0.11 1.00E+0 0.67 1.32E-4 -0.09 1.00E+0 0.54 1.10E-2 
CATMA5OA02740F1 AT5G03555 0.55 1.44E-2 -0.80 8.09E-6 0.21 1.00E+0 -0.34 3.83E-1 1.33 0.00E+0 -0.02 1.00E+0 1.01 7.50E-9 
CATMA5OA02760R1 AT5G03570 0.35 2.79E-1 -1.18 3.83E-12 -0.09 1.00E+0 0.75 1.14E-4 1.25 0.00E+0 -0.27 1.00E+0 2.10 0.00E+0 
CATMA5OA02800R1 AT5G03620 1.89 0.00E+0 3.89 0.00E+0 -1.52 0.00E+0 -0.21 1.00E+0 -1.73 0.00E+0 0.44 4.68E-1 -0.01 1.00E+0 
CATMA5OA02820R1 AT5G03640 -0.21 8.30E-1 -0.89 5.40E-7 0.10 1.00E+0 -0.12 1.00E+0 0.55 4.42E-3 -0.05 1.00E+0 0.45 6.63E-2 
CATMA5OA02830R1 AT5G03650 0.56 1.22E-2 0.68 3.05E-4 -0.63 4.45E-4 -0.18 1.00E+0 0.00 1.00E+0 -0.04 1.00E+0 0.37 2.11E-1 
CATMA5OC64046R1 AT5G03660 -0.54 1.62E-2 -0.35 1.83E-1 -0.36 2.23E-1 -0.79 4.00E-5 0.08 1.00E+0 0.27 1.00E+0 -0.29 5.11E-1 
CATMA5OA02870R1 AT5G03680 -1.64 0.00E+0 -1.66 0.00E+0 -0.44 5.42E-2 -0.06 1.00E+0 -0.24 7.36E-1 -0.17 1.00E+0 0.02 1.00E+0 
CATMA5OA02890F1 AT5G03700 1.02 6.33E-8 0.78 1.69E-5 0.26 7.18E-1 -0.10 1.00E+0 0.31 3.62E-1 0.05 1.00E+0 0.01 1.00E+0 
CATMA5OA02940F1 AT5G03760 -1.22 3.25E-11 -1.74 0.00E+0 -0.16 1.00E+0 -0.69 6.36E-4 0.36 1.75E-1 -0.44 4.66E-1 -0.13 1.00E+0 
CATMA5OA02970F1 AT5G03780 0.10 1.00E+0 0.49 2.07E-2 -0.02 1.00E+0 0.68 8.70E-4 -0.19 9.99E-1 0.10 1.00E+0 0.45 6.05E-2 
CATMA5OA03035F1 AT5G03840 0.83 2.42E-5 1.50 0.00E+0 -0.39 1.36E-1 0.62 3.59E-3 -0.58 1.77E-3 0.29 1.00E+0 0.44 7.80E-2 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA5OA03080R1 AT5G03890 1.96 0.00E+0 1.46 0.00E+0 0.38 1.41E-1 0.21 1.00E+0 0.31 3.66E-1 -0.01 1.00E+0 0.08 1.00E+0 
CATMA5OC64049R1 AT5G03905 -0.66 1.67E-3 -0.14 1.00E+0 0.14 1.00E+0 0.21 1.00E+0 -0.32 3.17E-1 0.17 1.00E+0 -0.19 1.00E+0 
CATMA5OA03150F1 AT5G03960 -0.02 1.00E+0 -1.45 0.00E+0 0.30 4.89E-1 -0.35 3.42E-1 1.08 1.08E-11 -0.46 3.37E-1 0.53 1.50E-2 
CATMA5OA03170F1 AT5G03980 0.30 4.48E-1 1.51 0.00E+0 -0.07 1.00E+0 0.05 1.00E+0 -0.04 1.00E+0 0.04 1.00E+0 0.01 1.00E+0 
CATMA5ON91435F1 AT5G03995 1.93 0.00E+0 1.09 2.13E-10 0.75 9.87E-6 -0.47 6.00E-2 0.99 7.25E-10 0.20 1.00E+0 -0.16 1.00E+0 
CATMA5OA03190F1 AT5G04000 0.53 1.94E-2 0.12 1.00E+0 -0.52 9.70E-3 -1.08 1.52E-9 0.52 7.55E-3 0.26 1.00E+0 -0.15 1.00E+0 
CATMA5OC64051R1 AT5G04060 -1.08 7.52E-9 -1.12 7.31E-11 -0.22 9.72E-1 -0.26 7.87E-1 0.05 1.00E+0 -0.17 1.00E+0 -0.04 1.00E+0 
CATMA5OA03300R1 AT5G04120 -2.50 0.00E+0 -4.01 0.00E+0 -0.71 4.28E-5 -3.51 0.00E+0 1.90 0.00E+0 0.28 1.00E+0 -2.01 0.00E+0 
CATMA5OC64053F1 AT5G04150 3.73 0.00E+0 2.64 0.00E+0 -0.73 1.83E-5 -0.73 2.29E-4 1.39 0.00E+0 -0.01 1.00E+0 1.50 0.00E+0 
CATMA5OA03340F1 AT5G04160 -0.23 7.40E-1 -0.96 4.05E-8 -0.22 9.83E-1 -0.33 4.36E-1 0.31 3.34E-1 -0.43 5.44E-1 0.14 1.00E+0 
CATMA5OA03380R1 AT5G04200 0.39 1.80E-1 -0.99 1.03E-8 0.49 1.88E-2 -0.06 1.00E+0 0.67 1.73E-4 -0.75 1.65E-3 0.18 1.00E+0 
CATMA5OA03400F1 AT5G04220 -1.36 6.18E-14 -0.08 1.00E+0 0.06 1.00E+0 -0.55 1.39E-2 -1.43 0.00E+0 0.03 1.00E+0 -1.78 0.00E+0 
CATMA5OA03420R1 AT5G04230 1.00 1.06E-7 2.53 0.00E+0 -0.54 6.35E-3 0.73 2.13E-4 -1.38 0.00E+0 0.16 1.00E+0 0.03 1.00E+0 
CATMA5OA03450R1 AT5G04250 -0.31 4.27E-1 0.44 5.21E-2 -0.09 1.00E+0 0.74 1.53E-4 -0.42 6.90E-2 0.43 5.46E-1 0.33 3.56E-1 
CATMA5OA03510F1 AT5G04310 -0.75 2.00E-4 -0.53 9.17E-3 -0.06 1.00E+0 -0.40 1.76E-1 0.16 1.00E+0 0.36 1.00E+0 -0.20 9.89E-1 
CATMA5OA03540F1 AT5G04330 -0.53 1.99E-2 -0.63 1.07E-3 -0.25 8.00E-1 -0.45 9.41E-2 0.26 6.35E-1 0.09 1.00E+0 -0.07 1.00E+0 
CATMA5OA03600R1 AT5G04370 -1.71 0.00E+0 -1.00 9.17E-9 -0.68 1.08E-4 -0.08 1.00E+0 -0.56 2.93E-3 0.19 1.00E+0 0.12 1.00E+0 
CATMA5OA03690F1 AT5G04470 0.26 6.11E-1 -0.57 4.26E-3 0.22 9.59E-1 -0.32 4.43E-1 0.64 3.27E-4 -0.12 1.00E+0 0.16 1.00E+0 
CATMA5OA03795R1 AT5G04590 -0.18 9.33E-1 0.68 2.67E-4 0.59 1.66E-3 0.96 1.28E-7 -0.62 5.70E-4 0.28 1.00E+0 -0.14 1.00E+0 
CATMA5OA03840R1 AT5G04640 0.36 2.43E-1 1.90 0.00E+0 -0.52 9.40E-3 -0.05 1.00E+0 -0.56 2.85E-3 -0.03 1.00E+0 0.01 1.00E+0 
CATMA5OC64061F1 AT5G04680 -0.55 1.44E-2 -0.59 2.42E-3 0.07 1.00E+0 -0.55 1.44E-2 0.27 5.36E-1 0.30 1.00E+0 -0.11 1.00E+0 
CATMA5OA03935F1 AT5G04730 3.05 0.00E+0 0.23 6.43E-1 2.20 0.00E+0 1.54 0.00E+0 2.88 0.00E+0 0.13 1.00E+0 2.38 0.00E+0 
CATMA5OC64067R1 AT5G04770 1.33 2.58E-13 0.59 2.74E-3 0.07 1.00E+0 0.24 8.86E-1 0.52 8.65E-3 -0.33 1.00E+0 0.63 1.57E-3 
CATMA5OA03990R1 AT5G04820 0.21 8.50E-1 -0.62 1.23E-3 -0.01 1.00E+0 -0.09 1.00E+0 0.63 4.20E-4 -0.54 9.97E-2 0.73 1.18E-4 
CATMA5OA04040F1 AT5G04860 0.61 4.87E-3 0.25 5.28E-1 -0.21 1.00E+0 0.54 1.91E-2 0.19 1.00E+0 -0.08 1.00E+0 0.90 4.34E-7 
CATMA5OA04045F1 AT5G04870 -0.31 4.10E-1 -0.01 1.00E+0 0.36 2.00E-1 0.05 1.00E+0 -0.39 1.01E-1 -0.18 1.00E+0 -0.59 3.82E-3 
CATMA5OA04050R1 AT5G04885 -1.16 3.82E-10 -0.33 2.27E-1 -0.24 8.63E-1 0.14 1.00E+0 -0.72 2.95E-5 -0.19 1.00E+0 -0.36 2.36E-1 
CATMA5OA04055R1 AT5G04890 -0.43 9.86E-2 -0.69 2.44E-4 -0.15 1.00E+0 -0.47 5.95E-2 0.38 1.29E-1 0.20 1.00E+0 0.12 1.00E+0 
CATMA5OA04060R1 AT5G04895 0.99 1.59E-7 0.94 9.38E-8 0.15 1.00E+0 0.08 1.00E+0 -0.18 1.00E+0 -0.19 1.00E+0 -0.20 1.00E+0 
CATMA5OC64068F1 AT5G04950 -0.95 5.47E-7 -1.23 4.19E-13 0.18 1.00E+0 0.74 1.56E-4 0.47 2.46E-2 0.16 1.00E+0 1.11 8.78E-11 
CATMA5OA04140R1 AT5G04960 -0.17 9.75E-1 -3.18 0.00E+0 0.53 6.90E-3 -0.21 1.00E+0 2.35 0.00E+0 -0.53 1.13E-1 1.63 0.00E+0 
CATMA5OA04150F1 AT5G04970 0.25 6.46E-1 -0.32 2.76E-1 0.05 1.00E+0 -0.21 1.00E+0 0.16 1.00E+0 -0.59 4.18E-2 0.12 1.00E+0 
CATMA5OA04160F1 AT5G04980 -0.57 1.05E-2 -0.43 6.24E-2 0.05 1.00E+0 -0.50 3.78E-2 -0.27 5.63E-1 -0.05 1.00E+0 -0.67 5.76E-4 
CATMA5OA04290R1 AT5G05090 -0.25 6.45E-1 -0.66 4.42E-4 -0.27 6.15E-1 -0.58 8.04E-3 0.35 2.04E-1 -0.10 1.00E+0 0.12 1.00E+0 
CATMA5OA04350R1 AT5G05140 0.26 6.22E-1 0.82 4.80E-6 -0.01 1.00E+0 0.62 3.77E-3 -0.52 8.46E-3 0.01 1.00E+0 0.13 1.00E+0 
CATMA5OA04370R1 AT5G05160 -0.77 1.05E-4 -0.49 1.96E-2 -0.05 1.00E+0 -0.05 1.00E+0 -0.17 1.00E+0 0.15 1.00E+0 -0.11 1.00E+0 
CATMA5OA04390R1 AT5G05190 -0.23 7.43E-1 0.35 1.99E-1 0.39 1.23E-1 -0.17 1.00E+0 -0.65 2.84E-4 -0.19 1.00E+0 -1.21 9.50E-13 
CATMA5OA04440F1 AT5G05240 0.70 6.14E-4 0.64 8.66E-4 0.05 1.00E+0 0.37 2.76E-1 0.26 6.18E-1 -0.16 1.00E+0 0.15 1.00E+0 
CATMA5OA04450F1 AT5G05250 2.63 0.00E+0 2.66 0.00E+0 -0.33 3.23E-1 0.90 1.26E-6 -0.16 1.00E+0 0.13 1.00E+0 1.24 3.12E-13 
CATMA5OA04460R1 AT5G05270 0.97 2.97E-7 1.50 0.00E+0 -0.48 2.29E-2 -0.08 1.00E+0 -0.51 1.11E-2 0.27 1.00E+0 -0.07 1.00E+0 
CATMA5OA04520F1 AT5G05340 -3.13 0.00E+0 0.93 1.17E-7 -0.88 6.74E-8 0.07 1.00E+0 -0.88 1.06E-7 3.37 0.00E+0 0.04 1.00E+0 
CATMA5ON91469R1 AT5G05365 -0.94 8.07E-7 -0.27 4.64E-1 0.30 4.63E-1 0.09 1.00E+0 -0.35 2.14E-1 0.55 8.37E-2 -0.44 7.24E-2 
CATMA5OA04570R1 AT5G05390 -0.60 5.66E-3 -0.12 1.00E+0 0.75 9.50E-6 0.21 1.00E+0 -0.23 8.07E-1 0.14 1.00E+0 -0.82 7.09E-6 
CATMA5OA04580F1 AT5G05400 1.59 0.00E+0 1.58 0.00E+0 0.62 6.06E-4 1.35 0.00E+0 -0.22 8.36E-1 -0.09 1.00E+0 0.70 2.55E-4 
CATMA5OA04585R1 AT5G05410 0.85 1.22E-5 0.54 7.50E-3 -0.18 1.00E+0 0.09 1.00E+0 0.12 1.00E+0 -0.26 1.00E+0 0.31 4.20E-1 
CATMA5ON93846F1 AT5G05420 2.63 0.00E+0 2.71 0.00E+0 -0.11 1.00E+0 1.24 1.24E-12 -0.18 1.00E+0 0.20 1.00E+0 1.06 1.09E-9 
CATMA5OA04590F1 AT5G05430 2.33 0.00E+0 2.43 0.00E+0 -0.10 1.00E+0 0.85 6.23E-6 -0.08 1.00E+0 0.14 1.00E+0 0.86 1.80E-6 
CATMA5OA04600R1 AT5G05440 1.25 1.04E-11 0.88 7.61E-7 0.19 1.00E+0 -0.02 1.00E+0 0.35 1.97E-1 -0.03 1.00E+0 0.17 1.00E+0 
CATMA5OA04650F1 AT5G05480 0.72 3.92E-4 0.43 6.26E-2 -0.21 1.00E+0 -0.07 1.00E+0 0.34 2.31E-1 -0.04 1.00E+0 0.52 1.83E-2 
CATMA5OA04670R1 AT5G05500 0.22 8.08E-1 -2.41 0.00E+0 0.66 2.02E-4 0.25 8.60E-1 1.90 0.00E+0 -1.01 9.74E-7 1.54 0.00E+0 
CATMA5OA04700R1 AT5G05530 -1.13 9.48E-10 -0.06 1.00E+0 -0.40 1.14E-1 -0.13 1.00E+0 -0.09 1.00E+0 0.78 6.81E-4 0.21 9.60E-1 
CATMA5OA04790R1 AT5G05600 -0.81 4.32E-5 1.00 9.84E-9 -0.61 8.37E-4 0.81 2.19E-5 -0.70 5.79E-5 0.96 4.11E-6 0.53 1.55E-2 
CATMA5OA04880R1 AT5G05680 0.60 6.03E-3 0.45 3.96E-2 -0.36 2.24E-1 -0.16 1.00E+0 0.09 1.00E+0 -0.12 1.00E+0 0.16 1.00E+0 
CATMA5OA04910F1 AT5G05730 -2.37 0.00E+0 0.91 2.45E-7 0.27 6.14E-1 0.81 2.54E-5 -3.05 0.00E+0 0.23 1.00E+0 -2.59 0.00E+0 
CATMA5OA05010R1 AT5G05830 -0.34 2.99E-1 -0.53 8.85E-3 -0.28 5.98E-1 -0.68 7.73E-4 0.27 5.68E-1 -0.08 1.00E+0 -0.10 1.00E+0 
CATMA5OA05020F1 AT5G05840 -2.48 0.00E+0 -2.47 0.00E+0 -0.20 1.00E+0 -0.93 4.06E-7 -0.37 1.42E-1 -0.25 1.00E+0 -1.03 3.42E-9 
CATMA5OA05050R1 AT5G05860 -1.74 0.00E+0 -0.86 1.20E-6 -0.24 8.40E-1 -0.49 4.22E-2 -0.46 2.76E-2 0.45 3.84E-1 -0.89 6.38E-7 
CATMA5OF01830R1 AT5G05890 0.85 1.43E-5 0.62 1.31E-3 -0.26 7.08E-1 0.24 9.11E-1 0.08 1.00E+0 -0.03 1.00E+0 0.67 5.00E-4 
CATMA5ON93847R1 AT5G05900 -0.34 3.12E-1 -0.34 2.15E-1 0.04 1.00E+0 0.95 1.87E-7 0.03 1.00E+0 -0.12 1.00E+0 1.04 2.34E-9 
CATMA5OA05150R1 AT5G05960 0.09 1.00E+0 0.70 1.58E-4 0.71 4.16E-5 0.36 3.17E-1 -0.31 3.41E-1 0.30 1.00E+0 -0.71 2.08E-4 
CATMA5OA05180F1 AT5G05980 0.67 1.44E-3 0.35 1.93E-1 0.15 1.00E+0 0.05 1.00E+0 0.20 9.66E-1 -0.07 1.00E+0 0.15 1.00E+0 
CATMA5OC64086R1 AT5G06090 -1.83 0.00E+0 0.19 8.36E-1 1.00 2.58E-10 -0.71 3.92E-4 -1.23 0.00E+0 0.73 2.23E-3 -2.71 0.00E+0 
CATMA5OA05390F1 AT5G06190 0.79 6.55E-5 0.73 8.16E-5 0.53 6.44E-3 0.34 3.81E-1 0.25 6.60E-1 0.15 1.00E+0 0.06 1.00E+0 
CATMA5ON93849R1 AT5G06200 0.53 2.00E-2 -1.66 0.00E+0 0.55 4.46E-3 -0.32 4.79E-1 1.35 0.00E+0 -0.83 1.92E-4 0.50 2.48E-2 
CATMA5OA05480R1 AT5G06270 0.60 6.30E-3 0.27 4.39E-1 0.18 1.00E+0 -0.07 1.00E+0 0.16 1.00E+0 -0.05 1.00E+0 -0.01 1.00E+0 
CATMA5OA05490F1 AT5G06280 -0.38 2.00E-1 -0.73 7.82E-5 -0.12 1.00E+0 -0.51 2.91E-2 0.28 5.09E-1 0.10 1.00E+0 -0.01 1.00E+0 
CATMA5OA05510F1 AT5G06300 -1.85 0.00E+0 -1.26 1.01E-13 -0.36 2.03E-1 -1.11 4.52E-10 -0.56 2.90E-3 0.15 1.00E+0 -1.27 6.25E-14 
CATMA5OA05530F1 AT5G06320 -0.93 1.19E-6 -0.36 1.70E-1 0.00 1.00E+0 -0.14 1.00E+0 -0.53 6.93E-3 0.18 1.00E+0 -0.50 2.55E-2 
CATMA5OA05540F1 AT5G06330 -0.76 1.65E-4 -0.69 2.40E-4 -0.34 2.77E-1 -0.54 1.76E-2 -0.17 1.00E+0 -0.10 1.00E+0 -0.18 1.00E+0 
CATMA5ON99242R1 AT5G06390 -0.31 4.28E-1 -0.91 2.05E-7 -0.11 1.00E+0 -0.29 6.09E-1 0.26 6.17E-1 -0.47 3.11E-1 0.16 1.00E+0 
CATMA5OA05690F1 AT5G06480 0.39 1.64E-1 -0.02 1.00E+0 -0.12 1.00E+0 -0.46 7.67E-2 0.68 1.07E-4 0.07 1.00E+0 0.36 2.46E-1 
CATMA5OA05700F1 AT5G06490 0.75 1.87E-4 -0.66 4.65E-4 -0.01 1.00E+0 0.42 1.29E-1 1.36 0.00E+0 -0.09 1.00E+0 1.83 0.00E+0 
CATMA5ON99243R1 AT5G06510 -0.38 1.88E-1 -0.78 1.50E-5 -0.62 7.25E-4 -0.83 1.05E-5 0.19 1.00E+0 -0.03 1.00E+0 -0.27 6.35E-1 
CATMA5OA05740F1 AT5G06530 -0.18 9.52E-1 -0.52 1.07E-2 0.01 1.00E+0 -0.60 4.97E-3 0.33 2.82E-1 0.02 1.00E+0 -0.13 1.00E+0 
CATMA5OA05780F1 AT5G06570 0.53 2.16E-2 0.84 2.71E-6 -0.12 1.00E+0 0.15 1.00E+0 -0.15 1.00E+0 0.11 1.00E+0 0.13 1.00E+0 
CATMA5OA05820R1 AT5G06610 -0.10 1.00E+0 -0.90 3.86E-7 0.33 3.37E-1 -0.18 1.00E+0 0.66 2.02E-4 -0.22 1.00E+0 0.21 9.39E-1 
CATMA5ON91633F1 AT5G06630 -0.02 1.00E+0 -0.92 1.44E-7 0.26 7.05E-1 0.18 1.00E+0 1.16 2.18E-13 -0.19 1.00E+0 1.07 4.78E-10 
CATMA5ON91477F1 AT5G06640 -0.24 7.01E-1 -2.34 0.00E+0 0.66 2.30E-4 0.11 1.00E+0 1.58 0.00E+0 -0.98 2.79E-6 1.07 4.96E-10 
CATMA5OA05870F1 AT5G06670 0.11 1.00E+0 -0.74 5.76E-5 -0.10 1.00E+0 -0.25 8.49E-1 0.40 8.79E-2 -0.46 3.24E-1 0.25 7.33E-1 
CATMA5OA05885F1 AT5G06690 1.76 0.00E+0 0.85 1.76E-6 0.09 1.00E+0 0.38 2.34E-1 0.90 5.05E-8 0.08 1.00E+0 1.28 3.19E-14 
CATMA5OA05890R1 AT5G06700 -0.47 5.38E-2 -0.79 1.14E-5 -0.14 1.00E+0 -0.59 6.85E-3 0.17 1.00E+0 -0.07 1.00E+0 -0.27 6.54E-1 
CATMA5OA05910F1 AT5G06730 -2.97 0.00E+0 1.47 0.00E+0 0.55 4.77E-3 1.36 0.00E+0 -2.91 0.00E+0 1.67 0.00E+0 -2.19 0.00E+0 
CATMA5OA05920R1 AT5G06740 -0.36 2.51E-1 0.79 1.10E-5 0.23 8.72E-1 0.46 7.44E-2 -1.39 0.00E+0 -0.20 1.00E+0 -1.20 1.60E-12 
CATMA5OA05990R1 AT5G06800 1.89 0.00E+0 1.38 0.00E+0 0.39 1.25E-1 0.48 5.32E-2 0.44 4.66E-2 -0.01 1.00E+0 0.67 5.52E-4 
CATMA5OA06040R1 AT5G06820 0.91 2.27E-6 0.89 4.20E-7 0.16 1.00E+0 0.21 1.00E+0 0.01 1.00E+0 -0.11 1.00E+0 0.07 1.00E+0 
CATMA5OA06070F1 AT5G06850 0.87 6.33E-6 0.93 1.28E-7 -0.24 8.30E-1 -0.08 1.00E+0 -0.04 1.00E+0 0.12 1.00E+0 0.08 1.00E+0 
CATMA5OC64099R1 AT5G06860 -1.87 0.00E+0 1.56 0.00E+0 -0.63 4.49E-4 -0.27 7.13E-1 -2.64 0.00E+0 0.69 5.27E-3 -2.25 0.00E+0 
CATMA5OC64100R1 AT5G06870 0.05 1.00E+0 0.31 3.04E-1 0.25 7.92E-1 1.05 5.49E-9 -0.03 1.00E+0 0.29 1.00E+0 1.02 3.91E-9 
CATMA5OC64101R1 AT5G06890 0.42 1.16E-1 1.44 0.00E+0 -0.24 8.22E-1 0.05 1.00E+0 -0.19 1.00E+0 0.15 1.00E+0 0.18 1.00E+0 
CATMA5OA06080F1 AT5G06900 -1.38 2.14E-14 -0.61 1.70E-3 1.16 4.61E-14 -0.29 6.31E-1 -0.46 2.80E-2 0.06 1.00E+0 -1.94 0.00E+0 
CATMA5OA06090F1 AT5G06905 -1.00 1.33E-7 -0.89 5.02E-7 1.22 0.00E+0 -0.35 3.56E-1 -0.65 2.66E-4 -0.02 1.00E+0 -2.15 0.00E+0 
CATMA5OA06110R1 AT5G06930 -0.16 1.00E+0 -0.61 1.55E-3 0.09 1.00E+0 0.30 5.43E-1 0.34 2.39E-1 -0.08 1.00E+0 0.37 2.04E-1 
CATMA5ON99249R1 AT5G06980 2.15 0.00E+0 2.19 0.00E+0 -1.35 0.00E+0 0.27 7.16E-1 0.23 7.64E-1 0.49 2.25E-1 1.91 0.00E+0 
CATMA5OA06170R1 AT5G06990 0.06 1.00E+0 -0.82 4.28E-6 0.09 1.00E+0 -0.12 1.00E+0 0.75 9.78E-6 -0.20 1.00E+0 0.57 6.13E-3 
CATMA5ON99250F1 AT5G07000 1.46 0.00E+0 2.48 0.00E+0 -0.72 2.75E-5 1.04 7.23E-9 0.10 1.00E+0 1.00 1.48E-6 1.69 0.00E+0 
CATMA5OD03227F1 AT5G07010 1.68 0.00E+0 2.60 0.00E+0 -0.20 1.00E+0 0.97 8.99E-8 -0.02 1.00E+0 0.88 4.45E-5 1.09 2.60E-10 
CATMA5OA06210F1 AT5G07030 -0.63 2.93E-3 -0.34 2.26E-1 -0.40 1.15E-1 -0.98 6.72E-8 -0.25 6.46E-1 -0.08 1.00E+0 -0.85 2.68E-6 
CATMA5OA06220R1 AT5G07040 0.31 4.28E-1 -0.72 9.95E-5 0.04 1.00E+0 -0.55 1.38E-2 0.86 2.20E-7 -0.23 1.00E+0 0.05 1.00E+0 
CATMA5OA06260R1 AT5G07080 0.99 1.78E-7 0.67 3.61E-4 -0.15 1.00E+0 0.13 1.00E+0 0.09 1.00E+0 -0.22 1.00E+0 0.45 5.89E-2 
CATMA5OA06280R1 AT5G07100 -0.95 6.73E-7 0.11 1.00E+0 -0.08 1.00E+0 -0.07 1.00E+0 -0.53 6.14E-3 0.53 1.32E-1 -0.46 5.20E-2 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA5OA06290R1 AT5G07110 -0.28 5.19E-1 -0.78 1.67E-5 0.25 7.54E-1 -0.33 4.24E-1 0.45 4.00E-2 -0.17 1.00E+0 -0.18 1.00E+0 
CATMA5OA06310R1 AT5G07130 -2.02 0.00E+0 -1.80 0.00E+0 1.87 0.00E+0 -1.96 0.00E+0 -0.13 1.00E+0 0.24 1.00E+0 -3.70 0.00E+0 
CATMA5OA06330R1 AT5G07150 -0.71 4.60E-4 -0.19 8.10E-1 0.15 1.00E+0 0.28 6.71E-1 -0.89 7.30E-8 -0.29 1.00E+0 -0.75 5.86E-5 
CATMA5OA06450F1 AT5G07250 -0.47 5.38E-2 -0.67 3.40E-4 -0.02 1.00E+0 -0.36 2.86E-1 0.33 2.69E-1 0.16 1.00E+0 -0.14 1.00E+0 
CATMA5OA06510R1 AT5G07290 0.65 1.85E-3 0.66 4.81E-4 0.08 1.00E+0 0.40 1.79E-1 -0.16 1.00E+0 -0.07 1.00E+0 0.24 8.14E-1 
CATMA5OA06530R1 AT5G07310 -0.44 8.99E-2 0.22 7.10E-1 -0.47 2.91E-2 0.05 1.00E+0 -0.28 5.07E-1 0.72 2.87E-3 0.48 3.91E-2 
CATMA5OA06610F1 AT5G07390 -1.01 9.49E-8 -0.61 1.62E-3 0.14 1.00E+0 0.48 5.65E-2 -0.68 1.06E-4 -0.14 1.00E+0 -0.35 2.79E-1 
CATMA5OA06620R1 AT5G07400 -0.30 4.53E-1 0.05 1.00E+0 0.13 1.00E+0 0.72 3.28E-4 -0.26 6.01E-1 -0.05 1.00E+0 0.36 2.27E-1 
CATMA5OC64112R1 AT5G07430 -0.73 3.24E-4 -0.90 3.16E-7 -0.41 9.88E-2 0.10 1.00E+0 0.22 8.52E-1 0.07 1.00E+0 0.68 3.97E-4 
CATMA5OA06655R1 AT5G07440 0.52 2.37E-2 1.00 8.52E-9 0.01 1.00E+0 0.68 7.82E-4 -0.06 1.00E+0 0.41 6.27E-1 0.65 8.27E-4 
CATMA5OC64114F1 AT5G07450 -0.01 1.00E+0 -1.43 0.00E+0 1.57 0.00E+0 -0.93 4.54E-7 1.33 0.00E+0 -0.11 1.00E+0 -1.21 9.50E-13 
CATMA5OA06670F1 AT5G07460 -0.61 4.92E-3 -0.35 1.85E-1 -0.02 1.00E+0 0.28 6.47E-1 -0.42 6.20E-2 -0.13 1.00E+0 -0.11 1.00E+0 
CATMA5OA06680F1 AT5G07475 -0.40 1.59E-1 -0.22 6.84E-1 0.71 4.51E-5 -0.95 2.21E-7 0.11 1.00E+0 0.26 1.00E+0 -1.38 0.00E+0 
CATMA5OA06730F1 AT5G07510 -0.26 6.08E-1 0.73 6.69E-5 -0.47 2.89E-2 0.21 1.00E+0 -0.57 2.62E-3 0.22 1.00E+0 0.12 1.00E+0 
CATMA5ON91843F1 AT5G07571 -0.07 1.00E+0 -0.04 1.00E+0 0.58 2.07E-3 -0.30 5.56E-1 -0.26 5.94E-1 -0.02 1.00E+0 -0.79 1.96E-5 
CATMA5OA06840F1 AT5G07620 -0.66 1.72E-3 -0.86 1.23E-6 0.08 1.00E+0 -0.49 4.35E-2 0.07 1.00E+0 0.11 1.00E+0 -0.42 1.02E-1 
CATMA5OD01840F1 AT5G07650 0.72 4.12E-4 0.39 1.17E-1 -0.03 1.00E+0 0.21 1.00E+0 -0.08 1.00E+0 -0.19 1.00E+0 0.09 1.00E+0 
CATMA5OA06920R1 AT5G07680 2.74 0.00E+0 2.15 0.00E+0 0.26 6.92E-1 0.71 3.98E-4 0.84 3.95E-7 0.25 1.00E+0 1.32 0.00E+0 
CATMA5OC64119F1 AT5G07800 0.01 1.00E+0 -0.26 5.05E-1 0.26 6.77E-1 0.79 3.93E-5 0.02 1.00E+0 -0.23 1.00E+0 0.31 4.30E-1 
CATMA5OA07070F1 AT5G07820 0.89 3.92E-6 0.61 1.49E-3 -0.20 1.00E+0 0.17 1.00E+0 -0.02 1.00E+0 -0.14 1.00E+0 0.55 9.42E-3 
CATMA5OA07260R1 AT5G08010 0.17 9.58E-1 0.62 1.43E-3 0.00 1.00E+0 0.85 5.96E-6 -0.56 3.00E-3 0.15 1.00E+0 0.54 1.08E-2 
CATMA5OA07300R1 AT5G08050 1.21 3.73E-11 1.15 1.51E-11 0.34 2.59E-1 0.05 1.00E+0 0.30 3.98E-1 0.10 1.00E+0 -0.09 1.00E+0 
CATMA5OA07420R1 AT5G08141 0.33 3.28E-1 1.00 7.62E-9 -0.29 5.33E-1 0.49 4.30E-2 -0.39 1.07E-1 0.31 1.00E+0 0.32 3.72E-1 
CATMA5OA07440F1 AT5G08170 -0.76 1.69E-4 -0.93 1.31E-7 -0.26 7.03E-1 -0.56 1.23E-2 0.18 1.00E+0 0.04 1.00E+0 -0.13 1.00E+0 
CATMA5OA07500F1 AT5G08240 -0.22 7.92E-1 0.38 1.27E-1 0.14 1.00E+0 0.06 1.00E+0 -0.56 2.92E-3 0.04 1.00E+0 -0.61 2.50E-3 
CATMA5OA07510F1 AT5G08250 -0.94 9.87E-7 -0.56 4.61E-3 1.37 0.00E+0 -0.95 2.46E-7 -0.08 1.00E+0 0.17 1.00E+0 -2.41 0.00E+0 
CATMA5OA07520R1 AT5G08260 -0.66 1.66E-3 -0.73 6.63E-5 0.09 1.00E+0 -0.72 2.82E-4 -0.13 1.00E+0 -0.21 1.00E+0 -0.86 2.01E-6 
CATMA5OA07640R1 AT5G08360 0.72 4.49E-4 1.18 3.48E-12 0.68 9.94E-5 1.13 1.68E-10 -0.19 1.00E+0 0.39 8.40E-1 0.25 7.50E-1 
CATMA5OA07660F1 AT5G08380 -0.58 8.87E-3 0.08 1.00E+0 -0.50 1.63E-2 0.00 1.00E+0 -0.73 2.26E-5 -0.01 1.00E+0 -0.30 4.83E-1 
CATMA5OC64128R1 AT5G08600 0.72 4.00E-4 0.43 5.81E-2 0.38 1.50E-1 0.37 2.67E-1 0.13 1.00E+0 -0.14 1.00E+0 0.14 1.00E+0 
CATMA5OA07970R1 AT5G08610 0.91 2.20E-6 0.66 5.23E-4 0.14 1.00E+0 0.45 8.64E-2 -0.13 1.00E+0 -0.24 1.00E+0 0.26 7.11E-1 
CATMA5OA07975R1 AT5G08620 0.65 1.82E-3 0.40 1.01E-1 0.00 1.00E+0 -0.04 1.00E+0 0.16 1.00E+0 -0.10 1.00E+0 0.13 1.00E+0 
CATMA5OA07985R1 AT5G08640 -0.46 6.14E-2 -1.30 1.09E-14 0.07 1.00E+0 -0.90 1.09E-6 1.21 1.57E-14 0.48 2.55E-1 0.41 1.10E-1 
CATMA5OC64139F1 AT5G08790 -1.81 0.00E+0 -0.14 1.00E+0 0.42 7.85E-2 -0.21 1.00E+0 -1.38 0.00E+0 0.37 1.00E+0 -2.07 0.00E+0 
CATMA5OA08030R1 AT5G09220 -1.05 2.11E-8 -1.01 5.75E-9 -1.18 4.61E-14 -1.30 8.14E-14 0.09 1.00E+0 0.19 1.00E+0 -0.46 5.03E-2 
CATMA5OA08080R1 AT5G09270 0.67 1.36E-3 0.69 2.43E-4 0.07 1.00E+0 0.06 1.00E+0 0.04 1.00E+0 0.03 1.00E+0 -0.06 1.00E+0 
CATMA5OA08100R1 AT5G09290 -0.90 2.91E-6 -0.60 2.21E-3 0.28 5.83E-1 0.34 3.85E-1 -0.50 1.37E-2 -0.11 1.00E+0 -0.55 8.68E-3 
CATMA5OA08110F1 AT5G09300 -0.58 8.25E-3 -0.78 1.92E-5 -0.33 3.05E-1 -0.55 1.39E-2 0.07 1.00E+0 -0.08 1.00E+0 -0.24 7.83E-1 
CATMA5OA08130F1 AT5G09320 0.45 7.73E-2 0.63 1.07E-3 -0.15 1.00E+0 0.09 1.00E+0 -0.26 5.98E-1 0.01 1.00E+0 0.23 8.70E-1 
CATMA5OA08250R1 AT5G09420 0.68 9.77E-4 0.88 6.32E-7 0.21 1.00E+0 0.14 1.00E+0 -0.30 4.15E-1 -0.20 1.00E+0 -0.34 3.17E-1 
CATMA5OA08270R1 AT5G09440 -0.10 1.00E+0 -1.30 1.09E-14 -0.21 1.00E+0 -0.78 5.86E-5 0.72 3.33E-5 -0.54 9.89E-2 0.07 1.00E+0 
CATMA5OA08310F1 AT5G09480 -1.86 0.00E+0 -0.59 2.33E-3 1.30 0.00E+0 -1.79 0.00E+0 -0.74 1.91E-5 0.54 1.02E-1 -3.22 0.00E+0 
CATMA5OA08350F1 AT5G09520 -1.84 0.00E+0 -1.66 0.00E+0 1.75 0.00E+0 -2.45 0.00E+0 0.15 1.00E+0 0.28 1.00E+0 -3.89 0.00E+0 
CATMA5OA08360F1 AT5G09530 -0.94 9.18E-7 -0.22 6.83E-1 1.22 0.00E+0 -1.40 0.00E+0 -0.11 1.00E+0 0.52 1.36E-1 -2.28 0.00E+0 
CATMA5OA08400R1 AT5G09570 3.79 0.00E+0 3.65 0.00E+0 -0.27 6.53E-1 -0.42 1.43E-1 0.14 1.00E+0 0.28 1.00E+0 0.00 1.00E+0 
CATMA5OA08480F1 AT5G09650 0.16 9.97E-1 0.84 2.30E-6 0.31 3.96E-1 0.20 1.00E+0 -0.60 1.15E-3 0.09 1.00E+0 -0.67 5.78E-4 
CATMA5OA08540F1 AT5G09730 -0.50 3.47E-2 -0.08 1.00E+0 0.04 1.00E+0 0.12 1.00E+0 -0.51 1.05E-2 -0.17 1.00E+0 -0.68 4.15E-4 
CATMA5OA08600F1 AT5G09790 -0.36 2.35E-1 -0.03 1.00E+0 0.11 1.00E+0 0.22 1.00E+0 -0.60 9.97E-4 0.18 1.00E+0 -0.18 1.00E+0 
CATMA5OA08610F1 AT5G09800 -0.84 1.96E-5 -0.09 1.00E+0 0.46 3.23E-2 0.39 2.13E-1 -0.69 8.90E-5 0.06 1.00E+0 -0.60 3.32E-3 
CATMA5OA08626R1 AT5G09840 0.31 4.11E-1 0.50 1.62E-2 0.25 7.43E-1 0.62 3.53E-3 -0.22 8.64E-1 -0.21 1.00E+0 0.23 8.55E-1 
CATMA5OA08637R1 AT5G09870 -0.59 7.37E-3 -0.88 7.08E-7 -0.08 1.00E+0 -0.39 1.97E-1 -0.15 1.00E+0 -0.08 1.00E+0 -0.31 4.45E-1 
CATMA5OA08670F1 AT5G09930 0.88 4.74E-6 0.67 3.87E-4 -0.10 1.00E+0 0.56 1.30E-2 0.10 1.00E+0 0.01 1.00E+0 0.61 2.70E-3 
CATMA5ON91583R1 AT5G09978 0.27 5.82E-1 -1.14 2.33E-11 0.17 1.00E+0 -0.06 1.00E+0 1.10 4.20E-12 -0.55 8.35E-2 0.59 3.74E-3 
CATMA5OA08740R1 AT5G09990 -1.40 1.10E-14 -0.31 3.11E-1 -0.77 4.97E-6 -0.36 3.04E-1 -0.66 2.01E-4 0.41 6.40E-1 0.01 1.00E+0 
CATMA5OA08785F1 AT5G10030 0.14 1.00E+0 0.45 4.18E-2 0.43 6.36E-2 0.81 2.15E-5 -0.17 1.00E+0 0.19 1.00E+0 0.23 8.46E-1 
CATMA5OA08790R1 AT5G10040 -3.17 0.00E+0 -3.61 0.00E+0 -2.24 0.00E+0 -3.34 0.00E+0 0.76 9.09E-6 0.20 1.00E+0 -0.75 6.66E-5 
CATMA5OC64152R1 AT5G10050 -0.09 1.00E+0 -0.36 1.65E-1 -0.30 4.40E-1 -0.66 1.42E-3 0.33 2.76E-1 -0.05 1.00E+0 -0.08 1.00E+0 
CATMA5OA08840R1 AT5G10080 -0.61 4.57E-3 -0.34 2.12E-1 -0.44 4.74E-2 -0.54 1.73E-2 -0.25 6.45E-1 -0.08 1.00E+0 -0.29 5.12E-1 
CATMA5OA08860R1 AT5G10100 -1.43 0.00E+0 -2.87 0.00E+0 -0.30 4.76E-1 -1.11 5.11E-10 1.00 6.18E-10 -0.52 1.37E-1 0.11 1.00E+0 
CATMA5OA08890F1 AT5G10130 0.13 1.00E+0 -1.65 0.00E+0 0.38 1.44E-1 -0.35 3.52E-1 1.03 1.69E-10 -0.67 8.02E-3 0.33 3.49E-1 
CATMA5OC64153F1 AT5G10170 -0.50 3.26E-2 -0.68 2.84E-4 0.03 1.00E+0 -0.02 1.00E+0 0.14 1.00E+0 -0.02 1.00E+0 -0.02 1.00E+0 
CATMA5OA08925R1 AT5G10180 -2.72 0.00E+0 -1.13 4.12E-11 -0.39 1.28E-1 0.19 1.00E+0 -0.86 2.25E-7 0.87 6.33E-5 -0.13 1.00E+0 
CATMA5OA08940R1 AT5G10200 0.66 1.56E-3 0.59 2.80E-3 0.16 1.00E+0 0.29 6.31E-1 -0.02 1.00E+0 0.14 1.00E+0 0.36 2.52E-1 
CATMA5OA08950R1 AT5G10210 1.09 4.23E-9 2.06 0.00E+0 0.92 1.32E-8 1.72 0.00E+0 -0.63 4.47E-4 0.47 2.84E-1 0.28 5.82E-1 
CATMA5OA08970F1 AT5G10230 -0.87 8.14E-6 -0.05 1.00E+0 0.58 1.90E-3 0.90 1.07E-6 -0.42 6.20E-2 0.26 1.00E+0 -0.11 1.00E+0 
CATMA5OA08980F1 AT5G10240 -0.37 2.13E-1 -0.68 2.80E-4 -0.21 1.00E+0 -0.54 1.82E-2 0.19 1.00E+0 -0.13 1.00E+0 -0.11 1.00E+0 
CATMA5OA09000R1 AT5G10260 -0.17 9.58E-1 -0.97 2.80E-8 0.02 1.00E+0 -0.11 1.00E+0 0.61 7.56E-4 -0.19 1.00E+0 0.32 3.97E-1 
CATMA5OA09020R1 AT5G10280 1.76 0.00E+0 0.33 2.43E-1 0.42 7.59E-2 -0.50 4.13E-2 1.25 0.00E+0 -0.37 9.90E-1 0.26 6.88E-1 
CATMA5OA09040R1 AT5G10300 -0.85 1.27E-5 -0.46 3.76E-2 -0.08 1.00E+0 0.15 1.00E+0 -0.14 1.00E+0 0.32 1.00E+0 0.12 1.00E+0 
CATMA5OA09050F1 AT5G10310 -1.03 3.59E-8 -1.00 7.95E-9 -0.29 4.98E-1 -0.63 2.93E-3 0.10 1.00E+0 0.11 1.00E+0 -0.26 6.91E-1 
CATMA5OA09140R1 AT5G10380 -1.37 4.18E-14 -0.64 7.72E-4 1.16 8.91E-14 0.33 4.10E-1 -1.24 0.00E+0 -0.23 1.00E+0 -1.92 0.00E+0 
CATMA5OA09170R1 AT5G10410 -1.82 0.00E+0 -1.13 4.52E-11 -0.21 1.00E+0 -0.31 5.06E-1 -0.99 9.30E-10 -0.34 1.00E+0 -1.04 2.43E-9 
CATMA5OA09183F1 AT5G10430 0.14 1.00E+0 -1.61 0.00E+0 0.31 4.02E-1 -0.24 8.89E-1 0.95 5.22E-9 -0.84 1.33E-4 0.35 2.59E-1 
CATMA5ON93858F1 AT5G10480 0.03 1.00E+0 -0.16 9.31E-1 0.54 5.49E-3 -0.34 3.56E-1 0.19 1.00E+0 0.02 1.00E+0 -0.70 2.74E-4 
CATMA5OA09250F1 AT5G10520 0.60 5.19E-3 0.58 3.61E-3 0.06 1.00E+0 0.23 9.63E-1 0.15 1.00E+0 0.13 1.00E+0 0.24 7.88E-1 
CATMA5OA09260F1 AT5G10530 2.69 0.00E+0 1.25 1.39E-13 0.31 3.86E-1 0.68 7.76E-4 1.37 0.00E+0 -0.01 1.00E+0 1.70 0.00E+0 
CATMA5OC64156R1 AT5G10540 0.78 8.13E-5 0.67 3.42E-4 -0.02 1.00E+0 0.34 3.67E-1 0.16 1.00E+0 -0.05 1.00E+0 0.41 1.11E-1 
CATMA5OA09320R1 AT5G10580 0.88 5.96E-6 1.43 0.00E+0 0.17 1.00E+0 0.70 4.71E-4 -0.23 7.83E-1 0.23 1.00E+0 0.40 1.30E-1 
CATMA4OA06830R1 AT5G10625 -0.48 4.76E-2 0.05 1.00E+0 -0.22 9.95E-1 -0.51 3.08E-2 -0.28 5.23E-1 0.29 1.00E+0 -0.64 1.12E-3 
CATMA5OA09390R1 AT5G10660 -1.41 1.10E-14 -1.02 4.16E-9 0.17 1.00E+0 0.12 1.00E+0 -0.24 7.57E-1 -0.09 1.00E+0 -0.14 1.00E+0 
CATMA5OA09490R1 AT5G10750 0.10 1.00E+0 -0.69 2.26E-4 0.33 3.04E-1 -0.03 1.00E+0 0.74 1.75E-5 0.03 1.00E+0 0.26 6.97E-1 
CATMA5OA09500F1 AT5G10760 -2.53 0.00E+0 0.03 1.00E+0 -0.56 3.14E-3 0.21 1.00E+0 -2.75 0.00E+0 0.00 1.00E+0 -2.12 0.00E+0 
CATMA5OA09510F1 AT5G10770 -2.30 0.00E+0 -2.23 0.00E+0 -0.41 9.30E-2 -1.95 0.00E+0 0.06 1.00E+0 0.17 1.00E+0 -1.43 0.00E+0 
CATMA5OA09570R1 AT5G10830 -0.12 1.00E+0 -0.79 1.41E-5 0.16 1.00E+0 -0.29 5.93E-1 0.57 2.23E-3 0.01 1.00E+0 0.12 1.00E+0 
CATMA5ON93860F2 AT5G10946 0.93 1.34E-6 1.31 1.09E-14 -0.15 1.00E+0 0.77 7.36E-5 0.22 8.35E-1 0.76 1.13E-3 1.07 5.11E-10 
CATMA5OA09730R1 AT5G10970 0.66 1.81E-3 0.00 1.00E+0 0.17 1.00E+0 -0.18 1.00E+0 0.52 7.37E-3 0.22 1.00E+0 0.25 7.69E-1 
CATMA5OC64166R1 AT5G10990 -0.77 1.18E-4 -0.56 5.25E-3 0.05 1.00E+0 -0.06 1.00E+0 0.05 1.00E+0 0.13 1.00E+0 0.01 1.00E+0 
CATMA5OA09820R1 AT5G11060 -0.60 6.00E-3 -0.08 1.00E+0 -0.16 1.00E+0 -0.07 1.00E+0 -0.68 1.01E-4 0.21 1.00E+0 -0.57 5.61E-3 
CATMA5OA09830F1 AT5G11070 -0.57 1.07E-2 -2.56 0.00E+0 0.11 1.00E+0 -0.46 7.93E-2 1.30 0.00E+0 -0.61 2.94E-2 0.96 4.86E-8 
CATMA5OA09860R1 AT5G11100 -0.47 5.46E-2 -0.97 2.89E-8 0.16 1.00E+0 -0.35 3.21E-1 0.51 9.20E-3 -0.01 1.00E+0 0.16 1.00E+0 
CATMA5OA09870R1 AT5G11110 -1.07 1.20E-8 -1.15 1.48E-11 -0.44 4.70E-2 -1.10 5.93E-10 0.35 2.04E-1 0.25 1.00E+0 -0.33 3.37E-1 
CATMA5OA09900R1 AT5G11140 -1.52 0.00E+0 -0.33 2.56E-1 0.75 9.17E-6 -0.25 8.43E-1 -1.53 0.00E+0 -0.37 1.00E+0 -2.29 0.00E+0 
CATMA5OA09920R1 AT5G11160 -0.74 2.52E-4 -0.57 3.80E-3 -0.18 1.00E+0 -0.62 3.67E-3 0.00 1.00E+0 -0.06 1.00E+0 -0.38 1.87E-1 
CATMA5OA09970F1 AT5G11210 -2.64 0.00E+0 -0.09 1.00E+0 -0.47 2.65E-2 -0.10 1.00E+0 -2.01 0.00E+0 0.40 7.69E-1 -1.58 0.00E+0 
CATMA5OA10020F1 AT5G11260 0.00 1.00E+0 -0.47 2.73E-2 -0.25 7.37E-1 -0.80 2.78E-5 0.55 4.05E-3 -0.02 1.00E+0 -0.05 1.00E+0 
CATMA5ON99306R1 AT5G11420 -0.85 1.22E-5 -2.24 0.00E+0 0.52 8.82E-3 -0.47 6.01E-2 0.73 2.32E-5 -0.32 1.00E+0 -0.23 8.56E-1 
CATMA5OA10210F1 AT5G11440 0.03 1.00E+0 -1.06 8.74E-10 0.19 1.00E+0 -0.19 1.00E+0 0.87 1.37E-7 -0.10 1.00E+0 0.41 1.27E-1 
CATMA5OA10300F1 AT5G11540 -0.28 5.15E-1 -1.83 0.00E+0 0.38 1.50E-1 0.25 8.31E-1 0.80 2.15E-6 -0.72 3.31E-3 0.69 3.39E-4 
CATMA5OA10310F1 AT5G11550 -0.59 7.65E-3 -0.48 2.58E-2 -0.19 1.00E+0 -0.72 3.01E-4 0.14 1.00E+0 0.16 1.00E+0 -0.24 7.91E-1 
CATMA5OA10380F1 AT5G11610 1.21 4.92E-11 0.24 5.87E-1 -0.07 1.00E+0 0.19 1.00E+0 0.89 7.30E-8 -0.07 1.00E+0 0.90 5.36E-7 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA5OA10390F1 AT5G11620 -0.46 6.21E-2 -0.46 3.56E-2 -0.09 1.00E+0 -0.69 7.06E-4 0.31 3.49E-1 0.21 1.00E+0 -0.15 1.00E+0 
CATMA5OA10420R1 AT5G11650 -1.19 9.84E-11 -0.20 7.85E-1 0.32 3.47E-1 0.17 1.00E+0 -1.24 0.00E+0 -0.02 1.00E+0 -1.20 1.59E-12 
CATMA5OA10510R1 AT5G11720 0.60 5.76E-3 0.45 3.97E-2 -0.24 8.08E-1 0.22 9.87E-1 0.03 1.00E+0 -0.09 1.00E+0 0.57 6.31E-3 
CATMA5OA10580R1 AT5G11790 -1.50 0.00E+0 -1.44 0.00E+0 -0.38 1.54E-1 -0.87 3.15E-6 0.06 1.00E+0 0.16 1.00E+0 -0.39 1.64E-1 
CATMA5OA10680R1 AT5G11890 -0.16 9.97E-1 -0.35 2.00E-1 0.17 1.00E+0 -0.77 6.38E-5 0.27 5.31E-1 0.05 1.00E+0 -0.34 3.10E-1 
CATMA5OA10710R1 AT5G11920 -0.80 5.47E-5 0.12 1.00E+0 0.86 1.61E-7 1.12 2.21E-10 -1.27 0.00E+0 -0.33 1.00E+0 -1.03 3.77E-9 
CATMA5OA10720F1 AT5G11930 -1.04 3.43E-8 -1.22 6.64E-13 -0.32 3.56E-1 -1.33 0.00E+0 0.45 3.72E-2 0.12 1.00E+0 -0.25 7.59E-1 
CATMA5OA10740R1 AT5G11950 -1.09 5.15E-9 -0.93 1.16E-7 0.13 1.00E+0 -0.15 1.00E+0 0.16 1.00E+0 0.37 9.78E-1 -0.09 1.00E+0 
CATMA5OM00394R1 AT5G11977 -0.30 4.49E-1 -1.25 1.49E-13 0.01 1.00E+0 -0.99 4.73E-8 1.29 0.00E+0 0.17 1.00E+0 0.48 3.45E-2 
CATMA5OA10820F1 AT5G12010 -0.36 2.39E-1 -0.43 5.62E-2 -0.29 4.97E-1 0.06 1.00E+0 0.25 6.67E-1 0.21 1.00E+0 0.62 1.85E-3 
CATMA5OC64182R1 AT5G12130 0.46 6.40E-2 0.62 1.16E-3 -0.02 1.00E+0 0.15 1.00E+0 -0.04 1.00E+0 0.05 1.00E+0 0.17 1.00E+0 
CATMA5OA10980F1 AT5G12200 0.04 1.00E+0 0.13 1.00E+0 -0.33 2.96E-1 0.32 4.83E-1 -0.05 1.00E+0 0.05 1.00E+0 0.65 8.40E-4 
CATMA5OC64184F1 AT5G12230 0.63 3.15E-3 0.38 1.21E-1 0.15 1.00E+0 0.09 1.00E+0 0.26 5.90E-1 0.16 1.00E+0 0.12 1.00E+0 
CATMA5OC64185R1 AT5G12235 -0.79 6.42E-5 -0.61 1.70E-3 0.04 1.00E+0 0.05 1.00E+0 0.02 1.00E+0 0.14 1.00E+0 0.04 1.00E+0 
CATMA5ON91716R1 AT5G12236 -1.02 5.27E-8 -0.77 2.49E-5 -0.26 7.22E-1 -0.19 1.00E+0 -0.06 1.00E+0 0.23 1.00E+0 -0.01 1.00E+0 
CATMA5OA11060F1 AT5G12270 -1.97 0.00E+0 -2.53 0.00E+0 -1.27 0.00E+0 -1.34 0.00E+0 0.33 2.59E-1 0.03 1.00E+0 0.28 6.06E-1 
CATMA5OC64192F1 AT5G12330 -1.16 3.80E-10 -0.09 1.00E+0 -0.46 3.28E-2 -0.16 1.00E+0 -0.52 8.05E-3 0.34 1.00E+0 -0.20 9.81E-1 
CATMA5OC64193F1 AT5G12340 -0.94 9.30E-7 0.72 9.93E-5 0.28 5.84E-1 0.64 2.19E-3 -1.41 0.00E+0 0.30 1.00E+0 -1.04 2.04E-9 
CATMA5OC64201F1 AT5G12420 -1.15 5.68E-10 -0.54 7.76E-3 1.34 0.00E+0 -1.73 0.00E+0 -0.43 4.96E-2 0.32 1.00E+0 -2.88 0.00E+0 
CATMA5OC64206F1 AT5G12470 -0.13 1.00E+0 -0.60 1.93E-3 -0.03 1.00E+0 -0.38 2.29E-1 0.45 3.98E-2 -0.08 1.00E+0 0.03 1.00E+0 
CATMA5OA11120F1 AT5G12890 -0.52 2.51E-2 0.67 3.41E-4 -0.32 3.59E-1 0.29 6.07E-1 -1.03 1.43E-10 0.15 1.00E+0 -0.59 4.24E-3 
CATMA5OA11130F1 AT5G12900 -1.15 5.09E-10 -0.35 1.82E-1 0.05 1.00E+0 0.09 1.00E+0 -0.64 3.47E-4 0.22 1.00E+0 -0.61 2.69E-3 
CATMA5OA11160F1 AT5G12930 -1.33 2.77E-13 -0.82 4.89E-6 0.02 1.00E+0 -0.18 1.00E+0 -0.86 2.18E-7 -0.43 5.50E-1 -1.09 2.45E-10 
CATMA5OA11170R1 AT5G12940 -0.50 3.44E-2 -0.98 1.75E-8 -0.31 4.26E-1 -0.45 9.43E-2 0.04 1.00E+0 -0.46 3.31E-1 -0.08 1.00E+0 
CATMA5OC64208R1 AT5G12950 -0.74 2.77E-4 -0.98 1.57E-8 -0.25 7.61E-1 0.06 1.00E+0 0.10 1.00E+0 -0.08 1.00E+0 0.18 1.00E+0 
CATMA5OF03239R1 AT5G12960 -0.52 2.72E-2 -0.97 2.41E-8 -0.03 1.00E+0 -0.42 1.31E-1 0.25 6.93E-1 -0.16 1.00E+0 -0.28 6.00E-1 
CATMA5OA11200R1 AT5G12970 -1.22 2.84E-11 -0.77 1.99E-5 0.18 1.00E+0 -0.54 1.85E-2 -0.50 1.24E-2 -0.04 1.00E+0 -1.27 4.74E-14 
CATMA5OA11290F1 AT5G13080 -2.19 0.00E+0 1.20 1.46E-12 0.28 5.52E-1 1.27 2.73E-13 -2.13 0.00E+0 1.17 3.60E-9 -1.18 5.31E-12 
CATMA5OA11310R1 AT5G13100 0.69 8.78E-4 0.31 3.07E-1 -0.10 1.00E+0 -0.36 3.04E-1 0.28 4.92E-1 -0.13 1.00E+0 0.06 1.00E+0 
CATMA5OA11320R1 AT5G13110 0.81 3.70E-5 0.99 1.39E-8 0.77 4.84E-6 1.16 4.98E-11 -0.02 1.00E+0 0.11 1.00E+0 0.33 3.65E-1 
CATMA5OA11380F1 AT5G13170 1.09 4.58E-9 1.24 2.90E-13 0.02 1.00E+0 0.14 1.00E+0 0.04 1.00E+0 0.31 1.00E+0 0.10 1.00E+0 
CATMA5OC64213F1 AT5G13190 -0.68 1.05E-3 -0.37 1.51E-1 0.33 3.21E-1 -0.20 1.00E+0 -0.36 1.69E-1 -0.08 1.00E+0 -0.92 2.60E-7 
CATMA5OA11410R1 AT5G13200 -0.74 2.58E-4 0.04 1.00E+0 0.09 1.00E+0 -0.23 9.67E-1 -0.64 3.20E-4 -0.04 1.00E+0 -0.90 3.83E-7 
CATMA5OA11420R1 AT5G13210 1.64 0.00E+0 1.37 0.00E+0 0.33 3.10E-1 -0.06 1.00E+0 0.05 1.00E+0 -0.10 1.00E+0 -0.12 1.00E+0 
CATMA5OA11430R1 AT5G13220 -0.46 6.26E-2 0.65 5.48E-4 0.07 1.00E+0 1.67 0.00E+0 0.08 1.00E+0 1.44 0.00E+0 1.47 0.00E+0 
CATMA5ON98272F1 AT5G13225 0.68 1.08E-3 0.41 8.12E-2 0.66 1.87E-4 0.52 2.63E-2 0.07 1.00E+0 -0.43 5.17E-1 0.15 1.00E+0 
CATMA5OA11460R1 AT5G13250 -0.11 1.00E+0 -0.66 4.72E-4 -0.08 1.00E+0 -0.20 1.00E+0 0.49 1.56E-2 -0.03 1.00E+0 0.25 7.62E-1 
CATMA5OC64215R1 AT5G13320 -2.78 0.00E+0 -0.35 1.92E-1 1.19 0.00E+0 0.35 3.20E-1 -3.11 0.00E+0 -0.72 2.75E-3 -3.38 0.00E+0 
CATMA5OA11530R1 AT5G13330 -1.69 0.00E+0 1.10 1.17E-10 -0.30 4.73E-1 0.40 1.76E-1 -1.22 1.57E-14 2.09 0.00E+0 -0.64 1.14E-3 
CATMA5OC64217R1 AT5G13360 0.06 1.00E+0 0.41 7.48E-2 -0.89 4.22E-8 -0.42 1.29E-1 -0.46 2.75E-2 0.01 1.00E+0 -0.03 1.00E+0 
CATMA5OA11600F1 AT5G13400 -1.45 0.00E+0 1.09 2.20E-10 -1.21 0.00E+0 -0.18 1.00E+0 -1.57 0.00E+0 0.87 6.45E-5 -0.73 1.21E-4 
CATMA5OA11620F1 AT5G13420 0.57 9.81E-3 0.70 1.85E-4 0.77 5.96E-6 1.00 4.02E-8 -0.01 1.00E+0 0.17 1.00E+0 0.37 2.24E-1 
CATMA5OA11650R1 AT5G13460 -0.10 1.00E+0 -1.11 8.49E-11 -0.19 1.00E+0 -0.41 1.59E-1 0.56 3.22E-3 -0.50 2.10E-1 0.13 1.00E+0 
CATMA5OA11720R1 AT5G13490 -0.82 2.83E-5 -0.73 6.35E-5 0.09 1.00E+0 -0.05 1.00E+0 -0.40 8.91E-2 -0.22 1.00E+0 -0.54 1.08E-2 
CATMA5OA11770F1 AT5G13550 0.33 3.54E-1 1.06 8.11E-10 -0.35 2.52E-1 0.27 7.27E-1 -0.48 1.83E-2 0.30 1.00E+0 0.27 6.33E-1 
CATMA5OA11810R1 AT5G13580 -1.00 1.09E-7 -0.70 1.62E-4 1.46 0.00E+0 -1.17 3.11E-11 -0.38 1.21E-1 0.19 1.00E+0 -2.86 0.00E+0 
CATMA5OA11860F1 AT5G13630 -0.31 4.18E-1 -0.83 3.37E-6 -0.43 5.89E-2 -0.74 1.67E-4 0.22 8.27E-1 -0.14 1.00E+0 0.04 1.00E+0 
CATMA5OA11880R1 AT5G13650 0.69 8.35E-4 0.40 1.00E-1 -0.11 1.00E+0 -0.13 1.00E+0 0.33 2.67E-1 0.07 1.00E+0 0.27 6.25E-1 
CATMA5OC64223F1 AT5G13700 -0.74 2.52E-4 -1.45 0.00E+0 -0.19 1.00E+0 0.31 5.34E-1 0.59 1.61E-3 0.18 1.00E+0 1.11 9.58E-11 
CATMA5OA11970R1 AT5G13740 3.00 0.00E+0 2.91 0.00E+0 -0.64 3.64E-4 -0.29 6.33E-1 0.15 1.00E+0 0.07 1.00E+0 0.58 5.41E-3 
CATMA5OA11990R1 AT5G13750 -0.11 1.00E+0 0.79 1.14E-5 -0.05 1.00E+0 0.68 7.86E-4 -0.71 3.72E-5 0.19 1.00E+0 0.04 1.00E+0 
CATMA5OA12040F1 AT5G13800 -0.69 8.15E-4 -0.38 1.31E-1 -0.25 7.59E-1 -0.15 1.00E+0 -0.19 1.00E+0 0.12 1.00E+0 -0.06 1.00E+0 
CATMA5OA12080F1 AT5G13840 -0.50 3.71E-2 -0.61 1.62E-3 -0.18 1.00E+0 -0.53 2.08E-2 0.02 1.00E+0 0.17 1.00E+0 -0.13 1.00E+0 
CATMA5OA12105F1 AT5G13870 -0.35 2.81E-1 -1.20 1.94E-12 -0.08 1.00E+0 -0.72 2.80E-4 0.71 4.38E-5 -0.21 1.00E+0 0.09 1.00E+0 
CATMA5OC64228F1 AT5G13900 -1.42 0.00E+0 -0.42 6.43E-2 1.58 0.00E+0 -2.03 0.00E+0 -0.30 4.09E-1 0.46 3.60E-1 -3.56 0.00E+0 
CATMA5OA12130F1 AT5G13910 -1.55 0.00E+0 -1.79 0.00E+0 -0.29 5.41E-1 0.43 1.22E-1 -0.15 1.00E+0 -0.28 1.00E+0 0.52 1.74E-2 
CATMA5OA12150R1 AT5G13930 -0.18 9.47E-1 0.36 1.75E-1 -0.18 1.00E+0 -0.51 3.10E-2 0.21 9.05E-1 0.66 1.03E-2 -0.15 1.00E+0 
CATMA5OA12220F1 AT5G13990 -0.16 9.92E-1 -1.10 1.28E-10 -0.03 1.00E+0 -0.07 1.00E+0 0.68 9.99E-5 -0.67 8.75E-3 0.75 5.82E-5 
CATMA5OA12250F1 AT5G14020 0.99 1.57E-7 -1.13 3.43E-11 0.53 7.82E-3 -0.10 1.00E+0 1.43 0.00E+0 -0.76 1.29E-3 0.71 2.06E-4 
CATMA5OA12290R1 AT5G14070 2.36 0.00E+0 0.88 7.21E-7 0.36 1.96E-1 0.14 1.00E+0 1.07 1.84E-11 0.07 1.00E+0 0.96 4.20E-8 
CATMA5OF03240F1 AT5G14110 1.32 3.54E-13 1.64 0.00E+0 0.09 1.00E+0 0.25 8.17E-1 0.11 1.00E+0 0.33 1.00E+0 0.23 8.28E-1 
CATMA5OA12350R1 AT5G14120 2.72 0.00E+0 1.72 0.00E+0 0.10 1.00E+0 0.65 1.75E-3 1.07 2.18E-11 0.08 1.00E+0 1.73 0.00E+0 
CATMA5OA12355F1 AT5G14130 -1.71 0.00E+0 0.22 6.78E-1 -0.07 1.00E+0 -0.93 4.67E-7 -1.42 0.00E+0 0.58 5.49E-2 -2.27 0.00E+0 
CATMA5OA12370F1 AT5G14150 -0.14 1.00E+0 -1.09 1.83E-10 -0.16 1.00E+0 -0.25 8.32E-1 0.37 1.43E-1 -0.63 2.19E-2 0.39 1.59E-1 
CATMA5OA12400F1 AT5G14180 0.92 1.74E-6 0.94 8.78E-8 -0.25 7.60E-1 0.42 1.37E-1 0.79 2.90E-6 1.00 1.24E-6 1.36 0.00E+0 
CATMA5OC64229R1 AT5G14200 0.64 2.31E-3 1.20 1.42E-12 0.31 3.98E-1 0.29 6.09E-1 -0.33 2.55E-1 0.22 1.00E+0 -0.34 3.17E-1 
CATMA5OA12560F1 AT5G14330 0.38 1.90E-1 -1.39 0.00E+0 0.57 2.55E-3 0.20 1.00E+0 1.30 0.00E+0 -0.50 1.94E-1 0.97 2.80E-8 
CATMA5OA12570R1 AT5G14340 -1.25 8.35E-12 -2.84 0.00E+0 0.13 1.00E+0 -0.69 5.78E-4 1.22 1.57E-14 -0.60 3.68E-2 0.22 9.12E-1 
CATMA5OA12580F1 AT5G14345 -0.08 1.00E+0 -0.51 1.45E-2 -0.06 1.00E+0 0.28 6.85E-1 0.21 8.90E-1 -0.08 1.00E+0 0.59 4.20E-3 
CATMA5OA12600R1 AT5G14360 1.48 0.00E+0 0.67 3.84E-4 0.33 3.19E-1 0.76 1.07E-4 0.59 1.36E-3 -0.08 1.00E+0 1.47 0.00E+0 
CATMA5OA12620F1 AT5G14380 -0.35 2.78E-1 -0.61 1.53E-3 -0.12 1.00E+0 -0.19 1.00E+0 0.23 7.59E-1 -0.17 1.00E+0 0.31 4.12E-1 
CATMA5ON91885R1 AT5G14450 -0.77 1.15E-4 -0.87 9.25E-7 -0.63 5.76E-4 -0.66 1.37E-3 -0.08 1.00E+0 -0.11 1.00E+0 -0.18 1.00E+0 
CATMA5OA12710F1 AT5G14470 -0.26 6.13E-1 1.17 5.29E-12 0.75 9.91E-6 0.19 1.00E+0 -0.04 1.00E+0 1.54 0.00E+0 -0.49 3.08E-2 
CATMA5OA12720R1 AT5G14480 -0.55 1.38E-2 -0.18 8.49E-1 0.45 4.11E-2 -0.15 1.00E+0 -0.27 5.32E-1 -0.04 1.00E+0 -0.97 3.03E-8 
CATMA5OM00430R1 AT5G14545 -0.16 9.84E-1 0.31 2.93E-1 -0.51 1.07E-2 -0.12 1.00E+0 -1.20 3.06E-14 -0.19 1.00E+0 -0.67 5.59E-4 
CATMA5OM00430F2 AT5G14550 0.13 1.00E+0 0.09 1.00E+0 -0.38 1.55E-1 -0.31 4.89E-1 -0.59 1.36E-3 -0.55 8.89E-2 -0.38 1.88E-1 
CATMA5ON91757R1 AT5G14565 -0.55 1.45E-2 0.41 8.19E-2 -0.54 5.65E-3 0.05 1.00E+0 -1.36 0.00E+0 -0.75 1.38E-3 -1.19 3.42E-12 
CATMA5OA12840R1 AT5G14610 -0.47 6.06E-2 -0.98 1.66E-8 -0.28 5.95E-1 -0.47 6.73E-2 0.21 8.86E-1 -0.25 1.00E+0 0.10 1.00E+0 
CATMA5OC64234F1 AT5G14640 -0.63 3.11E-3 -0.37 1.36E-1 -0.17 1.00E+0 -0.51 3.35E-2 -0.27 5.59E-1 0.12 1.00E+0 -0.44 6.89E-2 
CATMA5OA12860R1 AT5G14650 1.12 1.37E-9 1.47 0.00E+0 -0.03 1.00E+0 1.03 9.99E-9 0.11 1.00E+0 0.32 1.00E+0 1.21 1.31E-12 
CATMA5OA12900F1 AT5G14690 0.18 9.54E-1 -0.85 1.83E-6 0.00 1.00E+0 -0.58 7.99E-3 0.77 5.99E-6 -0.24 1.00E+0 0.37 1.99E-1 
CATMA5OA12910F1 AT5G14700 -0.96 3.82E-7 -0.13 1.00E+0 0.50 1.42E-2 0.21 1.00E+0 -0.75 1.14E-5 0.03 1.00E+0 -1.00 1.13E-8 
CATMA5OA12950R1 AT5G14730 -1.25 8.75E-12 -0.10 1.00E+0 0.33 3.11E-1 0.16 1.00E+0 -0.42 6.96E-2 0.84 1.28E-4 -0.65 8.94E-4 
CATMA5OA12970F1 AT5G14750 -0.32 3.85E-1 -1.12 6.06E-11 -0.03 1.00E+0 -0.09 1.00E+0 0.51 1.02E-2 -0.20 1.00E+0 0.38 1.91E-1 
CATMA5OA12980R1 AT5G14760 -2.43 0.00E+0 -0.64 6.96E-4 1.21 0.00E+0 1.63 0.00E+0 -1.93 0.00E+0 0.01 1.00E+0 -1.71 0.00E+0 
CATMA5OA13000R1 AT5G14780 -0.59 6.84E-3 -0.28 3.98E-1 -0.49 1.88E-2 -0.14 1.00E+0 -0.04 1.00E+0 0.31 1.00E+0 0.31 4.30E-1 
CATMA5ON99349R1 AT5G14790 0.09 1.00E+0 -0.47 2.80E-2 -0.11 1.00E+0 -0.62 3.28E-3 0.25 6.50E-1 -0.25 1.00E+0 -0.08 1.00E+0 
CATMA5OC64238R1 AT5G14880 1.21 4.67E-11 0.95 6.15E-8 0.29 4.98E-1 0.46 7.42E-2 0.22 8.62E-1 0.09 1.00E+0 0.39 1.53E-1 
CATMA5ON91614R1 AT5G14930 -0.59 7.21E-3 -0.04 1.00E+0 0.43 6.25E-2 0.20 1.00E+0 -0.85 3.66E-7 0.06 1.00E+0 -0.95 8.53E-8 
CATMA5OA13400R1 AT5G15120 -1.26 5.07E-12 -0.89 4.01E-7 -0.94 4.23E-9 -0.44 1.04E-1 -0.40 9.91E-2 0.02 1.00E+0 0.12 1.00E+0 
CATMA5OC64241F1 AT5G15150 0.44 8.80E-2 -1.22 5.56E-13 0.02 1.00E+0 -0.30 5.84E-1 0.58 1.82E-3 -0.83 1.87E-4 0.42 9.53E-2 
CATMA5OA13470R1 AT5G15180 -0.21 8.23E-1 -2.12 0.00E+0 0.05 1.00E+0 -0.42 1.43E-1 0.99 8.20E-10 -0.92 1.32E-5 0.55 9.82E-3 
CATMA5OA13480F1 AT5G15190 2.90 0.00E+0 1.62 0.00E+0 -0.50 1.59E-2 0.04 1.00E+0 1.11 2.27E-12 0.13 1.00E+0 1.70 0.00E+0 
CATMA5OA13515R1 AT5G15230 -0.35 2.87E-1 -1.04 1.44E-9 -0.28 5.75E-1 -0.68 7.34E-4 0.63 5.31E-4 -0.08 1.00E+0 0.27 6.41E-1 
CATMA5OA13520R1 AT5G15240 1.60 0.00E+0 1.10 1.17E-10 0.79 2.78E-6 0.44 1.09E-1 0.53 6.80E-3 0.09 1.00E+0 0.40 1.38E-1 
CATMA5ON91794R1 AT5G15265 0.39 1.69E-1 -1.38 0.00E+0 0.55 4.81E-3 -0.50 3.87E-2 0.88 7.82E-8 -0.96 4.24E-6 -0.01 1.00E+0 
CATMA5OA13570R1 AT5G15290 0.16 9.94E-1 -0.65 5.94E-4 0.13 1.00E+0 -0.60 5.45E-3 0.54 5.59E-3 0.01 1.00E+0 -0.01 1.00E+0 
CATMA5OA13610R1 AT5G15330 0.63 3.29E-3 0.01 1.00E+0 0.16 1.00E+0 -0.18 1.00E+0 0.49 1.74E-2 -0.03 1.00E+0 0.20 1.00E+0 
CATMA5OA13625F1 AT5G15350 0.03 1.00E+0 -0.93 1.26E-7 0.11 1.00E+0 -0.26 8.08E-1 0.63 4.29E-4 -0.33 1.00E+0 0.25 7.49E-1 
CATMA5OA13675F1 AT5G15410 -0.29 4.97E-1 -1.54 0.00E+0 0.13 1.00E+0 -0.59 7.04E-3 1.08 1.50E-11 -0.12 1.00E+0 0.26 7.15E-1 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA5OA13740F1 AT5G15490 -0.50 3.25E-2 -0.90 3.23E-7 0.29 5.23E-1 -0.11 1.00E+0 0.17 1.00E+0 -0.24 1.00E+0 -0.16 1.00E+0 
CATMA5OA13780R1 AT5G15530 0.12 1.00E+0 -0.73 6.65E-5 -0.01 1.00E+0 -0.68 8.60E-4 0.50 1.20E-2 -0.25 1.00E+0 -0.06 1.00E+0 
CATMA5OA13810R1 AT5G15560 -0.12 1.00E+0 -0.38 1.18E-1 0.89 4.71E-8 -0.77 7.39E-5 0.01 1.00E+0 0.04 1.00E+0 -1.75 0.00E+0 
CATMA5ON99362F1 AT5G15580 0.03 1.00E+0 -1.13 4.20E-11 -0.10 1.00E+0 -0.24 8.82E-1 0.37 1.42E-1 -0.56 8.05E-2 0.17 1.00E+0 
CATMA5OA13840R1 AT5G15600 -0.06 1.00E+0 -0.86 1.30E-6 -0.05 1.00E+0 -0.10 1.00E+0 0.56 3.18E-3 -0.15 1.00E+0 0.44 7.97E-2 
CATMA5OA13880R1 AT5G15630 -0.12 1.00E+0 -0.75 4.11E-5 0.23 9.00E-1 0.19 1.00E+0 0.28 5.09E-1 -0.33 1.00E+0 0.25 7.25E-1 
CATMA5OA13970F1 AT5G15700 0.64 2.31E-3 0.64 8.25E-4 0.01 1.00E+0 0.27 7.31E-1 -0.20 9.83E-1 -0.11 1.00E+0 0.01 1.00E+0 
CATMA5OC64249R1 AT5G15725 -0.25 6.65E-1 -1.42 0.00E+0 0.43 5.74E-2 -1.00 3.10E-8 1.15 3.02E-13 -0.17 1.00E+0 -0.02 1.00E+0 
CATMA5OA14060R1 AT5G15790 0.61 4.66E-3 0.11 1.00E+0 0.48 2.48E-2 -0.01 1.00E+0 0.64 3.22E-4 -0.01 1.00E+0 0.01 1.00E+0 
CATMA5OA14110R1 AT5G15830 1.10 3.51E-9 1.53 0.00E+0 0.23 8.94E-1 0.97 1.10E-7 -0.35 1.96E-1 0.22 1.00E+0 0.48 3.90E-2 
CATMA5OA14140F1 AT5G15870 -0.31 4.04E-1 -0.69 2.45E-4 0.31 4.19E-1 -0.21 1.00E+0 -0.09 1.00E+0 -0.68 6.90E-3 -0.56 8.24E-3 
CATMA5OA14160F1 AT5G15890 0.18 9.46E-1 -1.92 0.00E+0 0.11 1.00E+0 -0.12 1.00E+0 1.20 3.06E-14 -0.99 1.86E-6 0.98 1.89E-8 
CATMA5OC64253R1 AT5G15940 0.44 8.97E-2 -1.14 2.64E-11 -0.08 1.00E+0 -0.47 5.95E-2 1.00 6.02E-10 -0.63 2.15E-2 0.76 3.97E-5 
CATMA5OC64254R1 AT5G15970 3.23 0.00E+0 3.45 0.00E+0 -1.37 0.00E+0 -1.05 4.18E-9 -0.22 8.38E-1 -0.08 1.00E+0 0.03 1.00E+0 
CATMA5OA14290R1 AT5G16010 -0.25 6.61E-1 0.02 1.00E+0 0.25 7.58E-1 0.62 3.10E-3 0.10 1.00E+0 0.14 1.00E+0 0.35 2.66E-1 
CATMA5OC64261R1 AT5G16170 -0.47 5.72E-2 -0.39 1.17E-1 0.24 8.47E-1 -0.07 1.00E+0 -0.61 7.60E-4 -0.35 1.00E+0 -0.95 7.81E-8 
CATMA5OA14470F1 AT5G16190 1.21 3.76E-11 0.56 4.63E-3 -0.24 8.19E-1 0.05 1.00E+0 0.59 1.47E-3 -0.15 1.00E+0 0.78 2.24E-5 
CATMA5ON99014R1 AT5G16230 0.70 6.30E-4 -0.74 6.05E-5 0.48 2.15E-2 -0.16 1.00E+0 1.02 2.59E-10 -0.31 1.00E+0 0.19 1.00E+0 
CATMA5OA14530R1 AT5G16240 -0.92 1.88E-6 -0.83 3.36E-6 1.40 0.00E+0 -1.41 0.00E+0 -0.21 9.22E-1 -0.11 1.00E+0 -3.06 0.00E+0 
CATMA5OA14540F1 AT5G16250 -0.64 2.74E-3 -0.75 3.69E-5 -0.20 1.00E+0 -0.47 6.53E-2 0.10 1.00E+0 -0.05 1.00E+0 -0.16 1.00E+0 
CATMA5OA14706F1 AT5G16400 0.68 1.15E-3 -0.09 1.00E+0 0.27 6.44E-1 -0.39 1.95E-1 0.69 8.23E-5 -0.15 1.00E+0 -0.08 1.00E+0 
CATMA5OC65192F1 AT5G16486 -0.37 2.18E-1 -0.78 1.56E-5 -0.14 1.00E+0 -0.30 5.45E-1 0.23 7.81E-1 -0.10 1.00E+0 0.13 1.00E+0 
CATMA5OA14865R1 AT5G16540 -0.56 1.33E-2 -0.93 1.38E-7 -0.13 1.00E+0 -0.65 1.83E-3 0.29 4.23E-1 0.11 1.00E+0 -0.13 1.00E+0 
CATMA5OC64270F1 AT5G16570 -1.82 0.00E+0 -2.11 0.00E+0 -0.69 8.53E-5 -1.22 3.23E-12 0.22 8.54E-1 -0.08 1.00E+0 -0.72 1.35E-4 
CATMA5OA14910R1 AT5G16590 0.06 1.00E+0 -1.27 6.15E-14 0.24 8.47E-1 -0.11 1.00E+0 0.82 8.07E-7 -0.52 1.40E-1 0.51 1.97E-2 
CATMA5OA15070F1 AT5G16740 -4.16 0.00E+0 -2.91 0.00E+0 -0.54 5.08E-3 -3.18 0.00E+0 -1.71 0.00E+0 -0.14 1.00E+0 -4.08 0.00E+0 
CATMA5OA15080F1 AT5G16750 0.77 1.04E-4 0.40 8.95E-2 -0.02 1.00E+0 0.06 1.00E+0 0.06 1.00E+0 -0.14 1.00E+0 0.08 1.00E+0 
CATMA5OA15100R1 AT5G16770 -1.31 7.70E-13 -0.20 7.69E-1 1.27 0.00E+0 -1.23 1.84E-12 -0.44 4.56E-2 0.63 2.14E-2 -2.79 0.00E+0 
CATMA5OA15140F1 AT5G16810 0.85 1.21E-5 0.45 4.25E-2 -0.30 4.56E-1 0.02 1.00E+0 0.03 1.00E+0 0.02 1.00E+0 0.50 2.50E-2 
CATMA5OA15150R1 AT5G16820 0.68 1.01E-3 0.36 1.71E-1 -0.43 6.01E-2 -0.02 1.00E+0 0.22 8.79E-1 -0.02 1.00E+0 0.65 9.32E-4 
CATMA5OA15210R1 AT5G16900 0.62 3.92E-3 -0.14 1.00E+0 -0.05 1.00E+0 0.49 4.26E-2 0.70 6.69E-5 0.11 1.00E+0 1.20 1.86E-12 
CATMA5OA15220R1 AT5G16910 -0.94 9.59E-7 -0.50 1.73E-2 0.25 7.63E-1 0.09 1.00E+0 -0.76 9.63E-6 -0.21 1.00E+0 -0.85 2.63E-6 
CATMA5OF01871F1 AT5G16970 -0.15 1.00E+0 0.96 4.15E-8 -0.14 1.00E+0 0.05 1.00E+0 0.07 1.00E+0 1.49 0.00E+0 0.23 8.57E-1 
CATMA5ON91877F1 AT5G16980 -0.29 5.10E-1 0.38 1.25E-1 -0.11 1.00E+0 -0.24 8.72E-1 -0.20 9.63E-1 0.66 1.17E-2 -0.24 7.81E-1 
CATMA5OC64274F1 AT5G16990 1.67 0.00E+0 3.90 0.00E+0 -1.33 0.00E+0 -0.24 8.77E-1 -1.53 0.00E+0 0.22 1.00E+0 -0.01 1.00E+0 
CATMA5ON93874F1 AT5G17110 0.06 1.00E+0 1.65 0.00E+0 -0.25 7.84E-1 0.28 6.83E-1 -0.47 2.20E-2 0.00 1.00E+0 0.34 2.92E-1 
CATMA5OF03245F1 AT5G17150 -0.17 9.68E-1 0.04 1.00E+0 0.30 4.71E-1 0.66 1.50E-3 -0.11 1.00E+0 0.10 1.00E+0 0.06 1.00E+0 
CATMA5OA15440F1 AT5G17160 -0.84 1.60E-5 -0.84 2.18E-6 0.03 1.00E+0 -0.21 1.00E+0 0.03 1.00E+0 -0.02 1.00E+0 -0.20 9.93E-1 
CATMA5ON91465F1 AT5G17165 -1.78 0.00E+0 -2.85 0.00E+0 -0.19 1.00E+0 0.29 6.13E-1 1.29 0.00E+0 0.22 1.00E+0 1.80 0.00E+0 
CATMA5OA15540R1 AT5G17270 0.69 8.35E-4 0.39 1.05E-1 0.11 1.00E+0 0.23 9.62E-1 -0.06 1.00E+0 -0.08 1.00E+0 0.12 1.00E+0 
CATMA5OA15570F1 AT5G17300 1.43 0.00E+0 0.99 1.23E-8 0.01 1.00E+0 -0.15 1.00E+0 0.54 5.30E-3 0.25 1.00E+0 0.29 5.46E-1 
CATMA5OA15610R1 AT5G17350 -0.31 3.94E-1 -0.34 2.18E-1 0.50 1.43E-2 -0.67 9.92E-4 0.15 1.00E+0 -0.23 1.00E+0 -0.95 6.20E-8 
CATMA5OA15680F1 AT5G17420 -0.24 6.90E-1 -0.87 9.64E-7 0.09 1.00E+0 0.19 1.00E+0 0.34 2.39E-1 -0.31 1.00E+0 0.38 1.88E-1 
CATMA5OA15690F1 AT5G17430 -0.28 5.43E-1 -0.13 1.00E+0 -0.69 8.12E-5 -0.44 1.04E-1 -0.20 9.86E-1 -0.08 1.00E+0 0.07 1.00E+0 
CATMA5OA15720R1 AT5G17450 -1.90 0.00E+0 -2.25 0.00E+0 -0.34 2.87E-1 -0.61 4.60E-3 0.27 5.38E-1 0.01 1.00E+0 0.09 1.00E+0 
CATMA5OA15890F1 AT5G17600 -0.48 4.47E-2 -0.72 1.04E-4 0.36 2.19E-1 0.05 1.00E+0 0.06 1.00E+0 -0.21 1.00E+0 -0.45 6.71E-2 
CATMA5OC64288F1 AT5G17640 0.61 4.47E-3 0.42 6.95E-2 0.13 1.00E+0 0.57 1.06E-2 0.13 1.00E+0 0.03 1.00E+0 0.48 3.45E-2 
CATMA5ON102991F1 AT5G17650 0.34 3.17E-1 1.25 1.49E-13 -0.18 1.00E+0 -0.11 1.00E+0 -0.73 2.27E-5 0.24 1.00E+0 -0.53 1.56E-2 
CATMA5OA15960R1 AT5G17670 1.06 1.49E-8 0.55 5.66E-3 -0.11 1.00E+0 -0.06 1.00E+0 0.26 5.87E-1 -0.08 1.00E+0 0.27 6.57E-1 
CATMA5OA15990F1 AT5G17700 -2.93 0.00E+0 -2.57 0.00E+0 -1.63 0.00E+0 -1.38 0.00E+0 -0.53 6.31E-3 0.11 1.00E+0 -0.32 3.73E-1 
CATMA5OA16060F1 AT5G17760 -1.57 0.00E+0 -0.15 9.79E-1 0.49 1.78E-2 0.21 1.00E+0 -1.09 9.48E-12 0.19 1.00E+0 -1.27 6.25E-14 
CATMA5OA16070F1 AT5G17780 -1.33 2.19E-13 -1.11 8.34E-11 -0.68 9.47E-5 -1.08 1.42E-9 -0.11 1.00E+0 0.08 1.00E+0 -0.56 7.86E-3 
CATMA5OA16090R1 AT5G17800 -0.69 7.48E-4 0.37 1.39E-1 -0.88 8.01E-8 -0.45 8.20E-2 -0.55 3.55E-3 0.68 7.82E-3 -0.07 1.00E+0 
CATMA5OA16105F1 AT5G17820 0.89 3.59E-6 -1.27 5.17E-14 0.32 3.61E-1 0.29 6.05E-1 1.44 0.00E+0 -0.71 3.48E-3 1.38 0.00E+0 
CATMA5ON93878F1 AT5G17960 0.29 4.86E-1 -0.72 8.81E-5 -0.34 2.76E-1 -0.82 1.73E-5 0.31 3.48E-1 -0.48 2.49E-1 -0.04 1.00E+0 
CATMA5OA16230F1 AT5G17970 -0.65 2.14E-3 0.04 1.00E+0 0.24 8.60E-1 0.08 1.00E+0 -0.74 1.52E-5 -0.09 1.00E+0 -0.80 1.45E-5 
CATMA5OC64294R1 AT5G17990 -3.05 0.00E+0 -0.01 1.00E+0 -0.25 7.61E-1 0.24 9.00E-1 -3.13 0.00E+0 -0.15 1.00E+0 -2.59 0.00E+0 
CATMA5OA16400R1 AT5G18130 -0.74 2.69E-4 -0.48 2.48E-2 0.01 1.00E+0 -0.43 1.11E-1 0.00 1.00E+0 0.29 1.00E+0 -0.38 1.91E-1 
CATMA5OA16435R1 AT5G18170 0.78 9.17E-5 1.22 6.64E-13 0.16 1.00E+0 0.83 1.11E-5 -0.21 9.00E-1 0.24 1.00E+0 0.33 3.35E-1 
CATMA5OA16510F1 AT5G18240 -0.72 3.72E-4 -0.41 8.04E-2 0.13 1.00E+0 0.52 2.68E-2 -0.19 1.00E+0 0.10 1.00E+0 0.20 1.00E+0 
CATMA5OA16550F1 AT5G18270 -0.62 3.57E-3 -0.40 9.78E-2 -0.15 1.00E+0 -0.38 2.26E-1 -0.57 2.69E-3 -0.26 1.00E+0 -0.78 2.59E-5 
CATMA5OA16560F1 AT5G18290 0.85 1.15E-5 1.35 0.00E+0 0.67 1.45E-4 0.29 5.90E-1 -0.30 3.78E-1 0.43 5.11E-1 -0.56 7.27E-3 
CATMA5OA16580R1 AT5G18310 -0.62 3.65E-3 0.17 9.23E-1 0.07 1.00E+0 0.05 1.00E+0 -0.53 7.07E-3 0.28 1.00E+0 -0.50 2.78E-2 
CATMA5OC64300F1 AT5G18340 0.66 1.54E-3 0.67 3.40E-4 -0.13 1.00E+0 0.15 1.00E+0 0.15 1.00E+0 0.22 1.00E+0 0.49 3.05E-2 
CATMA5ON93882F1 AT5G18350 -2.57 0.00E+0 -1.91 0.00E+0 0.12 1.00E+0 -0.09 1.00E+0 -1.29 0.00E+0 -0.20 1.00E+0 -1.47 0.00E+0 
CATMA5OA16630F1 AT5G18360 0.10 1.00E+0 0.33 2.33E-1 0.06 1.00E+0 0.60 5.49E-3 -0.14 1.00E+0 -0.04 1.00E+0 0.51 2.06E-2 
CATMA5OA16640F1 AT5G18370 0.20 8.77E-1 0.61 1.59E-3 -0.01 1.00E+0 -0.02 1.00E+0 -0.18 1.00E+0 0.07 1.00E+0 0.15 1.00E+0 
CATMA5OA16750R1 AT5G18460 -0.09 1.00E+0 -0.99 1.06E-8 0.28 5.88E-1 0.10 1.00E+0 0.37 1.49E-1 -0.82 2.25E-4 0.05 1.00E+0 
CATMA5ON102990R1 AT5G18470 -2.14 0.00E+0 -0.20 7.90E-1 0.73 2.10E-5 0.63 2.80E-3 -1.76 0.00E+0 0.12 1.00E+0 -1.92 0.00E+0 
CATMA5OA16870F1 AT5G18560 -1.04 3.45E-8 0.20 7.78E-1 -0.17 1.00E+0 -0.20 1.00E+0 -0.85 2.85E-7 0.51 1.59E-1 -0.51 2.32E-2 
CATMA5OA16900F1 AT5G18590 0.78 8.17E-5 0.11 1.00E+0 -0.44 4.99E-2 -0.09 1.00E+0 0.46 2.84E-2 -0.29 1.00E+0 0.76 4.73E-5 
CATMA5OA16920R1 AT5G18610 0.87 8.33E-6 0.57 4.33E-3 -0.22 9.95E-1 -0.29 6.44E-1 0.25 6.38E-1 0.05 1.00E+0 0.22 9.22E-1 
CATMA5OA16990F1 AT5G18660 -0.70 6.48E-4 -0.42 6.76E-2 0.18 1.00E+0 -0.29 6.30E-1 -0.75 1.29E-5 -0.07 1.00E+0 -1.01 6.42E-9 
CATMA5ON91735F1 AT5G18661 -0.53 2.18E-2 -0.67 3.34E-4 0.35 2.47E-1 -0.23 9.55E-1 -0.29 4.69E-1 -0.45 4.13E-1 -0.87 1.10E-6 
CATMA5OA17040F1 AT5G18690 -1.13 1.13E-9 -0.61 1.77E-3 -0.25 7.67E-1 -0.47 6.65E-2 -0.39 1.04E-1 0.18 1.00E+0 -0.54 1.17E-2 
CATMA5OA17140R1 AT5G18770 0.27 5.58E-1 0.80 9.74E-6 0.16 1.00E+0 0.65 1.53E-3 -0.33 2.76E-1 0.29 1.00E+0 0.15 1.00E+0 
CATMA5OA17150R1 AT5G18780 -0.71 4.81E-4 -0.16 9.35E-1 -0.17 1.00E+0 0.42 1.32E-1 -0.23 8.14E-1 0.26 1.00E+0 0.19 1.00E+0 
CATMA5OA17210R1 AT5G18840 -1.87 0.00E+0 -0.23 6.47E-1 -0.65 2.95E-4 0.80 2.67E-5 -1.21 1.57E-14 0.56 7.40E-2 0.21 9.41E-1 
CATMA5OA17220R1 AT5G18850 1.10 3.33E-9 0.79 1.29E-5 -0.25 7.35E-1 -0.26 8.01E-1 0.34 2.31E-1 0.22 1.00E+0 0.48 3.50E-2 
CATMA5OA17230R1 AT5G18860 0.95 6.74E-7 -0.08 1.00E+0 0.21 1.00E+0 0.13 1.00E+0 0.92 1.95E-8 -0.15 1.00E+0 0.70 2.23E-4 
CATMA5OA17280F1 AT5G18910 -0.21 8.51E-1 -1.27 5.17E-14 0.10 1.00E+0 -0.26 7.72E-1 0.93 1.10E-8 -0.14 1.00E+0 0.63 1.41E-3 
CATMA5OA17440F1 AT5G19040 1.22 3.48E-11 0.62 1.23E-3 -0.14 1.00E+0 0.00 1.00E+0 0.44 4.11E-2 -0.14 1.00E+0 0.62 2.01E-3 
CATMA5OA17510F1 AT5G19100 -0.40 1.53E-1 -0.72 1.00E-4 0.73 1.80E-5 0.67 9.40E-4 0.38 1.23E-1 0.36 1.00E+0 0.20 1.00E+0 
CATMA5OA17520F1 AT5G19110 0.21 8.42E-1 0.37 1.36E-1 1.32 0.00E+0 2.24 0.00E+0 1.18 7.52E-14 1.55 0.00E+0 2.18 0.00E+0 
CATMA5OA17530R1 AT5G19120 1.81 0.00E+0 2.00 0.00E+0 0.26 6.84E-1 1.55 0.00E+0 -0.09 1.00E+0 0.12 1.00E+0 1.17 6.38E-12 
CATMA5OA17550R1 AT5G19140 -1.84 0.00E+0 -1.59 0.00E+0 -0.64 3.68E-4 -1.73 0.00E+0 -0.11 1.00E+0 0.22 1.00E+0 -1.25 1.52E-13 
CATMA5OA17620R1 AT5G19190 0.74 2.67E-4 -0.71 1.17E-4 0.28 5.53E-1 -0.30 5.76E-1 1.22 1.57E-14 -0.18 1.00E+0 0.50 2.46E-2 
CATMA5OF01890R1 AT5G19230 -1.28 2.25E-12 -1.04 1.61E-9 0.34 2.87E-1 -0.08 1.00E+0 -0.40 9.77E-2 -0.18 1.00E+0 -0.81 9.40E-6 
CATMA5OC64307R1 AT5G19240 -2.22 0.00E+0 -1.15 1.74E-11 0.66 2.06E-4 -0.22 1.00E+0 -1.35 0.00E+0 -0.12 1.00E+0 -2.17 0.00E+0 
CATMA5ON91889R1 AT5G19250 -0.74 2.42E-4 -0.95 5.70E-8 0.23 8.93E-1 -0.24 8.82E-1 -0.17 1.00E+0 -0.47 3.13E-1 -0.55 1.02E-2 
CATMA5OA17690F1 AT5G19260 -1.49 0.00E+0 -1.81 0.00E+0 0.75 9.13E-6 -0.62 3.75E-3 0.48 1.78E-2 -0.03 1.00E+0 -0.72 1.49E-4 
CATMA5OA17720R1 AT5G19290 -0.68 1.11E-3 -0.78 1.58E-5 -0.13 1.00E+0 -0.56 1.24E-2 0.03 1.00E+0 0.09 1.00E+0 -0.38 1.87E-1 
CATMA5OA17750F1 AT5G19320 -0.27 5.55E-1 -0.26 4.82E-1 0.45 4.55E-2 -0.29 6.34E-1 -0.03 1.00E+0 0.03 1.00E+0 -0.92 2.08E-7 
CATMA5OA17770F1 AT5G19340 -0.01 1.00E+0 -1.15 1.32E-11 -0.03 1.00E+0 -0.50 3.61E-2 0.63 4.67E-4 -0.74 1.92E-3 0.16 1.00E+0 
CATMA5OC64308F1 AT5G19380 -0.61 4.87E-3 -0.93 1.15E-7 0.11 1.00E+0 -0.34 3.74E-1 0.16 1.00E+0 -0.04 1.00E+0 -0.34 3.17E-1 
CATMA5OA17840F1 AT5G19410 -1.62 0.00E+0 -1.20 1.86E-12 1.54 0.00E+0 -2.06 0.00E+0 -0.13 1.00E+0 0.29 1.00E+0 -3.27 0.00E+0 
CATMA5OA17870R1 AT5G19440 -0.60 5.25E-3 -0.52 1.13E-2 0.14 1.00E+0 -0.09 1.00E+0 -0.04 1.00E+0 0.07 1.00E+0 -0.23 8.51E-1 
CATMA5OC64312R1 AT5G19560 -1.36 5.19E-14 -3.64 0.00E+0 -0.27 6.25E-1 0.40 1.86E-1 1.72 0.00E+0 -0.82 2.85E-4 2.42 0.00E+0 
CATMA5OA18030F1 AT5G19600 1.24 1.08E-11 2.98 0.00E+0 0.47 2.89E-2 2.16 0.00E+0 -1.62 0.00E+0 0.25 1.00E+0 0.01 1.00E+0 
CATMA5OA18080F1 AT5G19650 -1.08 8.20E-9 -0.13 1.00E+0 -0.31 4.05E-1 -0.25 8.46E-1 -0.57 2.70E-3 0.27 1.00E+0 -0.55 8.43E-3 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA5OA18130F1 AT5G19700 1.61 0.00E+0 1.47 0.00E+0 1.96 0.00E+0 3.33 0.00E+0 0.23 7.80E-1 0.14 1.00E+0 1.83 0.00E+0 
CATMA5OA18150R1 AT5G19730 1.51 0.00E+0 0.92 1.41E-7 1.35 0.00E+0 1.98 0.00E+0 0.36 1.73E-1 -0.27 1.00E+0 0.83 5.22E-6 
CATMA5OA18160R1 AT5G19740 -0.24 6.93E-1 -0.98 1.92E-8 -0.45 3.89E-2 -0.63 2.52E-3 0.57 2.26E-3 -0.15 1.00E+0 0.46 4.85E-2 
CATMA5OA18180F1 AT5G19760 -0.16 9.88E-1 -0.88 6.28E-7 -0.08 1.00E+0 -0.08 1.00E+0 0.60 1.06E-3 -0.17 1.00E+0 0.49 3.27E-2 
CATMA5OA18210F1 AT5G19790 0.07 1.00E+0 -2.67 0.00E+0 0.62 6.31E-4 -0.24 8.72E-1 1.80 0.00E+0 -1.35 2.30E-12 1.06 8.72E-10 
CATMA5OC64314R1 AT5G19800 -0.03 1.00E+0 -3.23 0.00E+0 0.59 1.69E-3 0.04 1.00E+0 2.37 0.00E+0 -0.93 1.05E-5 1.71 0.00E+0 
CATMA5ON93891R1 AT5G19810 0.02 1.00E+0 -0.42 6.76E-2 0.22 9.64E-1 -0.20 1.00E+0 0.61 8.69E-4 -0.10 1.00E+0 0.39 1.58E-1 
CATMA5OA18280F1 AT5G19855 0.01 1.00E+0 0.76 3.52E-5 -0.03 1.00E+0 0.03 1.00E+0 -0.53 7.06E-3 0.29 1.00E+0 -0.45 5.82E-2 
CATMA5OA18310R1 AT5G19875 -0.38 1.98E-1 0.19 8.31E-1 -0.25 7.94E-1 -0.51 3.40E-2 -0.07 1.00E+0 0.60 3.44E-2 -0.18 1.00E+0 
CATMA5OA18320F1 AT5G19880 -3.89 0.00E+0 -0.03 1.00E+0 -1.36 0.00E+0 -0.11 1.00E+0 -3.65 0.00E+0 0.68 6.77E-3 -2.61 0.00E+0 
CATMA5OA18410R1 AT5G19970 1.73 0.00E+0 0.41 8.17E-2 1.01 2.32E-10 1.06 3.03E-9 1.44 0.00E+0 0.11 1.00E+0 1.53 0.00E+0 
CATMA5OC64318F1 AT5G20045 0.21 8.30E-1 -0.74 4.74E-5 0.21 1.00E+0 -0.11 1.00E+0 0.77 5.74E-6 -0.27 1.00E+0 0.37 2.22E-1 
CATMA5OA18490R1 AT5G20050 0.19 9.22E-1 0.13 1.00E+0 -0.29 5.44E-1 0.27 7.28E-1 0.19 1.00E+0 0.20 1.00E+0 0.75 6.07E-5 
CATMA5OA18510R1 AT5G20070 -0.57 1.06E-2 -0.67 3.96E-4 -0.15 1.00E+0 -0.58 7.51E-3 0.13 1.00E+0 0.03 1.00E+0 -0.22 8.77E-1 
CATMA5OA18540F1 AT5G20110 -0.47 5.83E-2 -0.12 1.00E+0 0.19 1.00E+0 -0.05 1.00E+0 -0.56 3.41E-3 -0.26 1.00E+0 -0.76 4.41E-5 
CATMA5OA18590R1 AT5G20150 -2.08 0.00E+0 -0.84 2.55E-6 0.07 1.00E+0 -0.08 1.00E+0 -0.63 5.06E-4 0.73 2.20E-3 -0.88 9.71E-7 
CATMA5OA18670R1 AT5G20230 -2.51 0.00E+0 1.65 0.00E+0 0.19 1.00E+0 1.00 3.66E-8 -1.80 0.00E+0 2.16 0.00E+0 -1.27 6.25E-14 
CATMA5ON99410R1 AT5G20240 1.51 0.00E+0 1.27 6.15E-14 -0.25 7.96E-1 -0.35 3.38E-1 0.12 1.00E+0 0.10 1.00E+0 -0.18 1.00E+0 
CATMA5OA18690R1 AT5G20250 0.29 4.95E-1 0.85 1.94E-6 0.05 1.00E+0 0.84 9.47E-6 -0.42 6.32E-2 0.10 1.00E+0 0.43 9.12E-2 
CATMA5OA18710F1 AT5G20270 -1.12 1.47E-9 -0.39 1.11E-1 1.26 0.00E+0 -0.89 1.68E-6 -0.35 2.13E-1 0.53 1.30E-1 -2.50 0.00E+0 
CATMA5OA18730F1 AT5G20280 -1.46 0.00E+0 -2.29 0.00E+0 -0.55 4.07E-3 -0.87 2.96E-6 0.60 1.24E-3 -0.14 1.00E+0 0.18 1.00E+0 
CATMA5ON99413R1 AT5G20410 -1.05 1.77E-8 -2.21 0.00E+0 -0.09 1.00E+0 -1.29 1.20E-13 1.15 3.72E-13 -0.14 1.00E+0 0.01 1.00E+0 
CATMA5ON93893F1 AT5G20470 1.71 0.00E+0 0.53 1.01E-2 0.41 9.35E-2 0.28 6.99E-1 0.97 2.55E-9 -0.11 1.00E+0 1.05 1.20E-9 
CATMA5OC64331F1 AT5G20635 0.10 1.00E+0 -0.34 2.10E-1 -0.41 9.14E-2 -0.60 5.08E-3 0.47 2.38E-2 -0.04 1.00E+0 0.17 1.00E+0 
CATMA5OA19160R1 AT5G20640 0.70 7.32E-4 0.08 1.00E+0 0.22 9.45E-1 -0.42 1.28E-1 0.59 1.33E-3 0.06 1.00E+0 -0.04 1.00E+0 
CATMA5OA19200F1 AT5G20670 0.15 1.00E+0 -0.68 3.14E-4 0.22 9.63E-1 -0.38 2.38E-1 0.50 1.31E-2 -0.05 1.00E+0 0.24 7.76E-1 
CATMA5OA19230F1 AT5G20700 -0.68 9.23E-4 -1.00 9.54E-9 0.09 1.00E+0 -0.17 1.00E+0 0.26 6.25E-1 0.07 1.00E+0 -0.04 1.00E+0 
CATMA5OC64335R1 AT5G20810 0.30 4.56E-1 -0.51 1.52E-2 -0.13 1.00E+0 -0.13 1.00E+0 0.63 4.49E-4 -0.02 1.00E+0 0.47 4.68E-2 
CATMA5OC64336F1 AT5G20830 -1.93 0.00E+0 -1.96 0.00E+0 -1.03 6.05E-11 -1.02 1.65E-8 -0.25 6.88E-1 -0.06 1.00E+0 -0.31 4.53E-1 
CATMA5OA19390F1 AT5G20860 -0.61 4.25E-3 -0.15 9.73E-1 0.32 3.81E-1 -0.36 3.10E-1 -0.26 6.10E-1 0.08 1.00E+0 -0.78 2.35E-5 
CATMA5OA19420F1 AT5G20885 0.10 1.00E+0 -0.19 8.36E-1 0.27 6.34E-1 -0.06 1.00E+0 0.62 6.61E-4 0.22 1.00E+0 0.22 9.07E-1 
CATMA5OA19500F1 AT5G20950 -0.09 1.00E+0 -0.75 4.26E-5 -0.17 1.00E+0 -0.22 9.82E-1 0.17 1.00E+0 -0.43 5.24E-1 0.12 1.00E+0 
CATMA5OA19520R1 AT5G20970 -0.50 3.27E-2 -0.75 4.13E-5 -0.21 1.00E+0 -0.64 1.94E-3 0.32 2.98E-1 0.21 1.00E+0 -0.04 1.00E+0 
CATMA5OA19550R1 AT5G21020 0.26 6.00E-1 0.05 1.00E+0 -0.10 1.00E+0 0.13 1.00E+0 0.52 8.65E-3 0.28 1.00E+0 0.75 5.89E-5 
CATMA5OA19580R1 AT5G21050 -0.16 9.96E-1 -0.67 4.05E-4 0.14 1.00E+0 -0.34 3.75E-1 0.45 3.60E-2 -0.33 1.00E+0 0.17 1.00E+0 
CATMA5OA19610F1 AT5G21080 -0.49 4.05E-2 -0.68 2.94E-4 0.01 1.00E+0 -0.13 1.00E+0 0.24 7.26E-1 -0.07 1.00E+0 0.04 1.00E+0 
CATMA5OA19660R1 AT5G21105 -0.63 3.25E-3 -0.31 2.90E-1 -0.24 8.53E-1 0.01 1.00E+0 -0.29 4.54E-1 0.04 1.00E+0 0.04 1.00E+0 
CATMA5OC64346R1 AT5G21482 -0.97 2.91E-7 -0.94 8.63E-8 -0.02 1.00E+0 -0.34 3.58E-1 -0.08 1.00E+0 -0.20 1.00E+0 -0.29 5.07E-1 
CATMA5OC64350R1 AT5G21930 0.85 1.22E-5 0.52 1.21E-2 -0.21 1.00E+0 -0.28 6.96E-1 0.40 9.81E-2 -0.02 1.00E+0 0.33 3.28E-1 
CATMA5OC64351F1 AT5G21940 1.25 6.94E-12 1.22 7.82E-13 -0.24 8.36E-1 0.50 3.74E-2 0.21 8.89E-1 0.22 1.00E+0 0.96 5.74E-8 
CATMA5OC64352F1 AT5G21950 -0.91 2.54E-6 -1.05 1.25E-9 -0.36 2.12E-1 -0.74 1.80E-4 0.26 6.22E-1 0.12 1.00E+0 0.04 1.00E+0 
CATMA5OC64369F1 AT5G22120 0.80 5.95E-5 0.71 1.17E-4 0.09 1.00E+0 -0.04 1.00E+0 0.12 1.00E+0 0.08 1.00E+0 0.01 1.00E+0 
CATMA5OC64371F1 AT5G22140 -0.45 7.75E-2 -0.71 1.34E-4 -0.02 1.00E+0 -0.29 6.06E-1 0.23 8.12E-1 0.14 1.00E+0 0.07 1.00E+0 
CATMA5OC64380F1 AT5G22270 -2.62 0.00E+0 -0.34 2.11E-1 0.51 1.13E-2 -0.59 6.10E-3 -1.50 0.00E+0 1.16 5.71E-9 -2.29 0.00E+0 
CATMA5OA19765R1 AT5G22300 -0.70 6.41E-4 -0.13 1.00E+0 -0.13 1.00E+0 -0.08 1.00E+0 -0.19 1.00E+0 0.73 2.33E-3 -0.26 6.68E-1 
CATMA5OC64383F1 AT5G22310 0.04 1.00E+0 -0.70 1.88E-4 0.13 1.00E+0 -0.19 1.00E+0 0.34 2.52E-1 -0.13 1.00E+0 0.06 1.00E+0 
CATMA5ON99435R1 AT5G22340 0.84 1.78E-5 0.85 2.00E-6 -0.12 1.00E+0 -0.05 1.00E+0 0.14 1.00E+0 -0.06 1.00E+0 0.19 1.00E+0 
CATMA5OA19865R1 AT5G22410 -0.77 1.16E-4 -2.76 0.00E+0 1.03 7.23E-11 0.24 9.16E-1 2.15 0.00E+0 -0.14 1.00E+0 1.63 0.00E+0 
CATMA5OA19890R1 AT5G22430 -0.29 4.94E-1 -0.67 4.09E-4 0.09 1.00E+0 -0.46 7.61E-2 0.48 2.07E-2 -0.05 1.00E+0 -0.20 1.00E+0 
CATMA5OA19965R1 AT5G22500 -3.12 0.00E+0 -0.84 2.52E-6 -1.28 0.00E+0 -0.95 2.04E-7 -1.53 0.00E+0 0.55 8.83E-2 -1.09 3.05E-10 
CATMA5OA19980R1 AT5G22520 -2.02 0.00E+0 -0.02 1.00E+0 1.28 0.00E+0 0.54 1.82E-2 -2.59 0.00E+0 -0.01 1.00E+0 -3.16 0.00E+0 
CATMA5OA19990R1 AT5G22530 -2.27 0.00E+0 0.20 7.78E-1 1.84 0.00E+0 0.85 7.14E-6 -2.79 0.00E+0 -0.04 1.00E+0 -3.30 0.00E+0 
CATMA5OA20000F1 AT5G22540 -1.60 0.00E+0 -0.09 1.00E+0 0.28 5.72E-1 0.25 8.64E-1 -1.68 0.00E+0 0.02 1.00E+0 -1.72 0.00E+0 
CATMA5OA20010R1 AT5G22545 -0.39 1.68E-1 -0.05 1.00E+0 0.30 4.77E-1 0.06 1.00E+0 -0.46 2.82E-2 -0.13 1.00E+0 -0.64 1.19E-3 
CATMA5OC64387R1 AT5G22555 -1.24 1.31E-11 -0.55 5.92E-3 0.38 1.47E-1 0.98 8.14E-8 -1.58 0.00E+0 -0.92 1.35E-5 -1.00 9.68E-9 
CATMA5OA20030F1 AT5G22560 0.06 1.00E+0 0.45 3.93E-2 0.11 1.00E+0 1.29 8.14E-14 -0.55 3.89E-3 -0.21 1.00E+0 0.23 8.35E-1 
CATMA5OA20040F1 AT5G22570 -1.33 2.77E-13 -0.05 1.00E+0 0.45 4.28E-2 0.46 7.69E-2 -1.45 0.00E+0 -0.24 1.00E+0 -1.44 0.00E+0 
CATMA5OA20050R1 AT5G22580 -0.68 1.02E-3 -0.06 1.00E+0 -0.48 2.20E-2 -0.22 9.74E-1 -0.82 1.01E-6 -0.03 1.00E+0 -0.17 1.00E+0 
CATMA5OA20100R1 AT5G22630 -2.13 0.00E+0 -1.68 0.00E+0 0.31 3.85E-1 -0.33 4.37E-1 -0.29 4.22E-1 0.26 1.00E+0 -0.94 1.12E-7 
CATMA5ON99440F1 AT5G22660 0.73 2.81E-4 0.80 8.89E-6 -0.20 1.00E+0 0.15 1.00E+0 0.16 1.00E+0 0.03 1.00E+0 0.34 3.11E-1 
CATMA5OC64395F1 AT5G22740 -1.11 1.94E-9 -1.01 6.47E-9 -0.57 2.52E-3 -0.70 4.58E-4 -0.18 1.00E+0 -0.06 1.00E+0 -0.33 3.29E-1 
CATMA5OF01899F1 AT5G22770 0.62 3.53E-3 0.16 9.35E-1 0.05 1.00E+0 -0.09 1.00E+0 0.02 1.00E+0 -0.33 1.00E+0 -0.06 1.00E+0 
CATMA5ON92026R1 AT5G22794 0.74 2.62E-4 1.44 0.00E+0 0.01 1.00E+0 0.42 1.39E-1 -0.33 2.88E-1 0.28 1.00E+0 0.08 1.00E+0 
CATMA5OC64397F1 AT5G22860 -1.19 1.07E-10 0.15 9.79E-1 -0.06 1.00E+0 1.04 7.71E-9 -1.41 0.00E+0 0.13 1.00E+0 -0.20 9.88E-1 
CATMA5OA20360F1 AT5G22870 -0.35 2.81E-1 -0.73 7.82E-5 0.42 8.00E-2 -0.55 1.47E-2 0.58 1.68E-3 0.10 1.00E+0 -0.35 2.73E-1 
CATMA5OA20380F1 AT5G22890 1.79 0.00E+0 2.33 0.00E+0 -0.20 1.00E+0 0.10 1.00E+0 -1.17 1.18E-13 -0.63 2.00E-2 -0.94 1.23E-7 
CATMA5OA20420R1 AT5G22920 0.71 5.26E-4 0.69 2.10E-4 0.07 1.00E+0 0.55 1.37E-2 -0.04 1.00E+0 0.05 1.00E+0 0.49 3.38E-2 
CATMA5OA20440R1 AT5G22940 0.32 3.84E-1 -1.41 0.00E+0 0.13 1.00E+0 -0.52 2.75E-2 0.81 1.24E-6 -0.84 1.29E-4 0.31 4.54E-1 
CATMA5OA20495R1 AT5G23010 1.68 0.00E+0 2.55 0.00E+0 0.00 1.00E+0 0.38 2.22E-1 -0.59 1.35E-3 0.34 1.00E+0 -0.23 8.38E-1 
CATMA5OA20510R1 AT5G23020 1.26 6.45E-12 1.63 0.00E+0 0.12 1.00E+0 0.62 3.30E-3 -0.61 9.59E-4 0.22 1.00E+0 0.01 1.00E+0 
CATMA5OA20540F1 AT5G23050 0.61 5.10E-3 0.67 3.78E-4 0.18 1.00E+0 0.37 2.80E-1 -0.16 1.00E+0 0.31 1.00E+0 0.33 3.49E-1 
CATMA5OA20650F1 AT5G23170 -0.17 9.82E-1 -0.78 1.78E-5 0.00 1.00E+0 -0.22 9.70E-1 0.67 1.45E-4 0.04 1.00E+0 0.36 2.30E-1 
CATMA5OA20670F1 AT5G23190 -1.20 5.72E-11 -0.94 8.91E-8 1.77 0.00E+0 -1.67 0.00E+0 -0.22 8.28E-1 0.18 1.00E+0 -3.44 0.00E+0 
CATMA5OA20700R1 AT5G23210 0.83 2.35E-5 -1.38 0.00E+0 0.29 4.97E-1 -0.17 1.00E+0 1.26 0.00E+0 -1.09 6.59E-8 0.82 7.42E-6 
CATMA5OA20710F1 AT5G23220 2.14 0.00E+0 3.38 0.00E+0 0.46 3.54E-2 2.39 0.00E+0 -1.22 1.57E-14 0.25 1.00E+0 0.78 2.45E-5 
CATMA5ON91569F1 AT5G23230 0.80 4.76E-5 0.40 9.00E-2 0.17 1.00E+0 0.21 1.00E+0 0.36 1.64E-1 0.03 1.00E+0 0.44 7.97E-2 
CATMA5ON91919R1 AT5G23235 -0.28 5.12E-1 -0.89 4.14E-7 0.04 1.00E+0 -0.25 8.23E-1 0.29 4.62E-1 0.02 1.00E+0 0.10 1.00E+0 
CATMA5ON91914F1 AT5G23240 -0.76 1.33E-4 -0.56 5.54E-3 0.21 1.00E+0 -0.95 1.82E-7 -0.08 1.00E+0 0.25 1.00E+0 -1.29 3.19E-14 
CATMA5OA20820R1 AT5G23340 0.37 2.06E-1 -0.04 1.00E+0 -0.24 8.36E-1 -0.08 1.00E+0 0.40 9.96E-2 0.07 1.00E+0 0.66 6.17E-4 
CATMA5OC64400R1 AT5G23360 0.53 1.98E-2 0.17 8.99E-1 0.45 4.45E-2 0.20 1.00E+0 0.69 9.37E-5 0.21 1.00E+0 0.44 7.37E-2 
CATMA5OA20860R1 AT5G23380 0.68 1.05E-3 0.35 1.98E-1 0.07 1.00E+0 0.06 1.00E+0 0.28 4.91E-1 0.13 1.00E+0 0.34 3.22E-1 
CATMA5OA20890R1 AT5G23400 0.00 1.00E+0 -0.61 1.77E-3 0.10 1.00E+0 -0.14 1.00E+0 0.17 1.00E+0 -0.25 1.00E+0 0.03 1.00E+0 
CATMA5OA20930F1 AT5G23430 -0.10 1.00E+0 -0.60 2.21E-3 -0.16 1.00E+0 -0.28 6.52E-1 0.24 7.34E-1 -0.21 1.00E+0 0.16 1.00E+0 
CATMA5OC64403R1 AT5G23510 -0.24 7.29E-1 0.42 7.06E-2 0.18 1.00E+0 0.13 1.00E+0 -0.53 5.96E-3 0.09 1.00E+0 -0.60 2.88E-3 
CATMA5OA21040F1 AT5G23530 -1.80 0.00E+0 -1.43 0.00E+0 -0.35 2.43E-1 -0.99 5.53E-8 -0.30 3.85E-1 0.22 1.00E+0 -0.98 2.10E-8 
CATMA5OA21080R1 AT5G23570 0.00 1.00E+0 0.25 5.43E-1 -0.84 3.68E-7 -0.33 4.30E-1 -0.38 1.31E-1 -0.03 1.00E+0 0.16 1.00E+0 
CATMA5OA21145F1 AT5G23660 3.55 0.00E+0 0.31 3.00E-1 0.95 3.91E-9 0.71 3.96E-4 2.88 0.00E+0 -0.50 1.92E-1 2.56 0.00E+0 
CATMA5OA21220R1 AT5G23730 -0.15 1.00E+0 -0.68 2.52E-4 0.16 1.00E+0 -0.41 1.65E-1 0.44 4.20E-2 0.22 1.00E+0 0.04 1.00E+0 
CATMA5OA21230F1 AT5G23750 -0.64 2.72E-3 -2.04 0.00E+0 -0.24 8.10E-1 -1.05 4.18E-9 1.16 1.76E-13 -0.32 1.00E+0 0.30 4.77E-1 
CATMA5OF01905R1 AT5G23820 -0.77 1.23E-4 0.04 1.00E+0 -0.71 4.50E-5 0.51 3.33E-2 0.08 1.00E+0 0.92 1.42E-5 1.32 0.00E+0 
CATMA5ON99455R1 AT5G23840 0.45 8.08E-2 -0.88 5.71E-7 0.10 1.00E+0 -0.13 1.00E+0 1.47 0.00E+0 0.31 1.00E+0 1.25 1.23E-13 
CATMA5OA21330R1 AT5G23860 -0.09 1.00E+0 -0.63 1.06E-3 -0.06 1.00E+0 -0.30 5.87E-1 0.25 6.39E-1 -0.23 1.00E+0 0.12 1.00E+0 
CATMA5ON91835F1 AT5G23870 0.05 1.00E+0 -1.16 1.20E-11 0.06 1.00E+0 -0.40 1.76E-1 0.64 4.14E-4 -0.50 2.09E-1 0.21 9.50E-1 
CATMA5OA21380R1 AT5G23903 -0.60 5.76E-3 -2.66 0.00E+0 0.36 1.99E-1 0.64 2.00E-3 0.26 6.21E-1 -1.80 0.00E+0 0.61 2.65E-3 
CATMA5OA21400F1 AT5G23920 0.74 2.36E-4 0.51 1.38E-2 0.58 2.05E-3 0.00 1.00E+0 0.29 4.32E-1 0.01 1.00E+0 -0.31 4.24E-1 
CATMA5OA21430R1 AT5G23950 -0.48 4.57E-2 -0.98 2.13E-8 -0.09 1.00E+0 -0.04 1.00E+0 0.37 1.45E-1 -0.04 1.00E+0 0.62 1.95E-3 
CATMA5OF03262F1 AT5G23980 -0.27 5.60E-1 -1.20 1.38E-12 -0.91 1.77E-8 0.12 1.00E+0 0.41 8.19E-2 -0.53 1.31E-1 1.53 0.00E+0 
CATMA5ON91985F1 AT5G23990 -0.08 1.00E+0 -0.64 7.80E-4 -0.93 7.59E-9 0.01 1.00E+0 0.32 3.08E-1 -0.38 8.73E-1 1.25 1.52E-13 
CATMA5OA21550F1 AT5G24030 1.63 0.00E+0 0.27 4.50E-1 0.64 3.88E-4 -0.04 1.00E+0 1.07 1.95E-11 -0.31 1.00E+0 0.41 1.25E-1 
CATMA5OA21560F1 AT5G24040 1.20 5.93E-11 0.95 4.95E-8 0.34 2.95E-1 0.29 6.07E-1 0.09 1.00E+0 0.07 1.00E+0 0.31 4.52E-1 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA5OA21600F1 AT5G24070 1.47 0.00E+0 -1.34 0.00E+0 1.02 1.01E-10 0.03 1.00E+0 1.14 5.07E-13 -1.55 0.00E+0 0.35 2.89E-1 
CATMA5OA21620F1 AT5G24090 -0.95 6.06E-7 0.70 1.87E-4 -1.07 8.02E-12 -0.68 8.45E-4 -1.23 0.00E+0 0.47 3.15E-1 -0.72 1.32E-4 
CATMA5OA21630R1 AT5G24100 0.99 1.90E-7 -1.05 1.33E-9 0.14 1.00E+0 -0.34 3.61E-1 1.14 7.66E-13 -0.77 8.65E-4 0.74 8.26E-5 
CATMA5OA21640R1 AT5G24105 -0.16 9.98E-1 -1.97 0.00E+0 0.10 1.00E+0 -0.87 3.56E-6 1.41 0.00E+0 -0.61 2.88E-2 0.48 3.97E-2 
CATMA5OA21650F1 AT5G24110 -2.13 0.00E+0 -0.51 1.49E-2 -0.38 1.52E-1 -0.38 2.49E-1 -2.60 0.00E+0 -0.67 9.29E-3 -2.59 0.00E+0 
CATMA5OA21665F1 AT5G24120 0.60 5.99E-3 0.90 3.22E-7 -0.20 1.00E+0 0.56 1.24E-2 0.09 1.00E+0 0.44 4.55E-1 0.67 5.87E-4 
CATMA5OC64413R1 AT5G24165 0.67 1.41E-3 0.45 4.05E-2 -0.13 1.00E+0 0.24 9.16E-1 0.36 1.90E-1 0.06 1.00E+0 0.66 7.93E-4 
CATMA5ON93908R1 AT5G24180 3.82 0.00E+0 2.92 0.00E+0 0.33 3.27E-1 0.71 3.60E-4 0.35 1.95E-1 -0.34 1.00E+0 0.94 1.19E-7 
CATMA5OA21740R1 AT5G24190 0.03 1.00E+0 -1.06 9.21E-10 0.37 1.78E-1 -0.11 1.00E+0 0.66 2.13E-4 -0.47 2.85E-1 0.24 8.18E-1 
CATMA5OA21760R1 AT5G24210 -2.20 0.00E+0 -0.05 1.00E+0 -0.77 4.49E-6 0.02 1.00E+0 -2.26 0.00E+0 0.08 1.00E+0 -1.47 0.00E+0 
CATMA5OD03264R1 AT5G24220 0.49 4.17E-2 0.46 3.73E-2 0.00 1.00E+0 -0.92 6.50E-7 -0.33 2.71E-1 -0.41 6.38E-1 -1.17 7.55E-12 
CATMA5OA21800F1 AT5G24240 -1.06 1.45E-8 -0.53 8.76E-3 -0.96 1.96E-9 -0.17 1.00E+0 -0.76 9.40E-6 -0.11 1.00E+0 0.12 1.00E+0 
CATMA5ON93910F1 AT5G24270 0.33 3.23E-1 1.42 0.00E+0 0.07 1.00E+0 1.03 1.08E-8 -1.07 1.67E-11 0.12 1.00E+0 -0.08 1.00E+0 
CATMA5OA21870R1 AT5G24310 -0.77 1.17E-4 -0.98 2.04E-8 0.10 1.00E+0 0.00 1.00E+0 0.19 1.00E+0 -0.05 1.00E+0 -0.18 1.00E+0 
CATMA5OA21880F1 AT5G24313 -0.22 7.94E-1 -2.98 0.00E+0 0.54 5.33E-3 -0.07 1.00E+0 2.19 0.00E+0 -0.36 1.00E+0 1.67 0.00E+0 
CATMA5OA21910F1 AT5G24318 -0.55 1.42E-2 -0.95 4.80E-8 -0.32 3.38E-1 -0.86 4.04E-6 0.36 1.72E-1 0.16 1.00E+0 0.02 1.00E+0 
CATMA5OA21990R1 AT5G24380 -0.61 4.68E-3 0.20 7.77E-1 0.17 1.00E+0 -0.04 1.00E+0 -0.74 1.51E-5 -0.39 7.99E-1 -1.09 2.05E-10 
CATMA5OA22020F1 AT5G24410 1.13 9.17E-10 -0.02 1.00E+0 0.32 3.64E-1 0.51 3.31E-2 0.98 1.32E-9 -0.27 1.00E+0 1.11 1.08E-10 
CATMA5OA22030F1 AT5G24420 0.05 1.00E+0 0.11 1.00E+0 -0.04 1.00E+0 0.49 4.96E-2 0.13 1.00E+0 -0.18 1.00E+0 0.71 1.69E-4 
CATMA5OA22070F1 AT5G24470 0.59 6.55E-3 0.32 2.60E-1 -0.54 5.43E-3 -0.26 7.79E-1 -0.16 1.00E+0 -0.32 1.00E+0 0.24 8.19E-1 
CATMA5OC64419R1 AT5G24490 1.06 1.35E-8 0.68 2.93E-4 -0.70 5.17E-5 -0.04 1.00E+0 0.15 1.00E+0 -0.27 1.00E+0 0.91 2.82E-7 
CATMA5OA22130R1 AT5G24530 -0.18 9.43E-1 0.94 7.45E-8 0.25 7.51E-1 0.79 4.01E-5 -1.40 0.00E+0 -0.27 1.00E+0 -0.77 3.30E-5 
CATMA5ON99470F1 AT5G24540 -3.08 0.00E+0 -0.20 8.03E-1 1.40 0.00E+0 0.31 5.07E-1 -3.00 0.00E+0 0.05 1.00E+0 -3.86 0.00E+0 
CATMA5OC64420F1 AT5G24550 -3.81 0.00E+0 -0.04 1.00E+0 -0.73 1.96E-5 0.16 1.00E+0 -3.95 0.00E+0 -0.05 1.00E+0 -3.35 0.00E+0 
CATMA5OA22180F1 AT5G24570 0.09 1.00E+0 -0.61 1.53E-3 0.14 1.00E+0 -0.67 9.59E-4 0.53 6.36E-3 -0.13 1.00E+0 0.05 1.00E+0 
CATMA5OA22190F1 AT5G24580 -0.63 2.98E-3 -0.82 4.23E-6 0.01 1.00E+0 -0.26 8.02E-1 0.47 2.63E-2 0.01 1.00E+0 0.11 1.00E+0 
CATMA5OA22230F1 AT5G24600 -0.96 4.82E-7 -0.08 1.00E+0 0.24 8.19E-1 0.16 1.00E+0 -0.22 8.26E-1 0.12 1.00E+0 -0.41 1.19E-1 
CATMA5ON91688R1 AT5G24640 1.45 0.00E+0 2.22 0.00E+0 0.31 4.04E-1 0.07 1.00E+0 -0.42 6.83E-2 0.54 1.07E-1 -0.60 2.82E-3 
CATMA5OA22300F1 AT5G24655 -1.20 7.92E-11 -1.15 1.68E-11 -0.27 6.39E-1 -0.56 1.33E-2 0.21 9.10E-1 0.25 1.00E+0 0.08 1.00E+0 
CATMA5OA22310F1 AT5G24660 -0.14 1.00E+0 0.81 6.51E-6 0.53 6.46E-3 0.37 2.60E-1 -0.29 4.52E-1 0.80 4.61E-4 -0.46 5.17E-2 
CATMA5OF03266F1 AT5G24780 -1.52 0.00E+0 -1.98 0.00E+0 -0.10 1.00E+0 1.38 0.00E+0 0.50 1.37E-2 0.26 1.00E+0 2.05 0.00E+0 
CATMA5OA22500F1 AT5G24810 -0.80 4.89E-5 -0.60 2.18E-3 -0.03 1.00E+0 -0.26 7.77E-1 -0.31 3.56E-1 -0.02 1.00E+0 -0.52 1.65E-2 
CATMA5ON99473R1 AT5G24860 -0.97 3.08E-7 -0.60 1.86E-3 -0.26 6.80E-1 -0.61 4.50E-3 0.13 1.00E+0 0.55 9.15E-2 -0.28 5.58E-1 
CATMA5OA22560F1 AT5G24870 -0.47 5.79E-2 -0.55 6.06E-3 -0.42 7.61E-2 0.14 1.00E+0 0.18 1.00E+0 0.02 1.00E+0 0.66 7.80E-4 
CATMA5OA22570R1 AT5G24880 -0.44 8.94E-2 -1.19 3.07E-12 -0.06 1.00E+0 -0.33 4.14E-1 0.63 5.06E-4 -0.15 1.00E+0 0.46 5.42E-2 
CATMA5OA22580F1 AT5G24890 0.65 1.88E-3 0.46 3.72E-2 -0.14 1.00E+0 0.34 3.63E-1 0.18 1.00E+0 0.08 1.00E+0 0.57 5.84E-3 
CATMA5OA22600F1 AT5G24910 -0.07 1.00E+0 -1.50 0.00E+0 0.30 4.84E-1 -0.40 1.85E-1 1.15 3.16E-13 -0.21 1.00E+0 0.66 6.51E-4 
CATMA5OA22640R1 AT5G24920 1.91 0.00E+0 0.57 3.69E-3 2.03 0.00E+0 1.57 0.00E+0 0.80 1.94E-6 -0.38 9.35E-1 0.49 3.39E-2 
CATMA5ON93915F1 AT5G24960 0.93 1.34E-6 -0.08 1.00E+0 -0.05 1.00E+0 0.14 1.00E+0 0.73 2.41E-5 -0.34 1.00E+0 0.80 1.12E-5 
CATMA5OF01911R1 AT5G24990 -0.22 7.82E-1 -1.07 4.32E-10 -0.13 1.00E+0 -0.84 8.86E-6 0.94 9.64E-9 -0.31 1.00E+0 0.26 7.02E-1 
CATMA5ON91725R1 AT5G25020 -0.12 1.00E+0 -0.84 2.26E-6 -0.17 1.00E+0 -0.34 3.75E-1 0.59 1.38E-3 -0.26 1.00E+0 0.65 9.31E-4 
CATMA5OA22800F1 AT5G25090 -0.77 1.26E-4 -0.44 4.92E-2 -0.34 2.87E-1 -0.36 3.03E-1 -0.23 7.73E-1 0.08 1.00E+0 -0.19 1.00E+0 
CATMA5ON91562R1 AT5G25120 0.73 3.57E-4 0.49 1.90E-2 -0.02 1.00E+0 0.34 3.77E-1 0.26 6.33E-1 0.25 1.00E+0 0.52 1.88E-2 
CATMA5OF01915R1 AT5G25130 0.67 1.23E-3 1.17 5.90E-12 -0.34 2.61E-1 0.43 1.15E-1 -0.41 7.35E-2 0.01 1.00E+0 0.40 1.38E-1 
CATMA5ON93918R1 AT5G25140 0.09 1.00E+0 1.25 1.39E-13 -0.91 1.67E-8 0.98 7.61E-8 -0.66 1.77E-4 0.55 8.39E-2 1.26 9.28E-14 
CATMA5OA22875R1 AT5G25160 0.83 2.01E-5 0.72 1.04E-4 0.32 3.72E-1 0.05 1.00E+0 0.26 6.21E-1 0.29 1.00E+0 -0.01 1.00E+0 
CATMA5ON91697F1 AT5G25180 0.35 2.70E-1 0.60 2.28E-3 -0.25 7.82E-1 0.12 1.00E+0 -0.16 1.00E+0 0.07 1.00E+0 0.12 1.00E+0 
CATMA5OA22900F1 AT5G25190 -0.72 4.28E-4 -0.32 2.66E-1 -0.26 6.80E-1 -0.19 1.00E+0 -0.33 2.72E-1 0.20 1.00E+0 -0.06 1.00E+0 
CATMA5OA22930R1 AT5G25210 1.41 1.10E-14 0.91 2.78E-7 -0.27 6.68E-1 0.13 1.00E+0 0.53 7.01E-3 -0.05 1.00E+0 0.91 2.79E-7 
CATMA5OA22950F1 AT5G25240 1.11 2.15E-9 0.24 5.80E-1 -0.06 1.00E+0 -0.31 5.09E-1 0.81 1.36E-6 -0.04 1.00E+0 0.60 3.26E-3 
CATMA5OA22960R1 AT5G25250 -1.09 5.02E-9 -0.15 9.83E-1 0.40 1.08E-1 0.20 1.00E+0 -1.52 0.00E+0 -0.39 8.46E-1 -1.60 0.00E+0 
CATMA5OC64427R1 AT5G25260 -1.55 0.00E+0 -0.71 1.17E-4 0.38 1.40E-1 0.22 1.00E+0 -1.64 0.00E+0 -1.05 2.47E-7 -1.73 0.00E+0 
CATMA5OC64434F1 AT5G25440 0.05 1.00E+0 0.77 2.40E-5 -0.17 1.00E+0 0.56 1.21E-2 -0.67 1.57E-4 0.07 1.00E+0 0.02 1.00E+0 
CATMA5OC64436R1 AT5G25460 -0.49 4.01E-2 -2.48 0.00E+0 0.24 8.50E-1 -0.57 1.05E-2 1.15 3.99E-13 -1.00 1.21E-6 0.34 3.02E-1 
CATMA5OA23230F1 AT5G25470 -0.70 6.90E-4 -0.27 4.64E-1 -0.25 7.79E-1 -0.09 1.00E+0 -0.19 1.00E+0 0.16 1.00E+0 -0.32 3.84E-1 
CATMA5OC64437R1 AT5G25570 -0.60 5.18E-3 -0.55 6.41E-3 -0.01 1.00E+0 0.10 1.00E+0 -0.04 1.00E+0 0.01 1.00E+0 0.17 1.00E+0 
CATMA5OA23380F1 AT5G25610 -1.92 0.00E+0 0.27 4.47E-1 -1.20 0.00E+0 -0.50 3.61E-2 -1.18 8.98E-14 0.67 9.76E-3 -0.53 1.46E-2 
CATMA5OA23390F1 AT5G25620 0.12 1.00E+0 0.09 1.00E+0 0.30 4.40E-1 -0.54 1.68E-2 -0.20 9.62E-1 -0.14 1.00E+0 -0.85 2.95E-6 
CATMA5OA23400R1 AT5G25630 1.02 6.28E-8 0.86 1.36E-6 -0.13 1.00E+0 0.10 1.00E+0 0.08 1.00E+0 0.06 1.00E+0 0.48 3.51E-2 
CATMA5ON91867F1 AT5G25770 0.35 2.79E-1 0.11 1.00E+0 -0.09 1.00E+0 0.32 4.50E-1 0.40 9.21E-2 0.20 1.00E+0 0.87 1.19E-6 
CATMA5OA23485F1 AT5G25810 -1.59 0.00E+0 -2.26 0.00E+0 -0.58 2.07E-3 -1.63 0.00E+0 0.48 1.96E-2 -0.14 1.00E+0 -0.62 2.07E-3 
CATMA5OA23500F1 AT5G25830 3.10 0.00E+0 2.41 0.00E+0 -0.16 1.00E+0 -0.48 5.05E-2 0.99 9.55E-10 0.10 1.00E+0 0.52 1.63E-2 
CATMA5OA23510F1 AT5G25840 4.34 0.00E+0 4.08 0.00E+0 -0.09 1.00E+0 0.15 1.00E+0 0.15 1.00E+0 0.27 1.00E+0 0.25 7.31E-1 
CATMA5OA23550R1 AT5G25880 -0.68 1.08E-3 -1.22 6.82E-13 -0.35 2.31E-1 -0.49 4.76E-2 0.27 5.40E-1 -0.31 1.00E+0 0.22 9.18E-1 
CATMA5ON93923R1 AT5G25910 -1.29 1.71E-12 0.40 9.30E-2 -0.21 1.00E+0 0.44 1.03E-1 -1.71 0.00E+0 0.26 1.00E+0 -0.79 1.61E-5 
CATMA5OA23590R1 AT5G25930 -0.90 2.75E-6 0.30 3.40E-1 0.30 4.55E-1 0.17 1.00E+0 -1.14 5.74E-13 0.03 1.00E+0 -1.37 0.00E+0 
CATMA5ON99486R1 AT5G25980 -1.66 0.00E+0 -2.31 0.00E+0 -0.87 8.43E-8 -1.86 0.00E+0 0.66 2.06E-4 -0.14 1.00E+0 -0.26 6.72E-1 
CATMA5ON93925F1 AT5G25990 0.43 9.98E-2 0.80 1.01E-5 0.12 1.00E+0 0.14 1.00E+0 -0.03 1.00E+0 0.23 1.00E+0 0.06 1.00E+0 
CATMA5OA23655F1 AT5G26000 -1.82 0.00E+0 -2.26 0.00E+0 -1.21 0.00E+0 -1.90 0.00E+0 0.33 2.60E-1 -0.09 1.00E+0 -0.39 1.65E-1 
CATMA5OA23660F1 AT5G26010 1.62 0.00E+0 1.82 0.00E+0 -0.05 1.00E+0 1.12 2.38E-10 0.10 1.00E+0 0.27 1.00E+0 1.04 2.07E-9 
CATMA5OC64450R1 AT5G26070 -0.06 1.00E+0 -0.87 9.93E-7 0.12 1.00E+0 -0.01 1.00E+0 1.04 7.63E-11 -0.13 1.00E+0 0.60 2.78E-3 
CATMA5ON93927R1 AT5G26080 -0.57 9.75E-3 -3.05 0.00E+0 0.58 2.15E-3 -0.31 5.29E-1 2.27 0.00E+0 -0.73 2.44E-3 1.46 0.00E+0 
CATMA5OF01921F1 AT5G26130 -0.68 1.02E-3 -0.29 3.78E-1 -0.80 1.77E-6 0.17 1.00E+0 -0.42 7.00E-2 0.08 1.00E+0 0.60 3.04E-3 
CATMA5OA23850F1 AT5G26170 -1.51 0.00E+0 0.25 5.50E-1 1.03 6.47E-11 0.51 2.90E-2 -1.70 0.00E+0 0.16 1.00E+0 -2.20 0.00E+0 
CATMA5OC64453R1 AT5G26200 2.74 0.00E+0 3.11 0.00E+0 1.13 3.80E-13 2.30 0.00E+0 -0.07 1.00E+0 0.48 2.57E-1 0.91 3.64E-7 
CATMA5OA23890F1 AT5G26220 -2.06 0.00E+0 0.79 1.14E-5 -0.33 3.04E-1 1.09 1.03E-9 -1.35 0.00E+0 1.65 0.00E+0 0.15 1.00E+0 
CATMA5OA23900F1 AT5G26230 -0.24 7.16E-1 -0.99 1.25E-8 0.03 1.00E+0 -0.53 2.06E-2 0.42 6.16E-2 -0.18 1.00E+0 0.19 1.00E+0 
CATMA5OC64456R1 AT5G26260 0.16 9.88E-1 0.09 1.00E+0 -0.61 1.02E-3 -0.26 7.99E-1 0.93 1.05E-8 0.92 1.36E-5 1.25 1.37E-13 
CATMA5OA23940R1 AT5G26270 3.73 0.00E+0 2.06 0.00E+0 -0.12 1.00E+0 -0.71 3.90E-4 1.54 0.00E+0 0.09 1.00E+0 1.01 8.05E-9 
CATMA5OF01923R1 AT5G26280 1.82 0.00E+0 1.83 0.00E+0 0.48 2.10E-2 1.23 1.77E-12 0.19 1.00E+0 0.11 1.00E+0 0.91 2.92E-7 
CATMA5ON91982R1 AT5G26286 1.67 0.00E+0 1.03 2.24E-9 0.23 8.89E-1 0.20 1.00E+0 0.75 1.03E-5 0.12 1.00E+0 0.87 1.38E-6 
CATMA5ON99490R1 AT5G26290 1.01 9.88E-8 0.64 7.28E-4 -0.10 1.00E+0 0.05 1.00E+0 0.27 5.64E-1 -0.18 1.00E+0 0.54 1.11E-2 
CATMA5ON93932R1 AT5G26300 1.86 0.00E+0 1.16 1.09E-11 0.40 1.08E-1 0.23 9.60E-1 0.44 4.08E-2 -0.23 1.00E+0 0.30 4.80E-1 
CATMA5OF03268R1 AT5G26310 -0.65 2.12E-3 -0.54 7.27E-3 -0.51 1.13E-2 -0.61 3.92E-3 -0.15 1.00E+0 -0.08 1.00E+0 -0.22 8.90E-1 
CATMA5ON91638R1 AT5G26320 1.70 0.00E+0 0.01 1.00E+0 0.57 2.99E-3 0.91 8.95E-7 1.34 0.00E+0 -0.51 1.60E-1 1.53 0.00E+0 
CATMA5OA24030F1 AT5G26330 -0.48 4.61E-2 -0.66 4.91E-4 -0.01 1.00E+0 -0.22 9.95E-1 0.10 1.00E+0 -0.35 1.00E+0 -0.06 1.00E+0 
CATMA5OA24040F1 AT5G26340 -2.14 0.00E+0 1.16 1.20E-11 -0.16 1.00E+0 0.61 3.83E-3 -1.27 0.00E+0 2.22 0.00E+0 -0.42 1.03E-1 
CATMA5OA24126R1 AT5G26630 -0.95 5.61E-7 -0.52 1.15E-2 -0.41 9.91E-2 -0.23 9.61E-1 -0.18 1.00E+0 0.04 1.00E+0 0.04 1.00E+0 
CATMA5OA24115F1 AT5G26660 0.79 7.74E-5 -0.36 1.65E-1 0.17 1.00E+0 0.02 1.00E+0 0.65 3.02E-4 -0.41 6.81E-1 0.47 4.18E-2 
CATMA5OA24103R1 AT5G26690 -1.16 3.81E-10 -0.87 1.06E-6 0.66 2.12E-4 -0.41 1.51E-1 -1.10 6.10E-12 -0.98 2.57E-6 -2.01 0.00E+0 
CATMA5OA24099F1 AT5G26700 -1.02 5.81E-8 -0.62 1.23E-3 0.27 6.30E-1 -0.19 1.00E+0 -0.66 2.10E-4 0.14 1.00E+0 -0.96 5.16E-8 
CATMA5OA24083R1 AT5G26730 0.42 1.11E-1 -1.12 5.28E-11 0.37 1.88E-1 -0.12 1.00E+0 1.07 1.67E-11 -0.74 1.81E-3 0.60 3.37E-3 
CATMA5OA24260R1 AT5G26820 0.05 1.00E+0 -0.61 1.57E-3 0.02 1.00E+0 0.42 1.43E-1 0.61 7.32E-4 0.06 1.00E+0 1.02 4.18E-9 
CATMA5OA24340R1 AT5G26920 -1.38 2.14E-14 0.01 1.00E+0 0.54 5.72E-3 0.21 1.00E+0 -2.00 0.00E+0 -0.57 6.56E-2 -2.23 0.00E+0 
CATMA5OA24350R1 AT5G26930 -0.29 4.82E-1 -0.86 1.21E-6 0.11 1.00E+0 -0.46 7.56E-2 0.69 7.59E-5 -0.01 1.00E+0 0.20 1.00E+0 
CATMA5OA24395R1 AT5G27000 -1.10 3.79E-9 -1.83 0.00E+0 -0.02 1.00E+0 -0.72 3.19E-4 0.63 4.57E-4 -0.30 1.00E+0 -0.12 1.00E+0 
CATMA5OA24500F1 AT5G27100 0.44 8.27E-2 0.77 2.08E-5 0.54 5.32E-3 1.25 6.78E-13 -0.44 4.74E-2 -0.21 1.00E+0 0.27 6.31E-1 
CATMA5OC64481R1 AT5G27350 -0.01 1.00E+0 1.09 2.12E-10 -0.30 4.68E-1 0.53 2.23E-2 -0.53 6.09E-3 0.61 2.82E-2 0.40 1.42E-1 
CATMA5OA24800F2 AT5G27390 0.74 2.42E-4 0.69 2.28E-4 -0.08 1.00E+0 0.01 1.00E+0 0.03 1.00E+0 -0.08 1.00E+0 -0.07 1.00E+0 
CATMA5OA24850R1 AT5G27420 -0.78 9.10E-5 -0.29 3.90E-1 0.21 1.00E+0 -0.67 1.10E-3 -0.47 2.33E-2 -0.07 1.00E+0 -1.37 0.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA5OC64488F1 AT5G27550 -0.57 1.05E-2 -0.74 5.84E-5 -0.26 7.27E-1 -0.21 1.00E+0 0.03 1.00E+0 -0.01 1.00E+0 0.02 1.00E+0 
CATMA5OA24980R1 AT5G27600 -0.69 7.86E-4 0.42 6.83E-2 0.04 1.00E+0 0.52 2.78E-2 -0.89 6.03E-8 0.37 1.00E+0 -0.37 2.00E-1 
CATMA5OA25000R1 AT5G27610 0.73 3.23E-4 0.52 1.06E-2 0.49 1.88E-2 0.60 5.09E-3 0.21 8.89E-1 -0.09 1.00E+0 0.20 9.98E-1 
CATMA5OA25100R1 AT5G27690 0.70 7.16E-4 0.68 2.87E-4 -0.05 1.00E+0 -0.32 4.56E-1 0.16 1.00E+0 0.19 1.00E+0 -0.04 1.00E+0 
CATMA5OA25170R1 AT5G27760 -0.41 1.28E-1 0.12 1.00E+0 0.32 3.83E-1 0.01 1.00E+0 -0.34 2.49E-1 0.16 1.00E+0 -0.70 2.19E-4 
CATMA5OA25460F1 AT5G27930 1.20 6.66E-11 0.11 1.00E+0 0.34 2.63E-1 0.55 1.45E-2 1.06 3.10E-11 0.01 1.00E+0 1.30 1.62E-14 
CATMA5OC64494R1 AT5G28000 -0.49 4.13E-2 -0.85 1.91E-6 -0.58 2.00E-3 -0.82 1.79E-5 0.15 1.00E+0 0.10 1.00E+0 -0.27 6.54E-1 
CATMA5OA25555F1 AT5G28020 -0.24 7.15E-1 -0.59 2.78E-3 -0.10 1.00E+0 -0.17 1.00E+0 0.54 4.80E-3 0.13 1.00E+0 0.18 1.00E+0 
CATMA5OA25670F1 AT5G28080 0.11 1.00E+0 -0.36 1.64E-1 -0.01 1.00E+0 0.62 3.11E-3 0.32 3.12E-1 -0.17 1.00E+0 0.88 7.84E-7 
CATMA5ON99529R1 AT5G28320 0.66 1.74E-3 0.36 1.74E-1 -0.26 7.10E-1 0.22 1.00E+0 -0.03 1.00E+0 -0.16 1.00E+0 0.41 1.24E-1 
CATMA5OF03282_NF1 AT5G28360 -0.16 1.00E+0 0.27 4.63E-1 0.40 1.01E-1 0.10 1.00E+0 -0.47 2.30E-2 -0.04 1.00E+0 -0.79 1.85E-5 
CATMA5OF03284F1 AT5G28390 0.61 4.80E-3 0.23 6.50E-1 -0.06 1.00E+0 0.07 1.00E+0 0.07 1.00E+0 -0.05 1.00E+0 0.07 1.00E+0 
CATMA5OA26390R1 AT5G28520 -0.21 8.38E-1 -0.09 1.00E+0 -0.16 1.00E+0 0.95 1.94E-7 -0.20 9.62E-1 0.17 1.00E+0 0.95 7.39E-8 
CATMA5OA26640R1 AT5G28630 0.10 1.00E+0 -0.07 1.00E+0 0.51 1.15E-2 0.00 1.00E+0 -0.12 1.00E+0 -0.21 1.00E+0 -0.59 3.97E-3 
CATMA5OA26660F1 AT5G28640 -0.01 1.00E+0 -0.62 1.24E-3 -0.19 1.00E+0 -0.46 7.19E-2 0.37 1.51E-1 -0.19 1.00E+0 0.08 1.00E+0 
CATMA5OA26670R1 AT5G28646 -0.76 1.38E-4 0.00 1.00E+0 0.15 1.00E+0 0.28 6.77E-1 -0.46 2.80E-2 0.25 1.00E+0 -0.37 2.13E-1 
CATMA5OA26680F1 AT5G28650 0.38 1.90E-1 0.62 1.17E-3 0.34 2.76E-1 0.65 1.72E-3 -0.06 1.00E+0 0.34 1.00E+0 0.24 7.94E-1 
CATMA5OC64509R1 AT5G28660 -1.09 4.16E-9 -0.92 1.86E-7 0.73 2.40E-5 -0.59 6.29E-3 -0.30 3.99E-1 -0.06 1.00E+0 -1.55 0.00E+0 
CATMA5OA26910R1 AT5G28830 -0.71 5.15E-4 0.14 1.00E+0 -0.36 2.23E-1 0.01 1.00E+0 -0.65 2.58E-4 0.25 1.00E+0 -0.32 4.07E-1 
CATMA5OF03290R1 AT5G28960 0.34 2.97E-1 -0.59 2.52E-3 -0.04 1.00E+0 -0.05 1.00E+0 0.31 3.30E-1 -0.60 3.47E-2 0.28 5.71E-1 
CATMA5ON91987F1 AT5G28996 0.27 5.56E-1 1.23 4.93E-13 -1.05 3.16E-11 0.24 9.13E-1 -0.91 2.80E-8 -0.03 1.00E+0 0.34 3.00E-1 
CATMA5ON98433R1 AT5G32017 0.10 1.00E+0 -0.94 8.37E-8 0.35 2.44E-1 0.14 1.00E+0 0.70 5.26E-5 -0.12 1.00E+0 0.78 2.16E-5 
CATMA5OA28910R1 AT5G33290 -0.98 2.09E-7 -0.69 2.15E-4 -0.39 1.23E-1 -0.25 8.55E-1 -0.42 6.54E-2 -0.15 1.00E+0 -0.10 1.00E+0 
CATMA5OA28990F1 AT5G33330 0.70 6.50E-4 0.48 2.66E-2 -0.05 1.00E+0 0.09 1.00E+0 0.09 1.00E+0 0.07 1.00E+0 -0.07 1.00E+0 
CATMA5ON91631R1 AT5G33355 -0.26 6.22E-1 -2.45 0.00E+0 0.16 1.00E+0 -0.48 5.15E-2 2.57 0.00E+0 0.06 1.00E+0 2.59 0.00E+0 
CATMA5OC64537F1 AT5G33393 0.22 7.99E-1 -1.12 5.05E-11 0.20 1.00E+0 -0.08 1.00E+0 1.17 1.18E-13 -0.04 1.00E+0 0.61 2.17E-3 
CATMA5OC65251F1 AT5G33441 0.32 3.80E-1 0.61 1.83E-3 -0.18 1.00E+0 0.29 6.09E-1 -0.12 1.00E+0 0.23 1.00E+0 0.44 7.22E-2 
CATMA5ON99601F1 AT5G34940 -0.07 1.00E+0 -1.27 6.15E-14 0.32 3.82E-1 -0.31 5.18E-1 0.55 3.62E-3 -0.50 1.96E-1 -0.05 1.00E+0 
CATMA5OA30220F1 AT5G35110 -0.70 6.21E-4 -0.17 9.20E-1 1.14 2.57E-13 -0.90 1.37E-6 -0.16 1.00E+0 0.30 1.00E+0 -2.16 0.00E+0 
CATMA5OF02011F1 AT5G35120 0.28 5.18E-1 0.62 1.24E-3 -0.10 1.00E+0 0.06 1.00E+0 -0.12 1.00E+0 0.09 1.00E+0 -0.04 1.00E+0 
CATMA5ON99605R1 AT5G35170 0.77 1.07E-4 0.46 3.49E-2 -0.08 1.00E+0 -0.14 1.00E+0 0.02 1.00E+0 -0.20 1.00E+0 0.17 1.00E+0 
CATMA5OA30300R1 AT5G35180 -0.08 1.00E+0 0.11 1.00E+0 -0.12 1.00E+0 0.64 2.28E-3 -0.27 5.73E-1 -0.07 1.00E+0 0.50 2.65E-2 
CATMA5OC64551R1 AT5G35525 -1.31 7.43E-13 0.04 1.00E+0 0.36 2.05E-1 0.23 9.25E-1 -1.65 0.00E+0 -0.30 1.00E+0 -1.74 0.00E+0 
CATMA5OA30810R1 AT5G35580 -1.09 4.11E-9 -0.97 2.59E-8 0.36 2.02E-1 -0.17 1.00E+0 -0.16 1.00E+0 -0.05 1.00E+0 -0.72 1.36E-4 
CATMA5OA30906R1 AT5G35630 0.85 1.15E-5 0.12 1.00E+0 0.67 1.60E-4 0.69 5.91E-4 0.41 7.25E-2 -0.17 1.00E+0 0.52 1.58E-2 
CATMA5OA31080F1 AT5G35735 -0.86 9.91E-6 0.13 1.00E+0 0.50 1.33E-2 -0.29 6.46E-1 -0.80 2.26E-6 0.46 3.34E-1 -1.42 0.00E+0 
CATMA5OA31090F1 AT5G35740 -0.27 5.76E-1 -1.27 5.17E-14 0.18 1.00E+0 -0.66 1.28E-3 0.71 4.40E-5 -0.31 1.00E+0 -0.09 1.00E+0 
CATMA5ON99618F1 AT5G35750 0.23 7.70E-1 -0.42 6.85E-2 -0.10 1.00E+0 0.25 8.50E-1 0.46 2.96E-2 -0.03 1.00E+0 0.96 4.09E-8 
CATMA5ON93962F1 AT5G35810 -1.19 1.04E-10 0.98 2.01E-8 -0.35 2.44E-1 0.27 7.41E-1 -2.66 0.00E+0 -0.55 9.54E-2 -2.02 0.00E+0 
CATMA5OA31260F1 AT5G35830 -0.77 1.07E-4 1.26 1.11E-13 -0.83 5.11E-7 0.00 1.00E+0 -2.38 0.00E+0 -0.41 6.28E-1 -1.67 0.00E+0 
CATMA5OA31390F1 AT5G35930 1.04 2.57E-8 0.62 1.42E-3 -0.15 1.00E+0 -0.12 1.00E+0 0.31 3.33E-1 0.01 1.00E+0 0.39 1.51E-1 
CATMA5OA31420R1 AT5G35940 2.36 0.00E+0 1.58 0.00E+0 0.30 4.48E-1 1.13 1.80E-10 1.61 0.00E+0 0.75 1.45E-3 2.20 0.00E+0 
CATMA5ON93964R1 AT5G35950 1.86 0.00E+0 1.56 0.00E+0 0.22 9.40E-1 1.02 1.57E-8 1.20 3.06E-14 0.76 1.21E-3 2.07 0.00E+0 
CATMA5OA31460F1 AT5G35970 -0.20 8.74E-1 -0.45 4.00E-2 -0.58 1.83E-3 -0.71 3.96E-4 0.09 1.00E+0 -0.07 1.00E+0 0.22 9.06E-1 
CATMA5ON93966R1 AT5G36110 -2.53 0.00E+0 -1.11 8.51E-11 0.24 8.17E-1 -1.04 7.95E-9 -1.11 3.38E-12 0.43 5.25E-1 -2.49 0.00E+0 
CATMA5OC64564F1 AT5G36130 -1.07 9.30E-9 -1.05 1.37E-9 -0.10 1.00E+0 -1.14 9.65E-11 0.16 1.00E+0 0.07 1.00E+0 -0.80 1.19E-5 
CATMA5ON99628F1 AT5G36160 -1.61 0.00E+0 -1.09 2.20E-10 -0.43 5.81E-2 -0.05 1.00E+0 -0.61 8.40E-4 -0.23 1.00E+0 -0.14 1.00E+0 
CATMA5ON91806R1 AT5G36180 -0.44 9.20E-2 -1.15 1.85E-11 -0.38 1.44E-1 -0.92 6.00E-7 0.52 7.76E-3 -0.07 1.00E+0 0.08 1.00E+0 
CATMA5OA31740F1 AT5G36220 0.11 1.00E+0 0.84 2.18E-6 0.12 1.00E+0 1.42 0.00E+0 0.59 1.31E-3 0.88 4.73E-5 1.90 0.00E+0 
CATMA5OA31820F1 AT5G36260 -0.22 7.89E-1 -1.47 0.00E+0 -0.23 9.21E-1 0.04 1.00E+0 0.60 1.12E-3 -0.50 2.06E-1 0.79 1.95E-5 
CATMA5OA31830R1 AT5G36270 -0.34 2.98E-1 -1.47 0.00E+0 0.25 7.92E-1 -0.12 1.00E+0 0.73 2.19E-5 -0.36 1.00E+0 0.46 5.12E-2 
CATMA5OC64568R1 AT5G36870 1.18 1.26E-10 0.20 7.85E-1 0.26 7.04E-1 0.19 1.00E+0 0.77 6.18E-6 -0.24 1.00E+0 0.76 5.00E-5 
CATMA5ON99633F1 AT5G36890 -1.56 0.00E+0 -2.87 0.00E+0 -0.01 1.00E+0 0.26 7.66E-1 1.21 1.57E-14 -0.16 1.00E+0 1.53 0.00E+0 
CATMA5OC64570F1 AT5G36925 -0.92 1.41E-6 0.86 1.14E-6 -0.30 4.88E-1 0.09 1.00E+0 -0.71 4.24E-5 1.23 3.21E-10 -0.13 1.00E+0 
CATMA5OA32140F1 AT5G36930 -0.52 2.32E-2 0.06 1.00E+0 0.25 7.43E-1 0.83 1.35E-5 -0.76 8.90E-6 -0.40 7.81E-1 -0.19 1.00E+0 
CATMA5OA32210R1 AT5G36940 1.00 1.09E-7 0.21 7.53E-1 0.12 1.00E+0 0.19 1.00E+0 0.59 1.36E-3 -0.10 1.00E+0 0.56 8.17E-3 
CATMA5OA32220R1 AT5G36950 0.74 2.45E-4 0.45 4.39E-2 0.12 1.00E+0 0.01 1.00E+0 0.03 1.00E+0 -0.11 1.00E+0 -0.04 1.00E+0 
CATMA5OA32500R1 AT5G37180 -0.83 2.20E-5 -0.99 1.16E-8 -0.06 1.00E+0 -0.49 4.54E-2 0.18 1.00E+0 0.11 1.00E+0 -0.23 8.30E-1 
CATMA5OA32570F1 AT5G37260 2.40 0.00E+0 2.21 0.00E+0 0.55 4.59E-3 1.23 2.29E-12 0.23 7.67E-1 0.35 1.00E+0 1.00 1.12E-8 
CATMA5OC64580F1 AT5G37340 0.58 7.88E-3 0.60 2.16E-3 -0.12 1.00E+0 0.11 1.00E+0 -0.09 1.00E+0 -0.01 1.00E+0 0.15 1.00E+0 
CATMA5OA32690R1 AT5G37400 -0.14 1.00E+0 0.04 1.00E+0 0.26 6.83E-1 0.63 2.50E-3 -0.28 4.91E-1 0.11 1.00E+0 0.10 1.00E+0 
CATMA5OA32740F1 AT5G37440 0.20 8.77E-1 0.92 1.77E-7 0.19 1.00E+0 0.69 5.82E-4 -0.52 8.31E-3 0.24 1.00E+0 0.10 1.00E+0 
CATMA5OA32770F1 AT5G37450 -0.19 9.18E-1 0.71 1.20E-4 -0.04 1.00E+0 0.32 4.49E-1 -1.08 1.19E-11 -0.13 1.00E+0 -0.68 4.56E-4 
CATMA5OC64584R1 AT5G37478 -0.48 4.87E-2 -0.91 2.47E-7 0.06 1.00E+0 0.06 1.00E+0 0.41 8.20E-2 -0.16 1.00E+0 0.26 6.98E-1 
CATMA5OA32830R1 AT5G37490 -0.78 8.38E-5 0.17 9.22E-1 0.61 1.00E-3 0.07 1.00E+0 -1.16 1.90E-13 -0.09 1.00E+0 -1.64 0.00E+0 
CATMA5OA32840F1 AT5G37500 0.91 2.01E-6 0.23 6.49E-1 -0.28 5.95E-1 -1.03 1.21E-8 0.58 1.97E-3 -0.15 1.00E+0 -0.20 9.86E-1 
CATMA5OA32890F1 AT5G37550 -1.39 1.10E-14 -2.58 0.00E+0 -0.20 1.00E+0 -1.59 0.00E+0 1.31 0.00E+0 -0.08 1.00E+0 -0.27 6.33E-1 
CATMA5OA32930F1 AT5G37600 -0.91 2.36E-6 -1.53 0.00E+0 -0.46 3.54E-2 -0.56 1.28E-2 0.79 3.17E-6 -0.17 1.00E+0 0.46 5.33E-2 
CATMA5OA32980R1 AT5G37660 -0.60 5.20E-3 -0.45 4.25E-2 0.62 6.85E-4 -0.11 1.00E+0 -0.11 1.00E+0 0.12 1.00E+0 -0.73 1.18E-4 
CATMA5OA33040F1 AT5G37690 -2.03 0.00E+0 -1.42 0.00E+0 1.27 0.00E+0 -2.51 0.00E+0 -0.09 1.00E+0 0.37 1.00E+0 -3.62 0.00E+0 
CATMA5OA33080R1 AT5G37740 -1.42 0.00E+0 -0.23 6.27E-1 -0.17 1.00E+0 -0.24 8.89E-1 -1.20 1.57E-14 0.12 1.00E+0 -1.22 7.53E-13 
CATMA5OA33100F1 AT5G37770 -0.34 3.04E-1 -0.82 4.89E-6 -0.07 1.00E+0 -0.51 3.10E-2 0.57 2.43E-3 0.10 1.00E+0 0.13 1.00E+0 
CATMA5OA33120F1 AT5G37790 -0.26 6.30E-1 -0.85 1.93E-6 -0.20 1.00E+0 -0.68 8.03E-4 0.47 2.61E-2 -0.18 1.00E+0 0.07 1.00E+0 
CATMA5OA33150R1 AT5G37800 -0.35 2.67E-1 -0.81 6.46E-6 0.06 1.00E+0 -0.21 1.00E+0 0.56 2.89E-3 0.04 1.00E+0 0.17 1.00E+0 
CATMA5ON93978R1 AT5G37820 -0.73 2.87E-4 -0.33 2.48E-1 0.87 9.99E-8 -0.79 3.98E-5 -0.48 2.09E-2 0.25 1.00E+0 -2.04 0.00E+0 
CATMA5OA33200F1 AT5G37840 -2.47 0.00E+0 0.51 1.47E-2 -0.13 1.00E+0 0.17 1.00E+0 -2.55 0.00E+0 0.32 1.00E+0 -2.42 0.00E+0 
CATMA5ON91547R1 AT5G37940 -2.51 0.00E+0 -2.49 0.00E+0 -1.12 5.42E-13 -0.79 3.55E-5 -0.23 7.91E-1 0.21 1.00E+0 0.07 1.00E+0 
CATMA5ON91916R1 AT5G37950 -0.38 1.92E-1 -0.74 5.30E-5 0.04 1.00E+0 -0.15 1.00E+0 0.37 1.57E-1 0.03 1.00E+0 0.39 1.62E-1 
CATMA5OF02072F1 AT5G37970 -2.01 0.00E+0 -1.14 2.74E-11 -2.09 0.00E+0 -0.81 2.13E-5 -0.65 3.13E-4 0.36 1.00E+0 0.54 1.24E-2 
CATMA5OA33350R1 AT5G37980 -2.71 0.00E+0 -2.74 0.00E+0 -1.29 0.00E+0 -1.85 0.00E+0 -0.15 1.00E+0 0.03 1.00E+0 -0.77 3.61E-5 
CATMA5ON92005F1 AT5G37990 -3.72 0.00E+0 -2.44 0.00E+0 -2.29 0.00E+0 -0.95 2.02E-7 -1.11 3.29E-12 0.58 4.73E-2 0.41 1.21E-1 
CATMA5ON91628R1 AT5G38000 -3.05 0.00E+0 -2.97 0.00E+0 -1.21 0.00E+0 -0.77 7.66E-5 -0.20 9.66E-1 0.16 1.00E+0 0.12 1.00E+0 
CATMA5OC64594R1 AT5G38010 -0.35 2.75E-1 -0.82 4.15E-6 0.05 1.00E+0 -0.30 5.65E-1 0.43 4.98E-2 0.02 1.00E+0 0.09 1.00E+0 
CATMA5OC64595F1 AT5G38020 -2.73 0.00E+0 -2.15 0.00E+0 -1.28 0.00E+0 -0.03 1.00E+0 -0.69 8.90E-5 0.21 1.00E+0 0.58 4.42E-3 
CATMA5ON99650F1 AT5G38030 -1.84 0.00E+0 -1.06 6.95E-10 -1.01 1.49E-10 -0.62 3.38E-3 -0.48 1.93E-2 0.32 1.00E+0 0.03 1.00E+0 
CATMA5OF02076R1 AT5G38040 -0.60 5.45E-3 -0.65 6.05E-4 -0.02 1.00E+0 0.09 1.00E+0 0.25 6.48E-1 0.21 1.00E+0 0.21 9.69E-1 
CATMA5ON99651F1 AT5G38100 3.57 0.00E+0 1.65 0.00E+0 0.62 5.86E-4 0.15 1.00E+0 2.40 0.00E+0 0.48 2.46E-1 1.62 0.00E+0 
CATMA5OA33640R1 AT5G38200 -0.52 2.65E-2 0.64 8.07E-4 0.48 2.28E-2 0.24 8.70E-1 -1.47 0.00E+0 0.02 1.00E+0 -1.32 0.00E+0 
CATMA5OA33660R1 AT5G38210 -0.23 7.74E-1 0.35 1.99E-1 0.20 1.00E+0 0.40 1.80E-1 -0.79 3.07E-6 -0.07 1.00E+0 -0.60 2.85E-3 
CATMA5OA33700F1 AT5G38260 -0.53 2.19E-2 0.09 1.00E+0 -0.11 1.00E+0 -0.01 1.00E+0 -0.84 3.86E-7 -0.35 1.00E+0 -0.81 9.48E-6 
CATMA5OA33730R1 AT5G38290 0.46 6.57E-2 0.65 6.77E-4 0.21 1.00E+0 0.20 1.00E+0 -0.02 1.00E+0 0.12 1.00E+0 0.01 1.00E+0 
CATMA5OA33740R1 AT5G38300 -0.86 1.04E-5 -0.86 1.55E-6 -0.25 7.47E-1 -0.54 1.91E-2 0.03 1.00E+0 -0.06 1.00E+0 -0.03 1.00E+0 
CATMA5OA33750F1 AT5G38310 -1.26 6.55E-12 0.46 3.39E-2 0.95 3.53E-9 -0.41 1.52E-1 -0.90 4.96E-8 0.56 6.84E-2 -2.43 0.00E+0 
CATMA5OA33780R1 AT5G38340 0.87 7.03E-6 1.33 0.00E+0 0.11 1.00E+0 1.03 1.09E-8 -0.47 2.24E-2 0.14 1.00E+0 0.47 4.57E-2 
CATMA5OF02083R1 AT5G38344 0.17 9.71E-1 0.63 9.73E-4 -0.07 1.00E+0 0.68 8.01E-4 -0.54 5.36E-3 -0.12 1.00E+0 0.09 1.00E+0 
CATMA5OA33800R1 AT5G38350 -0.03 1.00E+0 0.37 1.43E-1 0.34 2.68E-1 0.44 9.70E-2 -0.61 7.30E-4 -0.16 1.00E+0 -0.34 3.05E-1 
CATMA5OC64609F1 AT5G38450 2.34 0.00E+0 2.52 0.00E+0 0.81 1.08E-6 1.28 1.58E-13 -0.20 9.48E-1 0.16 1.00E+0 0.27 6.52E-1 
CATMA5OA34060R1 AT5G38530 0.70 7.04E-4 0.27 4.51E-1 0.48 2.43E-2 0.37 2.59E-1 0.25 6.65E-1 -0.07 1.00E+0 0.19 1.00E+0 
CATMA5ON93988F1 AT5G38540 -2.24 0.00E+0 -1.99 0.00E+0 -0.07 1.00E+0 0.56 1.24E-2 -0.97 1.81E-9 -1.12 2.34E-8 -0.27 6.51E-1 
CATMA5OF02084F1 AT5G38550 -1.56 0.00E+0 -2.40 0.00E+0 0.11 1.00E+0 1.58 0.00E+0 0.03 1.00E+0 -0.76 1.23E-3 1.50 0.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA5OA34160F1 AT5G38610 0.27 5.92E-1 -0.75 4.46E-5 0.42 7.48E-2 -0.07 1.00E+0 0.56 3.24E-3 -0.23 1.00E+0 0.14 1.00E+0 
CATMA5OA34280R1 AT5G38700 -0.48 4.93E-2 -1.63 0.00E+0 0.01 1.00E+0 -0.82 1.45E-5 0.98 1.42E-9 0.06 1.00E+0 0.07 1.00E+0 
CATMA5OA34360R1 AT5G38770 -0.67 1.30E-3 -1.11 9.51E-11 0.03 1.00E+0 -0.65 1.79E-3 0.48 1.95E-2 -0.01 1.00E+0 -0.17 1.00E+0 
CATMA5OA34380R1 AT5G38790 -0.30 4.57E-1 -2.37 0.00E+0 0.32 3.68E-1 -0.79 4.23E-5 1.41 0.00E+0 -0.58 4.97E-2 0.42 1.02E-1 
CATMA5OA34420R1 AT5G38820 -3.77 0.00E+0 -4.58 0.00E+0 0.16 1.00E+0 1.26 5.35E-13 1.26 0.00E+0 -0.12 1.00E+0 2.32 0.00E+0 
CATMA5OA34450R1 AT5G38850 0.42 1.18E-1 0.68 2.61E-4 0.34 2.95E-1 0.76 1.03E-4 -0.15 1.00E+0 0.19 1.00E+0 0.44 7.03E-2 
CATMA5OA34500F1 AT5G38900 -3.40 0.00E+0 0.28 4.06E-1 0.03 1.00E+0 0.64 1.98E-3 -3.47 0.00E+0 0.41 6.78E-1 -3.00 0.00E+0 
CATMA5ON91523R1 AT5G38910 -4.21 0.00E+0 -2.15 0.00E+0 0.31 4.17E-1 -1.78 0.00E+0 -4.28 0.00E+0 -0.12 1.00E+0 -4.60 0.00E+0 
CATMA5OF02087R1 AT5G38930 1.40 1.10E-14 0.71 1.40E-4 0.79 2.18E-6 1.44 0.00E+0 0.04 1.00E+0 -0.78 7.85E-4 0.64 1.12E-3 
CATMA5ON91973R1 AT5G38940 1.31 7.24E-13 0.25 5.31E-1 0.72 3.12E-5 1.13 2.03E-10 0.40 9.78E-2 -0.74 1.91E-3 0.77 3.70E-5 
CATMA5ON93994R1 AT5G38960 0.05 1.00E+0 0.31 3.06E-1 0.23 9.29E-1 0.06 1.00E+0 -0.61 9.33E-4 -0.12 1.00E+0 -0.45 6.28E-2 
CATMA5OA34590R1 AT5G38980 -0.97 3.05E-7 -0.72 9.30E-5 -0.59 1.69E-3 -0.73 2.10E-4 -0.28 5.00E-1 -0.20 1.00E+0 -0.44 7.55E-2 
CATMA5OA34610R1 AT5G39000 0.20 8.62E-1 -0.71 1.33E-4 -0.34 2.78E-1 0.01 1.00E+0 0.27 5.50E-1 -0.31 1.00E+0 0.37 2.08E-1 
CATMA5OA34650R1 AT5G39040 -0.61 4.87E-3 0.05 1.00E+0 0.41 8.61E-2 0.10 1.00E+0 -0.87 1.33E-7 -0.17 1.00E+0 -0.92 1.84E-7 
CATMA5OA34660R1 AT5G39050 -0.93 1.29E-6 0.12 1.00E+0 -0.08 1.00E+0 0.29 6.16E-1 -0.73 2.23E-5 0.35 1.00E+0 -0.73 1.08E-4 
CATMA5OA34700R1 AT5G39080 2.26 0.00E+0 1.78 0.00E+0 0.60 1.14E-3 1.75 0.00E+0 0.07 1.00E+0 -0.15 1.00E+0 1.21 9.37E-13 
CATMA5OA34710R1 AT5G39090 -1.04 3.14E-8 -0.35 1.82E-1 -0.20 1.00E+0 0.25 8.40E-1 -0.68 1.04E-4 0.05 1.00E+0 0.00 1.00E+0 
CATMA5ON92031F1 AT5G39100 -2.39 0.00E+0 0.31 2.95E-1 0.67 1.31E-4 0.77 6.96E-5 -2.68 0.00E+0 0.50 2.08E-1 -2.44 0.00E+0 
CATMA5ON91546F1 AT5G39110 -2.36 0.00E+0 0.76 2.69E-5 0.40 1.14E-1 0.93 4.65E-7 -2.76 0.00E+0 0.39 8.30E-1 -2.16 0.00E+0 
CATMA5ON91490F1 AT5G39120 -3.04 0.00E+0 1.03 2.37E-9 0.13 1.00E+0 1.22 3.66E-12 -3.41 0.00E+0 1.04 3.22E-7 -2.57 0.00E+0 
CATMA5ON91726F1 AT5G39130 -2.65 0.00E+0 0.23 6.40E-1 0.47 2.69E-2 0.58 8.29E-3 -2.24 0.00E+0 1.16 5.26E-9 -2.04 0.00E+0 
CATMA5ON91740F1 AT5G39160 -2.97 0.00E+0 0.24 6.00E-1 0.68 9.37E-5 0.60 5.49E-3 -2.57 0.00E+0 1.20 1.01E-9 -2.52 0.00E+0 
CATMA5OF02096F1 AT5G39180 -2.80 0.00E+0 0.94 8.50E-8 0.37 1.89E-1 1.03 8.88E-9 -3.31 0.00E+0 0.74 1.86E-3 -2.68 0.00E+0 
CATMA5OA34805F1 AT5G39190 -2.86 0.00E+0 0.31 3.06E-1 0.60 1.13E-3 0.75 1.29E-4 -2.51 0.00E+0 1.20 1.07E-9 -2.32 0.00E+0 
CATMA5OC64624F1 AT5G39240 -0.28 5.54E-1 -1.42 0.00E+0 0.14 1.00E+0 -0.61 4.18E-3 0.90 5.05E-8 -0.07 1.00E+0 0.23 8.68E-1 
CATMA5ON91797F1 AT5G39280 -0.18 9.55E-1 0.76 3.13E-5 -0.29 5.48E-1 0.06 1.00E+0 -0.44 4.73E-2 0.20 1.00E+0 0.08 1.00E+0 
CATMA5OA34920R1 AT5G39320 -0.08 1.00E+0 -1.17 6.94E-12 -0.03 1.00E+0 -0.19 1.00E+0 0.50 1.14E-2 -0.55 9.23E-2 0.44 6.90E-2 
CATMA5OC64627R1 AT5G39340 -0.61 4.97E-3 -1.01 4.68E-9 -0.03 1.00E+0 -0.43 1.22E-1 0.30 4.19E-1 -0.07 1.00E+0 -0.14 1.00E+0 
CATMA5OA34995F1 AT5G39410 -0.65 2.12E-3 -1.04 1.89E-9 -0.29 5.34E-1 -0.51 3.32E-2 0.16 1.00E+0 -0.27 1.00E+0 -0.08 1.00E+0 
CATMA5OA35000R1 AT5G39420 -0.60 5.61E-3 -0.98 1.60E-8 -0.47 3.03E-2 -0.88 2.77E-6 0.04 1.00E+0 -0.09 1.00E+0 -0.35 2.66E-1 
CATMA5OA35040F1 AT5G39460 -0.63 3.42E-3 -0.28 4.25E-1 -0.03 1.00E+0 -0.18 1.00E+0 -0.36 1.69E-1 -0.12 1.00E+0 -0.45 6.67E-2 
CATMA5ON91615F1 AT5G39480 -0.53 2.27E-2 -0.23 6.57E-1 0.67 1.71E-4 0.67 1.10E-3 -0.69 8.36E-5 -0.42 6.05E-1 -0.94 1.08E-7 
CATMA5OF02103F1 AT5G39490 -0.57 1.08E-2 0.37 1.41E-1 0.23 8.90E-1 0.65 1.71E-3 -1.50 0.00E+0 -0.31 1.00E+0 -0.96 5.86E-8 
CATMA5ON91997F1 AT5G39493 3.02 0.00E+0 2.62 0.00E+0 -0.30 4.66E-1 0.28 6.84E-1 0.46 2.84E-2 0.18 1.00E+0 1.10 1.36E-10 
CATMA5OA35090F1 AT5G39520 -2.68 0.00E+0 0.89 5.02E-7 -0.37 1.66E-1 0.66 1.36E-3 -0.39 1.05E-1 3.42 0.00E+0 0.55 1.02E-2 
CATMA5OA35100F1 AT5G39530 0.23 7.69E-1 0.44 4.92E-2 0.25 7.58E-1 0.58 7.37E-3 0.46 3.19E-2 0.91 2.25E-5 0.86 2.02E-6 
CATMA5ON99663F1 AT5G39540 -0.62 4.12E-3 0.10 1.00E+0 0.23 8.74E-1 0.34 3.58E-1 -0.62 6.64E-4 0.13 1.00E+0 -0.79 2.03E-5 
CATMA5OA35160F1 AT5G39580 -1.17 2.05E-10 2.51 0.00E+0 -0.74 1.30E-5 1.20 6.75E-12 -3.24 0.00E+0 0.39 8.38E-1 -1.32 0.00E+0 
CATMA5OA35170R1 AT5G39590 1.01 7.73E-8 1.48 0.00E+0 0.23 8.72E-1 1.02 1.85E-8 -0.34 2.45E-1 0.07 1.00E+0 0.43 8.09E-2 
CATMA5OA35200F1 AT5G39610 -1.98 0.00E+0 0.16 9.57E-1 -0.04 1.00E+0 0.11 1.00E+0 -1.12 2.01E-12 1.00 1.39E-6 -0.80 1.26E-5 
CATMA5OC64636R1 AT5G39630 -0.80 5.80E-5 -1.37 0.00E+0 0.00 1.00E+0 0.19 1.00E+0 -0.31 3.43E-1 -0.78 6.56E-4 -0.01 1.00E+0 
CATMA5OM00341F1 AT5G39635 -0.32 3.59E-1 -1.42 0.00E+0 -0.04 1.00E+0 0.87 3.69E-6 1.14 5.87E-13 0.03 1.00E+0 1.99 0.00E+0 
CATMA5OA35240R1 AT5G39670 -1.82 0.00E+0 -1.06 7.83E-10 1.12 5.81E-13 0.01 1.00E+0 -1.58 0.00E+0 -0.70 4.52E-3 -2.58 0.00E+0 
CATMA5OA35540F1 AT5G39865 -0.67 1.42E-3 -0.12 1.00E+0 0.13 1.00E+0 0.23 9.67E-1 -0.78 4.31E-6 0.04 1.00E+0 -0.36 2.48E-1 
CATMA5OA35560R1 AT5G39890 -2.72 0.00E+0 -2.66 0.00E+0 -1.36 0.00E+0 -1.24 1.42E-12 -0.11 1.00E+0 0.01 1.00E+0 0.13 1.00E+0 
CATMA5OA35620R1 AT5G39970 -0.34 3.16E-1 -0.76 3.50E-5 -0.23 8.94E-1 -0.47 6.55E-2 0.31 3.54E-1 -0.12 1.00E+0 -0.03 1.00E+0 
CATMA5OA35660F1 AT5G40000 -3.47 0.00E+0 -0.09 1.00E+0 1.23 0.00E+0 1.27 3.10E-13 -2.76 0.00E+0 0.57 6.38E-2 -2.56 0.00E+0 
CATMA5OA35680F1 AT5G40010 -2.98 0.00E+0 -0.81 5.73E-6 0.50 1.31E-2 0.19 1.00E+0 -2.23 0.00E+0 -0.09 1.00E+0 -2.39 0.00E+0 
CATMA5OA35740R1 AT5G40060 0.66 1.64E-3 0.41 7.99E-2 0.21 1.00E+0 0.24 9.12E-1 0.17 1.00E+0 0.09 1.00E+0 0.16 1.00E+0 
CATMA5OA35770R1 AT5G40100 0.85 1.15E-5 0.70 1.52E-4 -0.30 4.55E-1 0.19 1.00E+0 0.10 1.00E+0 0.09 1.00E+0 0.65 1.01E-3 
CATMA5OA35820F1 AT5G40170 -0.45 7.15E-2 0.47 2.71E-2 0.31 3.86E-1 0.08 1.00E+0 -0.73 2.44E-5 0.29 1.00E+0 -0.97 3.50E-8 
CATMA5OA35890F1 AT5G40230 -0.76 1.60E-4 -1.06 7.58E-10 -0.13 1.00E+0 -0.28 6.68E-1 -0.02 1.00E+0 -0.24 1.00E+0 -0.14 1.00E+0 
CATMA5OC64650F1 AT5G40240 -1.89 0.00E+0 -1.05 1.18E-9 -0.12 1.00E+0 0.03 1.00E+0 -0.73 2.11E-5 0.33 1.00E+0 -0.50 2.82E-2 
CATMA5OA36060R1 AT5G40390 -0.75 1.95E-4 -0.42 6.74E-2 -0.27 6.45E-1 -0.58 8.61E-3 -0.31 3.39E-1 -0.03 1.00E+0 -0.56 7.89E-3 
CATMA5OD03336F1 AT5G40395 1.14 6.93E-10 1.10 1.35E-10 0.88 7.35E-8 0.82 1.88E-5 0.07 1.00E+0 0.10 1.00E+0 0.00 1.00E+0 
CATMA5OA36100F1 AT5G40450 -0.06 1.00E+0 -0.33 2.49E-1 -0.37 1.82E-1 0.07 1.00E+0 0.22 8.79E-1 0.04 1.00E+0 0.65 8.94E-4 
CATMA5OA36110F1 AT5G40451 -0.34 3.16E-1 -1.00 8.72E-9 -0.49 1.83E-2 -1.17 2.97E-11 0.72 2.76E-5 0.15 1.00E+0 0.14 1.00E+0 
CATMA5OA36140R1 AT5G40480 0.60 6.16E-3 0.65 6.22E-4 0.04 1.00E+0 0.25 8.47E-1 -0.16 1.00E+0 -0.10 1.00E+0 -0.03 1.00E+0 
CATMA5OA36160R1 AT5G40510 -1.23 2.17E-11 -1.46 0.00E+0 0.26 7.03E-1 0.30 5.63E-1 0.08 1.00E+0 -0.14 1.00E+0 0.11 1.00E+0 
CATMA5OA36240F1 AT5G40590 -0.69 8.33E-4 -0.36 1.70E-1 0.03 1.00E+0 0.04 1.00E+0 -0.59 1.26E-3 -0.32 1.00E+0 -0.59 3.87E-3 
CATMA5ON99675F1 AT5G40630 1.17 2.73E-10 0.56 4.86E-3 0.12 1.00E+0 0.26 7.83E-1 0.45 3.49E-2 0.08 1.00E+0 0.53 1.34E-2 
CATMA5OC64660R1 AT5G40640 -0.86 1.08E-5 -0.46 3.35E-2 -0.14 1.00E+0 -0.12 1.00E+0 -0.43 4.96E-2 0.04 1.00E+0 -0.42 1.10E-1 
CATMA5ON99676R1 AT5G40650 -0.59 7.52E-3 -0.71 1.27E-4 0.20 1.00E+0 0.07 1.00E+0 -0.04 1.00E+0 -0.15 1.00E+0 -0.09 1.00E+0 
CATMA5OA36400R1 AT5G40690 -1.00 1.01E-7 -0.98 1.60E-8 -0.09 1.00E+0 -0.64 2.13E-3 0.01 1.00E+0 0.04 1.00E+0 -0.56 7.37E-3 
CATMA5OA36430R1 AT5G40730 0.21 8.17E-1 -1.35 0.00E+0 0.66 1.97E-4 0.06 1.00E+0 1.22 1.57E-14 -0.36 1.00E+0 0.62 1.89E-3 
CATMA5OA36458R1 AT5G40780 -0.72 4.18E-4 -0.69 1.97E-4 -0.07 1.00E+0 -0.39 2.15E-1 0.03 1.00E+0 0.01 1.00E+0 -0.28 5.68E-1 
CATMA5OA36500F1 AT5G40840 0.73 2.94E-4 0.62 1.19E-3 -0.06 1.00E+0 0.23 9.60E-1 0.28 4.84E-1 -0.06 1.00E+0 0.60 3.09E-3 
CATMA5OA36505R1 AT5G40850 0.52 2.44E-2 0.84 2.62E-6 0.94 4.65E-9 1.14 1.36E-10 -0.03 1.00E+0 0.16 1.00E+0 0.21 9.50E-1 
CATMA5ON94006R1 AT5G40860 -0.48 4.63E-2 -0.72 9.97E-5 -0.04 1.00E+0 -0.21 1.00E+0 0.35 2.15E-1 0.01 1.00E+0 0.27 6.21E-1 
CATMA5OA36535F1 AT5G40890 1.54 0.00E+0 1.37 0.00E+0 0.04 1.00E+0 0.56 1.13E-2 0.08 1.00E+0 -0.24 1.00E+0 0.71 1.61E-4 
CATMA5ON92029R1 AT5G40920 -0.93 1.08E-6 0.29 3.89E-1 0.26 7.12E-1 0.57 9.38E-3 -1.11 3.15E-12 0.10 1.00E+0 -0.72 1.38E-4 
CATMA5OA36610R1 AT5G40942 -0.32 3.55E-1 -0.81 6.93E-6 0.29 5.08E-1 -0.14 1.00E+0 0.46 2.98E-2 -0.18 1.00E+0 -0.10 1.00E+0 
CATMA5OA36630F1 AT5G40960 -0.92 1.46E-6 -0.80 7.85E-6 -0.48 2.28E-2 -0.88 2.07E-6 -0.07 1.00E+0 0.12 1.00E+0 -0.43 8.27E-2 
CATMA5ON91783R1 AT5G40990 -4.13 0.00E+0 0.51 1.38E-2 0.17 1.00E+0 -0.28 6.96E-1 -4.20 0.00E+0 0.56 7.02E-2 -4.54 0.00E+0 
CATMA5OA36700R1 AT5G41040 -0.43 1.00E-1 -0.54 7.71E-3 1.49 0.00E+0 -1.07 2.49E-9 0.18 1.00E+0 0.13 1.00E+0 -2.26 0.00E+0 
CATMA5OA36710F1 AT5G41050 1.79 0.00E+0 1.51 0.00E+0 0.30 4.87E-1 0.99 4.50E-8 0.21 9.30E-1 -0.15 1.00E+0 0.56 7.21E-3 
CATMA5OA36730R1 AT5G41070 -0.85 1.16E-5 0.54 7.36E-3 -0.48 2.23E-2 -0.13 1.00E+0 -0.56 3.14E-3 0.55 8.42E-2 -0.11 1.00E+0 
CATMA5OC64672R1 AT5G41080 -1.22 3.38E-11 -0.58 3.39E-3 0.56 3.20E-3 0.42 1.30E-1 -0.12 1.00E+0 0.39 8.51E-1 -0.25 7.22E-1 
CATMA5ON94009R1 AT5G41090 -1.63 0.00E+0 -1.29 2.12E-14 -0.69 9.15E-5 -1.71 0.00E+0 0.24 7.35E-1 0.61 2.81E-2 -0.73 1.01E-4 
CATMA5OA36760R1 AT5G41100 -0.29 4.73E-1 0.01 1.00E+0 0.23 8.94E-1 -0.14 1.00E+0 -0.66 2.08E-4 0.08 1.00E+0 -0.63 1.42E-3 
CATMA5OA36780F1 AT5G41120 0.31 4.05E-1 0.60 2.02E-3 -0.10 1.00E+0 -0.01 1.00E+0 -0.01 1.00E+0 -0.03 1.00E+0 0.10 1.00E+0 
CATMA5ON99683R1 AT5G41280 -0.24 6.99E-1 -0.44 5.03E-2 0.31 4.04E-1 1.44 0.00E+0 -0.28 4.99E-1 -0.50 1.94E-1 0.88 8.06E-7 
CATMA5ON94010R1 AT5G41290 0.35 2.63E-1 -0.57 4.10E-3 0.39 1.34E-1 1.27 3.48E-13 0.49 1.67E-2 -0.35 1.00E+0 1.35 0.00E+0 
CATMA5OC64677R1 AT5G41300 1.04 2.62E-8 0.74 5.85E-5 0.47 2.85E-2 0.62 3.20E-3 0.20 9.54E-1 -0.07 1.00E+0 0.38 1.87E-1 
CATMA5OA37010F1 AT5G41380 -1.43 0.00E+0 -0.07 1.00E+0 -0.64 3.69E-4 -0.51 3.35E-2 -0.41 7.21E-2 0.83 1.77E-4 -0.13 1.00E+0 
CATMA5OA37020R1 AT5G41390 -0.54 1.73E-2 -1.53 0.00E+0 -0.01 1.00E+0 -0.15 1.00E+0 0.09 1.00E+0 0.02 1.00E+0 0.11 1.00E+0 
CATMA5OA37030F1 AT5G41400 -0.67 1.31E-3 -0.34 2.13E-1 0.26 7.22E-1 -0.39 2.18E-1 0.01 1.00E+0 0.40 7.59E-1 -0.59 4.07E-3 
CATMA5OA37060F1 AT5G41460 -1.59 0.00E+0 -1.42 0.00E+0 -0.65 2.43E-4 -1.03 9.22E-9 -0.43 5.40E-2 0.21 1.00E+0 -0.32 3.78E-1 
CATMA5OA37150F1 AT5G41550 -1.10 3.33E-9 -0.85 1.76E-6 0.12 1.00E+0 -0.27 7.05E-1 -0.95 5.99E-9 -0.62 2.40E-2 -1.37 0.00E+0 
CATMA5OA37170R1 AT5G41570 -1.79 0.00E+0 -0.58 3.37E-3 1.80 0.00E+0 -1.43 0.00E+0 -0.87 1.50E-7 0.55 8.30E-2 -3.83 0.00E+0 
CATMA5OA37190F1 AT5G41590 0.29 4.75E-1 -0.69 2.07E-4 -0.12 1.00E+0 -0.97 1.16E-7 0.85 2.80E-7 0.10 1.00E+0 0.25 7.64E-1 
CATMA5ON99102F1 AT5G41610 -3.86 0.00E+0 -3.06 0.00E+0 -1.32 0.00E+0 -3.04 0.00E+0 -1.10 4.68E-12 -0.23 1.00E+0 -2.78 0.00E+0 
CATMA5OA37220R1 AT5G41620 -0.65 2.03E-3 -0.70 1.73E-4 0.01 1.00E+0 -0.29 6.06E-1 0.01 1.00E+0 -0.03 1.00E+0 -0.37 2.08E-1 
CATMA5OA37260F1 AT5G41670 0.62 3.75E-3 0.76 3.39E-5 1.05 2.09E-11 1.18 1.58E-11 0.01 1.00E+0 0.31 1.00E+0 0.20 1.00E+0 
CATMA5OC64687R1 AT5G41680 -0.25 6.49E-1 -0.78 1.45E-5 0.06 1.00E+0 0.07 1.00E+0 0.37 1.50E-1 -0.06 1.00E+0 0.40 1.39E-1 
CATMA5ON91692R1 AT5G41740 -1.20 5.77E-11 0.39 1.17E-1 0.80 1.97E-6 0.26 8.04E-1 -1.72 0.00E+0 -0.17 1.00E+0 -2.09 0.00E+0 
CATMA5OF02124R1 AT5G41750 -1.39 2.14E-14 0.47 3.08E-2 0.91 1.86E-8 0.47 6.72E-2 -2.29 0.00E+0 -0.43 5.36E-1 -2.67 0.00E+0 
CATMA5OA37470R1 AT5G41780 0.00 1.00E+0 0.09 1.00E+0 0.24 8.07E-1 0.76 8.92E-5 0.13 1.00E+0 -0.08 1.00E+0 0.74 8.00E-5 
CATMA5OA37490R1 AT5G41800 -0.33 3.42E-1 -0.91 2.78E-7 -0.34 2.59E-1 -0.51 3.05E-2 0.58 1.97E-3 -0.06 1.00E+0 0.40 1.44E-1 
CATMA5OA37500R1 AT5G41810 -1.04 3.17E-8 -1.25 1.20E-13 -0.11 1.00E+0 -0.41 1.59E-1 0.03 1.00E+0 -0.25 1.00E+0 -0.29 5.12E-1 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA5OA37730R1 AT5G42010 0.25 6.78E-1 0.70 1.57E-4 -0.04 1.00E+0 0.33 4.20E-1 -0.74 1.62E-5 -0.12 1.00E+0 -0.23 8.61E-1 
CATMA5OA37770R1 AT5G42050 -0.85 1.21E-5 -0.33 2.42E-1 0.21 1.00E+0 -0.32 4.45E-1 -0.34 2.52E-1 0.23 1.00E+0 -0.93 1.61E-7 
CATMA5OA37820F1 AT5G42100 -0.38 1.98E-1 -1.16 1.09E-11 -0.08 1.00E+0 -0.57 1.07E-2 0.30 3.99E-1 -0.55 8.80E-2 -0.17 1.00E+0 
CATMA5OD05179R1 AT5G42146 0.71 4.99E-4 0.71 1.18E-4 0.28 5.73E-1 -0.22 9.76E-1 0.10 1.00E+0 0.21 1.00E+0 -0.28 5.94E-1 
CATMA5OA37886R1 AT5G42180 0.50 3.37E-2 -1.24 2.71E-13 0.37 1.81E-1 -0.38 2.33E-1 1.13 1.06E-12 -0.61 3.01E-2 0.41 1.12E-1 
CATMA5OA37900R1 AT5G42200 0.52 2.41E-2 0.48 2.62E-2 -0.59 1.45E-3 -0.78 4.83E-5 0.36 1.77E-1 0.25 1.00E+0 -0.02 1.00E+0 
CATMA5OA37970R1 AT5G42250 0.45 8.05E-2 -0.51 1.53E-2 -0.29 5.43E-1 -0.18 1.00E+0 0.60 1.01E-3 -0.36 1.00E+0 0.78 2.25E-5 
CATMA5ON94017R1 AT5G42260 -1.11 2.57E-9 -0.56 4.60E-3 0.08 1.00E+0 -0.36 2.94E-1 -0.39 1.05E-1 0.09 1.00E+0 -0.89 6.99E-7 
CATMA5ON99696F1 AT5G42325 0.02 1.00E+0 0.58 2.94E-3 0.73 2.25E-5 0.46 7.41E-2 -0.41 8.06E-2 0.07 1.00E+0 -0.74 8.35E-5 
CATMA5OA38080R1 AT5G42330 0.16 9.97E-1 0.61 1.82E-3 0.42 7.91E-2 0.25 8.54E-1 -0.35 2.08E-1 0.19 1.00E+0 -0.32 3.85E-1 
CATMA5OA38140F1 AT5G42380 -1.44 0.00E+0 -0.67 3.42E-4 0.96 2.23E-9 -0.02 1.00E+0 -1.07 2.52E-11 -0.14 1.00E+0 -2.10 0.00E+0 
CATMA5ON91518R1 AT5G42460 0.44 9.23E-2 0.66 4.34E-4 0.29 5.09E-1 0.78 5.51E-5 -0.45 3.67E-2 -0.13 1.00E+0 0.08 1.00E+0 
CATMA5OD03339F1 AT5G42500 -0.05 1.00E+0 -2.06 0.00E+0 0.43 6.09E-2 -0.70 5.45E-4 1.74 0.00E+0 -0.40 7.66E-1 0.66 6.29E-4 
CATMA5OF03340F1 AT5G42510 -0.06 1.00E+0 -2.41 0.00E+0 0.48 2.37E-2 -0.66 1.21E-3 1.89 0.00E+0 -0.91 2.37E-5 0.73 1.14E-4 
CATMA5ON91621F1 AT5G42567 0.19 9.24E-1 -0.38 1.33E-1 -0.30 4.69E-1 -0.69 6.73E-4 0.53 6.30E-3 0.06 1.00E+0 0.22 9.17E-1 
CATMA5ON94020F1 AT5G42580 -0.10 1.00E+0 -1.23 4.19E-13 -0.26 6.76E-1 0.07 1.00E+0 1.73 0.00E+0 0.70 4.84E-3 1.95 0.00E+0 
CATMA5OA38360F1 AT5G42590 -0.51 3.02E-2 -1.24 2.05E-13 0.19 1.00E+0 -0.08 1.00E+0 0.91 3.07E-8 0.15 1.00E+0 0.42 9.62E-2 
CATMA5OA38390R1 AT5G42600 0.16 1.00E+0 -0.51 1.29E-2 -0.01 1.00E+0 0.53 2.14E-2 0.63 5.00E-4 0.24 1.00E+0 1.09 2.73E-10 
CATMA5OA38400R1 AT5G42610 -4.40 0.00E+0 -3.12 0.00E+0 -0.52 9.85E-3 -1.06 3.54E-9 -1.06 2.73E-11 0.47 2.83E-1 -1.63 0.00E+0 
CATMA5OA38440F1 AT5G42655 0.42 1.11E-1 -0.62 1.15E-3 0.84 4.03E-7 -0.11 1.00E+0 1.05 5.46E-11 0.03 1.00E+0 0.07 1.00E+0 
CATMA5OA38510R1 AT5G42720 -1.19 1.15E-10 -0.84 2.42E-6 -0.08 1.00E+0 -0.59 6.11E-3 -0.03 1.00E+0 0.27 1.00E+0 -0.63 1.60E-3 
CATMA5OA38530R1 AT5G42740 -0.37 2.16E-1 -0.64 8.22E-4 0.02 1.00E+0 0.07 1.00E+0 0.19 1.00E+0 -0.08 1.00E+0 0.25 7.59E-1 
CATMA5OA38590R1 AT5G42780 -0.03 1.00E+0 -0.03 1.00E+0 0.06 1.00E+0 -0.59 6.83E-3 0.14 1.00E+0 0.28 1.00E+0 -0.19 1.00E+0 
CATMA5OA38600F1 AT5G42785 0.47 5.89E-2 -1.89 0.00E+0 0.62 7.30E-4 -0.14 1.00E+0 1.45 0.00E+0 -0.85 1.06E-4 0.68 4.63E-4 
CATMA5ON99703R1 AT5G42825 -0.11 1.00E+0 -0.24 5.81E-1 -0.18 1.00E+0 0.24 9.05E-1 0.34 2.37E-1 0.23 1.00E+0 0.74 8.62E-5 
CATMA5OA38640R1 AT5G42830 -2.07 0.00E+0 0.11 1.00E+0 0.21 1.00E+0 1.21 6.24E-12 -2.50 0.00E+0 -0.22 1.00E+0 -1.48 0.00E+0 
CATMA5OA38650R1 AT5G42840 1.33 2.49E-13 1.20 1.58E-12 0.60 1.31E-3 1.28 1.58E-13 0.47 2.19E-2 0.05 1.00E+0 1.05 1.46E-9 
CATMA5OA38750F1 AT5G42930 -0.67 1.41E-3 -0.15 9.72E-1 0.13 1.00E+0 1.00 3.00E-8 -0.30 3.86E-1 0.25 1.00E+0 0.51 2.25E-2 
CATMA5OA38790R1 AT5G42960 0.88 5.62E-6 1.06 6.72E-10 -0.07 1.00E+0 0.25 8.63E-1 -0.14 1.00E+0 0.10 1.00E+0 0.17 1.00E+0 
CATMA5OD03342R1 AT5G42965 2.05 0.00E+0 1.69 0.00E+0 -0.22 9.78E-1 -0.01 1.00E+0 0.29 4.71E-1 0.00 1.00E+0 0.51 2.12E-2 
CATMA5OA38840F1 AT5G43020 -0.09 1.00E+0 -0.72 9.07E-5 0.09 1.00E+0 -0.22 1.00E+0 0.36 1.64E-1 -0.44 4.67E-1 0.10 1.00E+0 
CATMA5OA38850F1 AT5G43030 0.32 3.90E-1 -1.15 1.78E-11 -0.15 1.00E+0 -0.09 1.00E+0 0.59 1.37E-3 -0.56 8.15E-2 0.58 5.04E-3 
CATMA5ON94023F1 AT5G43040 0.48 4.88E-2 -0.80 7.99E-6 0.09 1.00E+0 -0.12 1.00E+0 0.68 1.25E-4 -0.55 9.21E-2 0.69 3.42E-4 
CATMA5OA38900R1 AT5G43066 -0.68 9.67E-4 -0.56 4.57E-3 -0.04 1.00E+0 -0.22 9.74E-1 -0.24 7.42E-1 -0.08 1.00E+0 -0.47 4.43E-2 
CATMA5OC64717R1 AT5G43120 0.83 2.61E-5 0.73 7.15E-5 0.12 1.00E+0 0.32 4.60E-1 -0.15 1.00E+0 -0.18 1.00E+0 0.08 1.00E+0 
CATMA5OC64719R1 AT5G43150 -1.02 6.75E-8 -0.66 5.33E-4 -0.50 1.45E-2 -0.72 2.66E-4 -0.35 2.18E-1 -0.09 1.00E+0 -0.59 3.75E-3 
CATMA5OA39070F1 AT5G43180 1.71 0.00E+0 1.81 0.00E+0 0.49 1.93E-2 0.86 4.70E-6 0.04 1.00E+0 0.12 1.00E+0 0.43 8.50E-2 
CATMA5OA39100R1 AT5G43230 -0.17 9.78E-1 -1.39 0.00E+0 0.20 1.00E+0 0.06 1.00E+0 0.98 1.40E-9 -0.29 1.00E+0 0.90 4.81E-7 
CATMA5ON99707F1 AT5G43270 -0.27 5.64E-1 -0.64 6.98E-4 0.10 1.00E+0 -0.21 1.00E+0 0.25 6.54E-1 -0.09 1.00E+0 -0.01 1.00E+0 
CATMA5OA39190R1 AT5G43330 0.07 1.00E+0 -0.17 9.14E-1 0.81 1.16E-6 0.45 9.36E-2 0.49 1.68E-2 0.18 1.00E+0 0.01 1.00E+0 
CATMA5ON91613F1 AT5G43350 1.45 0.00E+0 1.64 0.00E+0 0.29 5.31E-1 0.89 1.67E-6 0.01 1.00E+0 0.23 1.00E+0 0.69 3.00E-4 
CATMA5ON94025R1 AT5G43360 0.76 1.49E-4 0.59 2.66E-3 0.29 4.98E-1 0.52 2.70E-2 0.38 1.29E-1 0.18 1.00E+0 0.72 1.23E-4 
CATMA5OF02140R1 AT5G43370 1.44 0.00E+0 1.61 0.00E+0 0.19 1.00E+0 0.90 1.18E-6 0.02 1.00E+0 0.22 1.00E+0 0.72 1.36E-4 
CATMA5OA39207F1 AT5G43380 0.37 2.08E-1 1.17 7.95E-12 0.15 1.00E+0 0.53 2.39E-2 -0.10 1.00E+0 0.55 9.07E-2 0.28 6.05E-1 
CATMA5OA39280R1 AT5G43420 -0.71 4.60E-4 -0.64 8.76E-4 0.28 5.90E-1 -0.31 4.93E-1 -0.06 1.00E+0 -0.04 1.00E+0 -0.58 4.45E-3 
CATMA5OA39310F1 AT5G43450 0.19 9.23E-1 2.20 0.00E+0 -0.20 1.00E+0 0.10 1.00E+0 -0.81 1.28E-6 1.13 1.57E-8 -0.61 2.67E-3 
CATMA5ON94027F1 AT5G43470 0.44 9.29E-2 1.12 5.21E-11 -0.13 1.00E+0 0.12 1.00E+0 -0.54 5.56E-3 0.11 1.00E+0 0.09 1.00E+0 
CATMA5OF03343F1 AT5G43490 0.39 1.62E-1 0.61 1.49E-3 0.01 1.00E+0 0.20 1.00E+0 0.04 1.00E+0 0.19 1.00E+0 0.16 1.00E+0 
CATMA5OC64729F1 AT5G43520 0.78 8.02E-5 1.09 1.83E-10 0.20 1.00E+0 0.56 1.27E-2 -0.65 2.38E-4 -0.28 1.00E+0 -0.19 1.00E+0 
CATMA5OA39380R1 AT5G43540 2.32 0.00E+0 1.10 1.32E-10 0.66 2.13E-4 -0.24 9.16E-1 1.26 0.00E+0 -0.02 1.00E+0 0.43 8.26E-2 
CATMA5OC64731R1 AT5G43570 -1.41 1.10E-14 2.61 0.00E+0 -0.94 4.20E-9 1.30 8.14E-14 -0.88 1.07E-7 2.82 0.00E+0 1.36 0.00E+0 
CATMA5OA39400F1 AT5G43580 0.80 5.78E-5 1.91 0.00E+0 -0.27 6.54E-1 1.03 8.90E-9 -0.22 8.44E-1 0.91 2.29E-5 1.09 2.93E-10 
CATMA5OA39420R1 AT5G43600 -0.28 5.28E-1 -1.11 7.50E-11 -0.35 2.57E-1 -0.66 1.43E-3 0.73 2.46E-5 -0.03 1.00E+0 0.46 5.36E-2 
CATMA5OF03347R1 AT5G43620 -0.51 2.83E-2 -0.70 1.88E-4 -0.16 1.00E+0 -0.47 6.77E-2 0.48 1.93E-2 -0.06 1.00E+0 0.35 2.78E-1 
CATMA5OA39450R1 AT5G43630 1.02 5.23E-8 0.51 1.28E-2 0.11 1.00E+0 -0.22 9.82E-1 0.80 1.68E-6 0.18 1.00E+0 0.63 1.42E-3 
CATMA5OA39470F1 AT5G43650 -0.74 2.65E-4 -0.23 6.34E-1 0.12 1.00E+0 -0.22 1.00E+0 -0.13 1.00E+0 0.08 1.00E+0 -0.46 5.07E-2 
CATMA5OC64735R1 AT5G43690 -1.03 4.78E-8 0.24 5.91E-1 0.05 1.00E+0 -0.29 6.16E-1 -1.01 2.99E-10 0.25 1.00E+0 -1.31 0.00E+0 
CATMA5ON99710R1 AT5G43700 0.48 5.06E-2 0.60 2.25E-3 0.21 1.00E+0 0.19 1.00E+0 0.05 1.00E+0 0.16 1.00E+0 0.00 1.00E+0 
CATMA5OF02152R1 AT5G43730 0.54 1.83E-2 0.65 5.57E-4 0.13 1.00E+0 0.41 1.64E-1 -0.09 1.00E+0 0.01 1.00E+0 0.26 7.05E-1 
CATMA5OA39620R1 AT5G43760 -0.15 1.00E+0 0.09 1.00E+0 0.32 3.52E-1 -0.12 1.00E+0 -0.24 7.44E-1 0.06 1.00E+0 -0.59 4.28E-3 
CATMA5OA39635F1 AT5G43780 -0.95 6.92E-7 -1.25 1.58E-13 -0.18 1.00E+0 -0.38 2.28E-1 0.10 1.00E+0 -0.21 1.00E+0 -0.17 1.00E+0 
CATMA5OA39695R1 AT5G43860 -0.72 3.85E-4 -0.14 1.00E+0 -0.23 8.82E-1 -0.02 1.00E+0 0.05 1.00E+0 0.60 3.87E-2 0.47 4.29E-2 
CATMA5OC64740F1 AT5G43910 -0.62 4.07E-3 -0.24 5.78E-1 0.69 8.86E-5 0.46 8.07E-2 -0.50 1.25E-2 -0.10 1.00E+0 -0.66 6.24E-4 
CATMA5OA39740R1 AT5G43920 0.62 4.10E-3 0.45 4.09E-2 -0.22 9.53E-1 -0.01 1.00E+0 0.13 1.00E+0 0.11 1.00E+0 0.47 4.64E-2 
CATMA5OA39762F1 AT5G43950 -0.33 3.46E-1 -0.74 4.89E-5 -0.07 1.00E+0 -0.38 2.42E-1 0.26 6.37E-1 -0.25 1.00E+0 -0.05 1.00E+0 
CATMA5OA39767F1 AT5G43980 0.58 9.22E-3 1.06 8.14E-10 -0.13 1.00E+0 0.44 9.67E-2 -0.24 7.09E-1 0.48 2.70E-1 0.39 1.62E-1 
CATMA5OC64745F1 AT5G44005 -1.09 4.15E-9 -1.19 2.54E-12 -0.42 7.62E-2 -0.69 6.15E-4 0.42 6.30E-2 0.47 2.90E-1 0.14 1.00E+0 
CATMA5OA39790R1 AT5G44020 1.07 8.83E-9 -1.61 0.00E+0 0.81 1.02E-6 -0.01 1.00E+0 1.93 0.00E+0 -0.64 1.78E-2 1.17 7.88E-12 
CATMA5OA39800R1 AT5G44030 -0.23 7.43E-1 -0.69 2.47E-4 0.16 1.00E+0 0.36 3.01E-1 0.13 1.00E+0 -0.28 1.00E+0 0.37 2.09E-1 
CATMA5OA39820R1 AT5G44050 -0.67 1.24E-3 0.27 4.51E-1 -0.48 2.41E-2 -0.13 1.00E+0 -0.85 3.66E-7 0.44 4.42E-1 -0.26 7.01E-1 
CATMA5ON91648R1 AT5G44065 -0.74 2.70E-4 -0.66 4.56E-4 -0.04 1.00E+0 0.07 1.00E+0 -0.21 8.81E-1 0.00 1.00E+0 0.15 1.00E+0 
CATMA5OA39835R1 AT5G44070 -0.66 1.77E-3 -0.46 3.68E-2 0.11 1.00E+0 -0.11 1.00E+0 -0.54 4.62E-3 -0.29 1.00E+0 -0.72 1.41E-4 
CATMA5OC64746F1 AT5G44110 -0.68 9.90E-4 -2.03 0.00E+0 -0.12 1.00E+0 -0.78 5.89E-5 0.89 6.12E-8 -0.30 1.00E+0 0.15 1.00E+0 
CATMA5OA39880R1 AT5G44130 0.02 1.00E+0 -2.53 0.00E+0 0.99 5.01E-10 0.07 1.00E+0 2.16 0.00E+0 -0.45 3.79E-1 1.40 0.00E+0 
CATMA5OA39910R1 AT5G44160 0.64 2.66E-3 0.41 8.61E-2 0.16 1.00E+0 -0.09 1.00E+0 0.14 1.00E+0 0.01 1.00E+0 -0.01 1.00E+0 
CATMA5OA39960R1 AT5G44210 -0.70 6.33E-4 -0.82 5.14E-6 -0.28 5.83E-1 -0.48 5.51E-2 0.05 1.00E+0 -0.20 1.00E+0 -0.07 1.00E+0 
CATMA5OA40010F1 AT5G44260 -0.13 1.00E+0 -0.98 1.91E-8 -0.01 1.00E+0 -0.44 1.00E-1 0.64 3.74E-4 -0.25 1.00E+0 0.37 1.99E-1 
CATMA5OF03349R1 AT5G44316 -1.48 0.00E+0 -1.28 4.17E-14 0.01 1.00E+0 0.17 1.00E+0 -0.18 1.00E+0 0.05 1.00E+0 0.06 1.00E+0 
CATMA5OA40120R1 AT5G44350 -1.20 7.82E-11 -1.04 1.59E-9 0.16 1.00E+0 -0.20 1.00E+0 -0.37 1.46E-1 0.19 1.00E+0 -0.62 1.81E-3 
CATMA5OC64752F1 AT5G44360 -0.09 1.00E+0 -0.36 1.65E-1 -0.83 5.74E-7 -1.04 7.51E-9 0.70 5.81E-5 -0.20 1.00E+0 0.25 7.59E-1 
CATMA5OA40140F1 AT5G44370 0.60 5.59E-3 0.16 9.38E-1 0.17 1.00E+0 -0.06 1.00E+0 0.21 9.40E-1 -0.16 1.00E+0 0.06 1.00E+0 
CATMA5OA40150F1 AT5G44380 -0.97 3.31E-7 0.43 6.17E-2 -0.30 4.54E-1 0.65 1.51E-3 -1.82 0.00E+0 -0.36 1.00E+0 -0.89 5.53E-7 
CATMA5OA40160F1 AT5G44390 -1.78 0.00E+0 -0.90 2.85E-7 -1.20 0.00E+0 -0.66 1.44E-3 -0.94 7.36E-9 0.28 1.00E+0 -0.46 5.07E-2 
CATMA5OA40170F1 AT5G44400 -2.78 0.00E+0 -1.55 0.00E+0 0.12 1.00E+0 -0.18 1.00E+0 -1.22 1.57E-14 0.33 1.00E+0 -1.55 0.00E+0 
CATMA5ON99722F1 AT5G44417 1.47 0.00E+0 -0.38 1.31E-1 0.16 1.00E+0 -0.38 2.28E-1 1.43 0.00E+0 -0.63 2.07E-2 0.81 8.70E-6 
CATMA5OA40250R1 AT5G44460 -0.89 4.23E-6 -0.98 1.76E-8 0.55 4.04E-3 0.16 1.00E+0 -0.39 1.01E-1 -0.53 1.22E-1 -0.84 3.56E-6 
CATMA5OA40300F1 AT5G44510 -0.58 8.66E-3 -0.08 1.00E+0 -0.04 1.00E+0 0.04 1.00E+0 -1.07 1.95E-11 -0.27 1.00E+0 -1.12 6.03E-11 
CATMA5OA40320R1 AT5G44530 0.80 5.27E-5 0.83 4.08E-6 0.12 1.00E+0 0.18 1.00E+0 0.09 1.00E+0 0.19 1.00E+0 0.21 9.48E-1 
CATMA5OA40340F1 AT5G44550 -0.97 2.98E-7 -0.81 6.46E-6 1.08 6.19E-12 -1.49 0.00E+0 -0.13 1.00E+0 0.10 1.00E+0 -2.09 0.00E+0 
CATMA5OC64755R1 AT5G44565 -3.50 0.00E+0 -1.29 2.12E-14 -1.80 0.00E+0 -1.14 1.35E-10 -2.37 0.00E+0 0.19 1.00E+0 -1.65 0.00E+0 
CATMA5ON91848F1 AT5G44568 -2.12 0.00E+0 0.15 9.72E-1 -0.24 8.65E-1 0.28 6.64E-1 -2.47 0.00E+0 -0.21 1.00E+0 -2.07 0.00E+0 
CATMA5OA40370R1 AT5G44570 -0.14 1.00E+0 -0.10 1.00E+0 0.13 1.00E+0 -0.10 1.00E+0 -0.17 1.00E+0 0.08 1.00E+0 -0.59 4.25E-3 
CATMA5ON91815R1 AT5G44574 -0.49 3.91E-2 0.12 1.00E+0 -0.26 6.84E-1 0.37 2.69E-1 -0.78 3.59E-6 0.07 1.00E+0 -0.32 3.81E-1 
CATMA5OC64756R1 AT5G44575 -0.70 6.65E-4 -0.21 7.37E-1 -0.12 1.00E+0 0.00 1.00E+0 -0.51 1.05E-2 -0.05 1.00E+0 -0.34 3.07E-1 
CATMA5ON91793R1 AT5G44578 -0.50 3.49E-2 0.60 2.09E-3 0.29 5.11E-1 0.15 1.00E+0 -0.75 1.09E-5 0.30 1.00E+0 -0.91 2.96E-7 
CATMA5OA40380R1 AT5G44580 -2.12 0.00E+0 -0.91 2.76E-7 0.59 1.37E-3 -0.82 1.76E-5 -1.77 0.00E+0 -0.12 1.00E+0 -2.99 0.00E+0 
CATMA5OA40390R1 AT5G44582 1.02 6.51E-8 -0.53 8.97E-3 0.64 3.74E-4 -0.42 1.28E-1 0.53 6.10E-3 -1.09 6.51E-8 -0.48 3.86E-2 
CATMA5OA40400R1 AT5G44585 0.75 1.83E-4 0.03 1.00E+0 0.87 1.23E-7 0.03 1.00E+0 -0.16 1.00E+0 -0.95 5.65E-6 -0.93 1.54E-7 
CATMA5ON94032R1 AT5G44590 -0.27 5.61E-1 0.16 9.46E-1 -0.28 5.84E-1 -0.11 1.00E+0 -0.65 2.52E-4 -0.15 1.00E+0 -0.37 2.19E-1 
CATMA5OA40430F1 AT5G44610 -0.16 9.91E-1 -0.85 1.66E-6 -0.08 1.00E+0 -0.55 1.52E-2 0.46 3.10E-2 -0.24 1.00E+0 -0.08 1.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA5OA40460F1 AT5G44635 -0.30 4.47E-1 -0.32 2.86E-1 0.05 1.00E+0 -0.28 6.96E-1 -0.25 6.72E-1 -0.29 1.00E+0 -0.64 1.26E-3 
CATMA5ON91763R1 AT5G44640 -1.12 1.84E-9 -0.58 3.55E-3 0.16 1.00E+0 -0.32 4.51E-1 -0.41 7.16E-2 0.00 1.00E+0 -0.83 4.67E-6 
CATMA5OA40490R1 AT5G44660 0.15 1.00E+0 -0.33 2.41E-1 -0.09 1.00E+0 0.10 1.00E+0 0.43 5.60E-2 0.11 1.00E+0 0.60 2.90E-3 
CATMA5OA40500F1 AT5G44670 -1.08 5.94E-9 -1.29 2.12E-14 -0.23 8.89E-1 -0.66 1.35E-3 0.14 1.00E+0 -0.04 1.00E+0 -0.25 7.55E-1 
CATMA5OA40510F1 AT5G44680 0.78 9.61E-5 -0.04 1.00E+0 0.36 1.94E-1 0.32 4.58E-1 0.37 1.61E-1 -0.28 1.00E+0 0.18 1.00E+0 
CATMA5OA40520F1 AT5G44690 -0.81 3.55E-5 -0.73 7.69E-5 -0.15 1.00E+0 -0.19 1.00E+0 -0.52 7.26E-3 -0.35 1.00E+0 -0.55 8.71E-3 
CATMA5OA40550R1 AT5G44720 -0.39 1.73E-1 0.53 1.01E-2 0.00 1.00E+0 0.13 1.00E+0 -0.72 2.83E-5 0.15 1.00E+0 -0.51 2.05E-2 
CATMA5OA40560F1 AT5G44730 -0.55 1.39E-2 -0.61 1.68E-3 -0.32 3.58E-1 0.13 1.00E+0 0.24 7.42E-1 0.11 1.00E+0 0.55 1.03E-2 
CATMA5OA40620R1 AT5G44770 0.07 1.00E+0 -0.91 2.74E-7 -0.29 5.00E-1 -0.31 4.90E-1 0.60 1.17E-3 -0.33 1.00E+0 0.64 1.16E-3 
CATMA5OA40660F1 AT5G44820 -1.19 1.11E-10 -0.73 6.43E-5 -0.44 5.67E-2 -0.64 2.12E-3 -0.87 1.20E-7 0.06 1.00E+0 -0.97 2.89E-8 
CATMA5OC64762R1 AT5G44980 0.08 1.00E+0 0.18 8.70E-1 0.35 2.37E-1 0.75 1.12E-4 -0.26 6.10E-1 0.12 1.00E+0 0.16 1.00E+0 
CATMA5OC64763R1 AT5G44990 -3.17 0.00E+0 1.19 2.98E-12 0.34 2.76E-1 0.58 7.32E-3 -3.63 0.00E+0 0.53 1.31E-1 -3.32 0.00E+0 
CATMA5OA40840R1 AT5G45000 -0.15 1.00E+0 0.16 9.27E-1 -0.05 1.00E+0 0.44 1.04E-1 -0.62 6.61E-4 -0.23 1.00E+0 -0.03 1.00E+0 
CATMA5ON91594F1 AT5G45040 0.70 6.41E-4 0.47 3.17E-2 -0.11 1.00E+0 -0.03 1.00E+0 0.31 3.71E-1 0.12 1.00E+0 0.30 4.61E-1 
CATMA5OA40910F1 AT5G45070 -1.67 0.00E+0 -1.64 0.00E+0 0.18 1.00E+0 0.94 2.86E-7 -0.09 1.00E+0 0.04 1.00E+0 0.71 1.77E-4 
CATMA5OA40920F1 AT5G45080 0.02 1.00E+0 0.19 8.47E-1 0.03 1.00E+0 0.89 1.70E-6 -0.25 6.46E-1 -0.11 1.00E+0 0.57 6.45E-3 
CATMA5OA40930F1 AT5G45090 -0.34 3.09E-1 0.60 2.03E-3 0.33 3.17E-1 0.79 3.80E-5 -1.16 2.32E-13 -0.18 1.00E+0 -0.49 3.15E-2 
CATMA5OA40940R1 AT5G45095 -2.00 0.00E+0 -0.94 8.58E-8 -1.76 0.00E+0 -0.65 1.63E-3 -1.14 4.94E-13 0.14 1.00E+0 -0.32 3.83E-1 
CATMA5OA40950R1 AT5G45100 -0.99 1.45E-7 -0.90 3.70E-7 0.28 5.93E-1 -0.20 1.00E+0 -0.23 7.60E-1 -0.12 1.00E+0 -0.74 7.62E-5 
CATMA5OA40960F1 AT5G45105 -3.03 0.00E+0 -4.55 0.00E+0 -0.89 4.28E-8 0.48 5.06E-2 1.87 0.00E+0 0.21 1.00E+0 3.15 0.00E+0 
CATMA5OA40970R1 AT5G45110 -2.25 0.00E+0 -1.04 1.58E-9 0.55 4.82E-3 0.76 9.12E-5 -1.12 2.24E-12 0.04 1.00E+0 -0.99 1.40E-8 
CATMA5OA40990R1 AT5G45120 -0.78 7.87E-5 -2.19 0.00E+0 0.22 9.52E-1 -0.56 1.28E-2 1.35 0.00E+0 -0.41 6.56E-1 0.65 9.16E-4 
CATMA5OA41000F1 AT5G45140 0.69 7.77E-4 0.63 8.90E-4 0.09 1.00E+0 0.13 1.00E+0 -0.03 1.00E+0 -0.21 1.00E+0 0.00 1.00E+0 
CATMA5OA41090F1 AT5G45200 0.29 4.77E-1 -0.97 2.75E-8 -0.15 1.00E+0 -0.38 2.42E-1 0.41 7.61E-2 -0.76 1.12E-3 0.39 1.58E-1 
CATMA5OA41110R1 AT5G45210 -0.37 2.30E-1 -1.01 5.40E-9 0.04 1.00E+0 0.00 1.00E+0 0.38 1.32E-1 -0.25 1.00E+0 0.23 8.61E-1 
CATMA5OA41150R1 AT5G45240 -0.67 1.45E-3 -1.44 0.00E+0 1.04 4.33E-11 0.17 1.00E+0 0.30 4.06E-1 -0.11 1.00E+0 -0.50 2.75E-2 
CATMA5OA41200F1 AT5G45275 -0.92 1.69E-6 -0.67 3.27E-4 -0.28 5.82E-1 -0.42 1.46E-1 -0.10 1.00E+0 0.07 1.00E+0 -0.12 1.00E+0 
CATMA5OC64771R1 AT5G45280 -0.37 2.11E-1 -0.53 9.33E-3 -0.10 1.00E+0 -0.04 1.00E+0 -0.50 1.26E-2 -0.64 1.74E-2 -0.43 8.68E-2 
CATMA5OA41260F1 AT5G45310 3.11 0.00E+0 1.92 0.00E+0 -0.10 1.00E+0 0.52 2.85E-2 1.17 1.04E-13 0.16 1.00E+0 1.69 0.00E+0 
CATMA5OA41270F1 AT5G45320 -0.07 1.00E+0 -0.70 1.46E-4 0.04 1.00E+0 -0.25 8.28E-1 0.29 4.36E-1 -0.06 1.00E+0 0.11 1.00E+0 
CATMA5OA41290F1 AT5G45340 2.55 0.00E+0 2.55 0.00E+0 0.91 1.82E-8 1.12 3.27E-10 0.43 5.85E-2 0.29 1.00E+0 0.70 2.31E-4 
CATMA5OA41300F1 AT5G45350 -0.87 7.14E-6 -0.70 1.73E-4 -0.19 1.00E+0 -0.27 7.41E-1 -0.06 1.00E+0 0.14 1.00E+0 -0.10 1.00E+0 
CATMA5OA41330R1 AT5G45380 -2.65 0.00E+0 -3.28 0.00E+0 -1.40 0.00E+0 -2.90 0.00E+0 1.08 1.18E-11 -0.01 1.00E+0 -1.13 3.69E-11 
CATMA5OA41350F1 AT5G45410 -1.58 0.00E+0 -1.51 0.00E+0 0.06 1.00E+0 0.02 1.00E+0 -0.23 7.83E-1 -0.04 1.00E+0 -0.28 5.68E-1 
CATMA5OA41370F1 AT5G45440 0.73 3.34E-4 0.15 9.64E-1 0.07 1.00E+0 0.25 8.54E-1 0.37 1.44E-1 -0.17 1.00E+0 0.64 1.06E-3 
CATMA5OC64773F1 AT5G45460 -0.74 2.52E-4 -0.25 5.25E-1 1.41 0.00E+0 -1.54 0.00E+0 -0.08 1.00E+0 0.44 4.60E-1 -2.90 0.00E+0 
CATMA5OA41410F1 AT5G45470 0.66 1.50E-3 0.38 1.25E-1 0.42 7.19E-2 0.66 1.39E-3 0.09 1.00E+0 -0.17 1.00E+0 0.33 3.47E-1 
CATMA5OA41420F1 AT5G45480 0.83 2.04E-5 0.30 3.48E-1 0.19 1.00E+0 0.29 6.32E-1 0.29 4.69E-1 -0.28 1.00E+0 0.42 9.98E-2 
CATMA5OA41430R1 AT5G45490 0.73 2.85E-4 0.27 4.50E-1 0.34 2.84E-1 0.15 1.00E+0 0.34 2.33E-1 -0.14 1.00E+0 0.16 1.00E+0 
CATMA5OA41550F1 AT5G45580 -0.15 1.00E+0 -1.45 0.00E+0 -0.04 1.00E+0 -0.16 1.00E+0 0.71 4.59E-5 -0.58 5.14E-2 0.73 9.17E-5 
CATMA5OA41610F1 AT5G45630 -0.95 7.02E-7 1.29 2.12E-14 -1.15 1.32E-13 0.70 4.50E-4 -1.15 4.54E-13 0.95 7.16E-6 0.76 3.90E-5 
CATMA5OA41630F1 AT5G45650 -0.35 2.60E-1 -1.60 0.00E+0 -0.01 1.00E+0 -1.00 3.12E-8 0.94 9.02E-9 -0.19 1.00E+0 0.02 1.00E+0 
CATMA5OA41650R1 AT5G45660 0.66 1.56E-3 0.11 1.00E+0 -0.20 1.00E+0 -0.57 9.83E-3 0.28 5.16E-1 -0.03 1.00E+0 0.30 4.62E-1 
CATMA5OA41690R1 AT5G45700 -0.77 1.09E-4 -0.63 1.02E-3 -0.03 1.00E+0 -0.36 2.89E-1 -0.03 1.00E+0 0.23 1.00E+0 -0.25 7.23E-1 
CATMA5OA41800F1 AT5G45800 0.22 7.84E-1 -0.13 1.00E+0 0.62 7.78E-4 -0.11 1.00E+0 0.15 1.00E+0 -0.09 1.00E+0 -0.43 9.23E-2 
CATMA5OA41810R1 AT5G45810 1.45 0.00E+0 0.69 2.34E-4 0.61 9.24E-4 -0.06 1.00E+0 0.59 1.57E-3 0.08 1.00E+0 0.10 1.00E+0 
CATMA5OA41840F1 AT5G45840 1.41 1.10E-14 -0.61 1.69E-3 1.11 1.06E-12 0.38 2.38E-1 1.37 0.00E+0 -0.36 1.00E+0 0.85 2.89E-6 
CATMA5OC64779F1 AT5G45880 -0.32 3.80E-1 -0.54 8.07E-3 -0.41 8.33E-2 0.03 1.00E+0 0.30 3.89E-1 -0.13 1.00E+0 0.62 2.13E-3 
CATMA5OA41955R1 AT5G45970 -0.30 4.37E-1 -0.73 6.67E-5 -0.14 1.00E+0 -0.22 9.68E-1 0.23 8.09E-1 -0.23 1.00E+0 0.12 1.00E+0 
CATMA5ON94039R1 AT5G45990 0.58 8.14E-3 0.96 3.56E-8 -0.05 1.00E+0 0.32 4.66E-1 -0.08 1.00E+0 0.18 1.00E+0 0.51 1.94E-2 
CATMA5ON91958F1 AT5G46040 1.79 0.00E+0 0.64 7.92E-4 -0.01 1.00E+0 0.24 8.73E-1 1.10 5.42E-12 -0.15 1.00E+0 0.96 4.77E-8 
CATMA5OA42040F1 AT5G46050 0.63 3.14E-3 -0.28 4.10E-1 -0.29 5.37E-1 -0.75 1.42E-4 0.52 8.64E-3 -0.41 6.56E-1 0.08 1.00E+0 
CATMA5OA42060R1 AT5G46060 0.16 9.99E-1 -1.47 0.00E+0 -0.43 6.18E-2 -0.45 8.82E-2 1.03 1.39E-10 -0.53 1.26E-1 1.06 9.26E-10 
CATMA5ON99745F1 AT5G46080 -1.39 2.14E-14 -0.35 1.99E-1 0.39 1.27E-1 -0.46 7.90E-2 -0.74 1.45E-5 0.22 1.00E+0 -1.56 0.00E+0 
CATMA5OA42090R1 AT5G46090 1.29 1.66E-12 0.48 2.36E-2 0.16 1.00E+0 0.34 3.69E-1 0.51 1.01E-2 -0.23 1.00E+0 0.67 5.61E-4 
CATMA5OA42100F1 AT5G46100 0.50 3.64E-2 0.61 1.78E-3 0.07 1.00E+0 0.36 2.85E-1 0.21 9.39E-1 0.00 1.00E+0 0.36 2.48E-1 
CATMA5OA42105R1 AT5G46110 0.26 6.37E-1 0.67 3.94E-4 -0.37 1.70E-1 -0.27 7.05E-1 -0.26 6.13E-1 -0.01 1.00E+0 0.10 1.00E+0 
CATMA5OA42110R1 AT5G46115 -0.53 1.94E-2 -0.74 5.90E-5 0.21 1.00E+0 -0.21 1.00E+0 0.26 5.98E-1 -0.04 1.00E+0 -0.02 1.00E+0 
CATMA5OA42120F1 AT5G46130 1.82 0.00E+0 2.30 0.00E+0 0.50 1.30E-2 1.20 8.67E-12 -0.31 3.55E-1 0.08 1.00E+0 0.34 2.93E-1 
CATMA5OC64787F1 AT5G46140 1.66 0.00E+0 2.46 0.00E+0 0.11 1.00E+0 -0.56 1.32E-2 0.03 1.00E+0 0.61 2.91E-2 -0.54 1.03E-2 
CATMA5OA42240F1 AT5G46230 -0.03 1.00E+0 -0.84 2.69E-6 0.35 2.46E-1 0.05 1.00E+0 0.86 2.15E-7 0.03 1.00E+0 0.59 4.20E-3 
CATMA5OC64789F1 AT5G46260 0.83 2.40E-5 1.00 8.86E-9 -0.09 1.00E+0 0.15 1.00E+0 -0.35 2.14E-1 -0.10 1.00E+0 -0.14 1.00E+0 
CATMA5OC64790F1 AT5G46270 0.79 6.08E-5 0.93 1.27E-7 -0.17 1.00E+0 0.37 2.70E-1 -0.22 8.56E-1 0.11 1.00E+0 0.14 1.00E+0 
CATMA5OC64791F1 AT5G46295 -2.27 0.00E+0 -2.43 0.00E+0 1.16 8.91E-14 0.55 1.48E-2 -0.40 9.55E-2 -0.24 1.00E+0 -1.05 1.64E-9 
CATMA5OA42350F1 AT5G46350 -0.85 1.45E-5 0.27 4.71E-1 -0.22 9.85E-1 -0.05 1.00E+0 -0.35 1.96E-1 0.57 6.56E-2 -0.03 1.00E+0 
CATMA5OA42460R1 AT5G46470 0.18 9.31E-1 0.30 3.40E-1 0.63 4.51E-4 0.20 1.00E+0 -0.46 3.20E-2 -0.26 1.00E+0 -0.86 1.97E-6 
CATMA5ON91755R1 AT5G46490 0.65 2.09E-3 0.83 3.39E-6 0.00 1.00E+0 0.45 9.33E-2 -0.48 2.15E-2 -0.03 1.00E+0 -0.20 1.00E+0 
CATMA5OF03355R1 AT5G46500 0.67 1.17E-3 0.95 5.42E-8 0.06 1.00E+0 0.34 3.67E-1 -0.35 2.16E-1 -0.16 1.00E+0 -0.06 1.00E+0 
CATMA5OC64796R1 AT5G46520 -0.63 3.36E-3 0.17 9.17E-1 0.32 3.39E-1 0.41 1.54E-1 -0.99 7.65E-10 -0.34 1.00E+0 -0.92 1.90E-7 
CATMA5OA42520R1 AT5G46530 -0.43 9.46E-2 -0.73 8.05E-5 0.13 1.00E+0 -0.47 6.36E-2 0.38 1.28E-1 0.13 1.00E+0 -0.15 1.00E+0 
CATMA5OA42590R1 AT5G46590 -0.91 2.38E-6 0.94 8.74E-8 -0.27 6.75E-1 1.65 0.00E+0 -1.10 4.72E-12 0.78 7.80E-4 0.84 4.11E-6 
CATMA5OA42600F1 AT5G46600 -0.47 5.95E-2 -1.13 4.16E-11 0.88 5.97E-8 -0.80 2.93E-5 0.81 1.55E-6 0.02 1.00E+0 -0.96 4.97E-8 
CATMA5OA42720F1 AT5G46710 -0.34 3.00E-1 -0.12 1.00E+0 0.10 1.00E+0 -0.30 5.67E-1 -0.34 2.36E-1 -0.08 1.00E+0 -1.00 1.09E-8 
CATMA5OA42790R1 AT5G46780 0.50 3.38E-2 0.62 1.33E-3 -0.06 1.00E+0 0.04 1.00E+0 0.01 1.00E+0 0.21 1.00E+0 0.10 1.00E+0 
CATMA5OA42870R1 AT5G46870 -1.07 1.04E-8 -2.58 0.00E+0 0.22 9.94E-1 -0.35 3.38E-1 1.08 1.08E-11 -0.57 6.36E-2 0.72 1.41E-4 
CATMA5ON91673F1 AT5G46890 1.53 0.00E+0 -2.45 0.00E+0 2.01 0.00E+0 -0.38 2.39E-1 2.73 0.00E+0 -0.97 3.56E-6 0.70 2.27E-4 
CATMA5ON91627F1 AT5G46900 1.50 0.00E+0 -2.36 0.00E+0 2.08 0.00E+0 -0.41 1.59E-1 2.62 0.00E+0 -1.05 2.65E-7 0.71 1.99E-4 
CATMA5OA42920R1 AT5G46910 -0.10 1.00E+0 -0.60 2.24E-3 0.38 1.46E-1 -0.19 1.00E+0 0.17 1.00E+0 -0.50 2.06E-1 -0.51 2.26E-2 
CATMA5OC64805R1 AT5G46920 0.50 3.37E-2 0.64 7.91E-4 -0.05 1.00E+0 0.15 1.00E+0 -0.10 1.00E+0 0.01 1.00E+0 0.06 1.00E+0 
CATMA5OF02181F1 AT5G46950 -0.19 9.14E-1 0.12 1.00E+0 0.26 7.35E-1 -0.06 1.00E+0 -0.65 2.94E-4 0.20 1.00E+0 -1.00 8.81E-9 
CATMA5ON91596F1 AT5G46960 -0.56 1.12E-2 -0.11 1.00E+0 0.30 4.67E-1 0.08 1.00E+0 -0.97 1.78E-9 0.03 1.00E+0 -1.35 0.00E+0 
CATMA5OA43030R1 AT5G47020 0.24 7.10E-1 -0.53 8.77E-3 0.07 1.00E+0 0.33 4.00E-1 0.79 3.01E-6 0.02 1.00E+0 0.71 1.91E-4 
CATMA5OA43060R1 AT5G47050 0.80 4.68E-5 0.36 1.64E-1 0.03 1.00E+0 0.02 1.00E+0 0.04 1.00E+0 -0.05 1.00E+0 0.21 9.32E-1 
CATMA5OA43070R1 AT5G47060 -1.13 9.77E-10 -0.81 6.94E-6 0.30 4.48E-1 -0.75 1.19E-4 -0.20 9.48E-1 0.01 1.00E+0 -1.13 5.26E-11 
CATMA5OA43080F1 AT5G47070 -1.05 2.33E-8 -0.12 1.00E+0 0.08 1.00E+0 0.14 1.00E+0 -0.80 1.80E-6 0.28 1.00E+0 -0.83 4.72E-6 
CATMA5OA43100F1 AT5G47100 -0.19 9.16E-1 -0.05 1.00E+0 -0.16 1.00E+0 0.83 1.40E-5 -0.32 3.05E-1 -0.09 1.00E+0 0.72 1.51E-4 
CATMA5OA43110F1 AT5G47110 -0.15 1.00E+0 -0.36 1.65E-1 -0.28 5.53E-1 -0.70 4.82E-4 0.35 2.11E-1 0.28 1.00E+0 -0.02 1.00E+0 
CATMA5OC64809R1 AT5G47120 -0.53 2.13E-2 -0.64 8.37E-4 0.08 1.00E+0 0.28 6.64E-1 -0.15 1.00E+0 -0.17 1.00E+0 0.16 1.00E+0 
CATMA5OA43205F1 AT5G47220 -2.15 0.00E+0 -0.67 3.84E-4 0.26 7.19E-1 0.45 9.22E-2 -1.40 0.00E+0 0.63 2.17E-2 -1.22 7.81E-13 
CATMA5OA43215R1 AT5G47230 -1.45 0.00E+0 -1.10 1.53E-10 -0.03 1.00E+0 -0.51 3.03E-2 -0.51 9.30E-3 -0.34 1.00E+0 -1.02 4.51E-9 
CATMA5OA43220R1 AT5G47240 -1.17 2.24E-10 -1.12 6.61E-11 -0.68 9.93E-5 -0.22 9.68E-1 -0.22 8.65E-1 -0.06 1.00E+0 0.26 6.81E-1 
CATMA5OA43230F1 AT5G47250 -0.16 9.89E-1 0.48 2.43E-2 0.11 1.00E+0 0.22 9.86E-1 -0.75 1.17E-5 -0.10 1.00E+0 -0.20 1.00E+0 
CATMA5OA43320F1 AT5G47370 0.34 2.98E-1 0.36 1.60E-1 -0.53 7.92E-3 -0.82 1.50E-5 -0.08 1.00E+0 -0.04 1.00E+0 -0.36 2.51E-1 
CATMA5OA43340R1 AT5G47390 0.70 5.93E-4 0.69 2.07E-4 -0.13 1.00E+0 0.03 1.00E+0 0.13 1.00E+0 0.10 1.00E+0 0.33 3.61E-1 
CATMA5OA43410F1 AT5G47450 0.43 9.50E-2 -0.23 6.41E-1 0.20 1.00E+0 0.13 1.00E+0 0.74 1.42E-5 -0.01 1.00E+0 0.79 1.60E-5 
CATMA5OA43510R1 AT5G47530 -0.41 1.31E-1 -1.12 6.94E-11 0.72 2.80E-5 -0.87 2.92E-6 0.54 4.64E-3 -0.08 1.00E+0 -0.78 2.12E-5 
CATMA5OA43530F1 AT5G47550 -0.85 1.26E-5 -0.29 3.74E-1 -0.37 1.72E-1 0.12 1.00E+0 -0.38 1.19E-1 0.44 4.50E-1 0.23 8.46E-1 
CATMA5OA43535F1 AT5G47560 0.75 2.01E-4 0.95 5.67E-8 0.25 7.44E-1 1.27 2.35E-13 -0.04 1.00E+0 0.07 1.00E+0 1.05 1.56E-9 
CATMA5OA43560F1 AT5G47590 -0.63 3.39E-3 -0.42 6.75E-2 0.05 1.00E+0 -0.16 1.00E+0 0.20 9.72E-1 0.62 2.52E-2 0.12 1.00E+0 
CATMA5OC64815F1 AT5G47635 -1.24 1.22E-11 -1.09 2.56E-10 1.18 0.00E+0 -0.85 6.79E-6 -0.07 1.00E+0 0.16 1.00E+0 -1.99 0.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA5OA43630F1 AT5G47650 -1.00 1.32E-7 -0.80 9.57E-6 -0.22 9.43E-1 -0.57 1.07E-2 0.03 1.00E+0 0.10 1.00E+0 -0.27 6.51E-1 
CATMA5OA43670R1 AT5G47690 0.02 1.00E+0 0.06 1.00E+0 0.11 1.00E+0 -0.23 9.25E-1 -0.11 1.00E+0 -0.02 1.00E+0 -0.66 6.65E-4 
CATMA5OA43690R1 AT5G47710 -0.91 2.02E-6 0.10 1.00E+0 -0.16 1.00E+0 0.01 1.00E+0 -0.96 3.20E-9 0.17 1.00E+0 -0.76 4.86E-5 
CATMA5OA43720R1 AT5G47740 -0.22 8.11E-1 0.59 2.64E-3 0.16 1.00E+0 0.76 1.08E-4 -0.66 2.14E-4 0.32 1.00E+0 -0.12 1.00E+0 
CATMA5OA43780R1 AT5G47800 -0.61 5.08E-3 -0.36 1.60E-1 0.12 1.00E+0 -0.06 1.00E+0 -0.10 1.00E+0 0.07 1.00E+0 -0.28 5.96E-1 
CATMA5OA43820R1 AT5G47820 0.65 2.10E-3 0.11 1.00E+0 -0.27 6.16E-1 -0.41 1.68E-1 0.19 1.00E+0 -0.15 1.00E+0 0.12 1.00E+0 
CATMA5OA43850F1 AT5G47850 -0.74 2.78E-4 -0.14 9.89E-1 -0.07 1.00E+0 -0.22 9.80E-1 0.06 1.00E+0 -0.04 1.00E+0 -0.16 1.00E+0 
CATMA5OA43885R1 AT5G47910 -1.46 0.00E+0 -0.85 1.91E-6 0.06 1.00E+0 0.19 1.00E+0 -0.29 4.32E-1 0.37 9.81E-1 -0.26 6.76E-1 
CATMA5OA43890F1 AT5G47920 -0.12 1.00E+0 1.29 2.12E-14 -0.33 3.04E-1 0.27 7.32E-1 -0.67 1.44E-4 0.68 7.46E-3 -0.10 1.00E+0 
CATMA5OA43920F1 AT5G47950 3.42 0.00E+0 0.42 6.98E-2 0.95 3.54E-9 -0.60 5.09E-3 3.25 0.00E+0 0.24 1.00E+0 1.86 0.00E+0 
CATMA5OA43950R1 AT5G47980 0.77 1.30E-4 -0.45 4.09E-2 -0.04 1.00E+0 -1.05 4.30E-9 1.59 0.00E+0 0.15 1.00E+0 0.53 1.41E-2 
CATMA5OA43960R1 AT5G47990 -0.87 7.60E-6 -0.42 6.80E-2 -0.81 9.78E-7 -0.12 1.00E+0 0.81 1.18E-6 1.06 2.09E-7 1.53 0.00E+0 
CATMA5OA43970F1 AT5G48000 -1.04 3.38E-8 -0.29 3.80E-1 -1.25 0.00E+0 0.00 1.00E+0 0.31 3.52E-1 1.18 2.25E-9 1.56 0.00E+0 
CATMA5OC64823R1 AT5G48010 -0.83 2.27E-5 -1.25 1.67E-13 0.22 9.87E-1 -0.21 1.00E+0 2.01 0.00E+0 1.78 0.00E+0 1.75 0.00E+0 
CATMA5OA44090F1 AT5G48110 1.01 8.91E-8 0.49 2.12E-2 0.05 1.00E+0 0.68 9.13E-4 0.51 9.75E-3 0.06 1.00E+0 1.11 1.25E-10 
CATMA5OA44135F1 AT5G48150 -0.87 6.50E-6 -0.74 5.73E-5 -0.07 1.00E+0 -0.38 2.33E-1 -0.14 1.00E+0 -0.05 1.00E+0 -0.40 1.29E-1 
CATMA5OA44150F1 AT5G48170 -0.69 7.48E-4 -0.24 5.91E-1 0.12 1.00E+0 -0.44 1.03E-1 -0.30 3.93E-1 0.30 1.00E+0 -0.97 3.28E-8 
CATMA5OC64825R1 AT5G48175 -1.06 1.55E-8 0.16 9.56E-1 0.42 7.40E-2 0.55 1.40E-2 -1.57 0.00E+0 -0.43 5.51E-1 -1.60 0.00E+0 
CATMA5OA44200F1 AT5G48230 -0.08 1.00E+0 -0.89 4.00E-7 -0.16 1.00E+0 -0.43 1.17E-1 0.32 3.26E-1 -0.46 3.47E-1 0.01 1.00E+0 
CATMA5OA44220F1 AT5G48250 -0.53 2.25E-2 -0.67 3.82E-4 0.02 1.00E+0 0.25 8.09E-1 0.05 1.00E+0 -0.10 1.00E+0 0.11 1.00E+0 
CATMA5OA44240R1 AT5G48290 0.58 8.93E-3 -0.88 7.10E-7 0.46 3.84E-2 -0.07 1.00E+0 1.18 1.04E-13 -0.32 1.00E+0 0.57 5.89E-3 
CATMA5OA44245R1 AT5G48300 -0.97 2.96E-7 -0.74 5.71E-5 -0.07 1.00E+0 -0.13 1.00E+0 -0.13 1.00E+0 0.12 1.00E+0 -0.24 7.78E-1 
CATMA5OA44250F1 AT5G48310 -0.69 8.04E-4 -0.82 4.14E-6 -0.29 5.46E-1 -0.34 3.93E-1 -0.03 1.00E+0 -0.13 1.00E+0 -0.22 8.88E-1 
CATMA5OF02191R1 AT5G48400 -3.15 0.00E+0 -0.33 2.53E-1 0.14 1.00E+0 -0.47 6.21E-2 -2.47 0.00E+0 0.08 1.00E+0 -3.17 0.00E+0 
CATMA5OA44380R1 AT5G48410 -2.58 0.00E+0 -0.45 3.87E-2 0.05 1.00E+0 -0.21 1.00E+0 -2.04 0.00E+0 0.10 1.00E+0 -2.28 0.00E+0 
CATMA5OA44410F1 AT5G48430 0.94 8.37E-7 1.47 0.00E+0 0.33 3.06E-1 0.88 2.20E-6 -0.58 1.67E-3 -0.02 1.00E+0 0.01 1.00E+0 
CATMA5OA44430F1 AT5G48450 -0.55 1.53E-2 -0.66 5.03E-4 0.02 1.00E+0 -0.42 1.41E-1 0.08 1.00E+0 -0.01 1.00E+0 -0.23 8.63E-1 
CATMA5OA44435F1 AT5G48460 -0.53 2.05E-2 -0.74 5.88E-5 -0.04 1.00E+0 -0.04 1.00E+0 0.14 1.00E+0 0.07 1.00E+0 0.14 1.00E+0 
CATMA5OA44440R1 AT5G48470 0.42 1.09E-1 0.79 1.30E-5 -0.09 1.00E+0 0.55 1.50E-2 0.03 1.00E+0 0.16 1.00E+0 0.70 2.11E-4 
CATMA5OA44450R1 AT5G48480 0.60 5.76E-3 1.04 1.41E-9 -0.24 8.07E-1 0.00 1.00E+0 -0.27 5.36E-1 0.21 1.00E+0 -0.02 1.00E+0 
CATMA5OC64831R1 AT5G48510 -0.37 2.13E-1 -0.72 9.40E-5 -0.27 6.68E-1 -0.65 1.81E-3 0.28 5.05E-1 0.01 1.00E+0 -0.01 1.00E+0 
CATMA5OA44520F1 AT5G48540 -0.98 2.40E-7 1.02 3.32E-9 0.19 1.00E+0 0.03 1.00E+0 -1.97 0.00E+0 0.04 1.00E+0 -2.02 0.00E+0 
CATMA5ON91561R1 AT5G48590 0.64 2.73E-3 0.74 5.12E-5 -0.35 2.24E-1 0.19 1.00E+0 0.00 1.00E+0 0.15 1.00E+0 0.51 1.94E-2 
CATMA5ON91717R1 AT5G48620 0.66 1.66E-3 1.13 3.13E-11 -0.44 5.35E-2 0.27 7.03E-1 -0.36 1.82E-1 0.10 1.00E+0 0.24 7.79E-1 
CATMA5OA44630R1 AT5G48650 -0.37 2.11E-1 -0.86 1.48E-6 0.45 4.13E-2 0.02 1.00E+0 0.13 1.00E+0 -0.22 1.00E+0 -0.25 7.69E-1 
CATMA5OA44660F1 AT5G48657 -0.66 1.74E-3 -0.96 3.38E-8 0.24 8.07E-1 0.17 1.00E+0 0.11 1.00E+0 -0.09 1.00E+0 -0.02 1.00E+0 
CATMA5OA44770F1 AT5G48850 1.03 4.26E-8 2.48 0.00E+0 0.00 1.00E+0 2.50 0.00E+0 -0.74 1.43E-5 1.05 2.33E-7 1.97 0.00E+0 
CATMA5OA44810R1 AT5G48900 -0.95 7.05E-7 -1.93 0.00E+0 -0.47 2.75E-2 -0.67 1.12E-3 0.58 1.70E-3 -0.42 6.05E-1 0.28 5.89E-1 
CATMA5OA44830R1 AT5G48920 0.54 1.64E-2 -0.58 3.61E-3 0.51 1.13E-2 0.32 4.82E-1 0.43 5.44E-2 -0.67 9.57E-3 0.25 7.68E-1 
CATMA5OC64843F1 AT5G49100 -0.11 1.00E+0 -0.64 8.60E-4 -0.08 1.00E+0 -0.05 1.00E+0 0.30 3.79E-1 -0.27 1.00E+0 0.02 1.00E+0 
CATMA5OA45060F1 AT5G49120 -0.07 1.00E+0 -0.65 6.76E-4 -0.66 2.07E-4 -0.97 1.17E-7 0.55 4.08E-3 -0.19 1.00E+0 0.06 1.00E+0 
CATMA5OA45080F1 AT5G49140 -1.11 2.58E-9 -0.78 1.53E-5 -0.05 1.00E+0 -0.37 2.73E-1 -0.26 6.12E-1 0.10 1.00E+0 -0.71 1.77E-4 
CATMA5OA45095R1 AT5G49160 -0.17 9.68E-1 -0.61 1.76E-3 0.19 1.00E+0 -0.06 1.00E+0 0.05 1.00E+0 -0.30 1.00E+0 -0.09 1.00E+0 
CATMA5OA45240F1 AT5G49270 0.03 1.00E+0 -2.43 0.00E+0 0.34 2.85E-1 -0.24 8.74E-1 1.56 0.00E+0 -1.10 5.34E-8 1.03 3.47E-9 
CATMA5OA45250F1 AT5G49280 -1.32 4.57E-13 -1.70 0.00E+0 -0.10 1.00E+0 -0.38 2.32E-1 0.18 1.00E+0 -0.15 1.00E+0 -0.02 1.00E+0 
CATMA5OA45310F1 AT5G49320 -0.69 7.52E-4 -0.48 2.33E-2 -0.19 1.00E+0 -0.03 1.00E+0 0.10 1.00E+0 0.20 1.00E+0 0.37 2.24E-1 
CATMA5OA45330F1 AT5G49340 -0.88 4.79E-6 0.01 1.00E+0 1.42 0.00E+0 -0.26 7.67E-1 -0.91 2.55E-8 0.23 1.00E+0 -2.36 0.00E+0 
CATMA5OA45340F1 AT5G49350 -2.05 0.00E+0 -0.20 7.88E-1 1.27 0.00E+0 -1.45 0.00E+0 -1.37 0.00E+0 0.54 1.10E-1 -3.51 0.00E+0 
CATMA5OA45350F1 AT5G49360 0.02 1.00E+0 0.17 9.04E-1 -0.42 8.04E-2 0.39 2.04E-1 0.78 4.25E-6 1.06 2.11E-7 1.55 0.00E+0 
CATMA5ON99779R1 AT5G49480 -0.21 8.45E-1 0.98 1.61E-8 0.81 1.21E-6 0.82 1.85E-5 -1.12 1.81E-12 0.18 1.00E+0 -1.08 3.13E-10 
CATMA5ON99780R1 AT5G49520 -1.09 4.56E-9 0.71 1.14E-4 -0.15 1.00E+0 0.43 1.25E-1 -1.26 0.00E+0 0.60 3.73E-2 -0.74 8.89E-5 
CATMA5OA45510F1 AT5G49525 -1.11 2.67E-9 -0.69 2.03E-4 -0.63 5.05E-4 -0.65 1.58E-3 -0.56 2.79E-3 -0.10 1.00E+0 -0.37 2.17E-1 
CATMA5OA45540F1 AT5G49550 0.62 4.06E-3 0.53 8.57E-3 0.01 1.00E+0 -0.03 1.00E+0 0.20 9.75E-1 0.08 1.00E+0 0.19 1.00E+0 
CATMA5OA45620F1 AT5G49620 -1.83 0.00E+0 0.32 2.60E-1 -1.28 0.00E+0 -0.56 1.34E-2 -0.76 7.69E-6 1.76 0.00E+0 0.00 1.00E+0 
CATMA5OA45625F1 AT5G49630 -1.35 9.19E-14 -0.07 1.00E+0 -0.47 2.78E-2 -0.16 1.00E+0 -0.85 3.05E-7 0.65 1.45E-2 -0.49 2.96E-2 
CATMA5OA45640F1 AT5G49660 0.20 8.62E-1 0.82 5.15E-6 -0.04 1.00E+0 0.45 9.35E-2 -0.49 1.64E-2 0.20 1.00E+0 0.04 1.00E+0 
CATMA5OA45650F1 AT5G49665 -1.74 0.00E+0 -0.06 1.00E+0 0.06 1.00E+0 -0.01 1.00E+0 -0.85 2.94E-7 0.82 2.28E-4 -0.92 1.92E-7 
CATMA5OA45653F1 AT5G49690 -0.95 5.83E-7 0.46 3.48E-2 -0.41 8.54E-2 0.25 8.11E-1 -0.60 1.05E-3 0.55 8.41E-2 -0.21 9.62E-1 
CATMA5OA45655R1 AT5G49700 0.03 1.00E+0 0.60 2.30E-3 -0.13 1.00E+0 0.07 1.00E+0 -0.33 2.80E-1 0.42 6.05E-1 0.21 9.52E-1 
CATMA5OA45660F1 AT5G49730 -0.46 6.41E-2 -0.59 2.67E-3 -0.51 1.03E-2 -0.54 1.91E-2 0.16 1.00E+0 0.02 1.00E+0 0.03 1.00E+0 
CATMA5ON99783R1 AT5G49760 -0.89 3.65E-6 -0.13 1.00E+0 0.11 1.00E+0 0.13 1.00E+0 -0.94 8.15E-9 -0.07 1.00E+0 -0.83 4.98E-6 
CATMA5OA45710R1 AT5G49770 -1.17 2.59E-10 -0.79 1.24E-5 0.30 4.58E-1 0.22 9.96E-1 -0.90 4.12E-8 -0.59 4.26E-2 -0.99 1.65E-8 
CATMA5ON94058R1 AT5G49780 -1.67 0.00E+0 -0.51 1.53E-2 0.21 1.00E+0 0.69 6.07E-4 -1.24 0.00E+0 -0.08 1.00E+0 -0.74 6.88E-5 
CATMA5OA45740F1 AT5G49800 0.35 2.70E-1 -0.57 3.77E-3 0.19 1.00E+0 -0.20 1.00E+0 0.69 8.07E-5 -0.28 1.00E+0 0.20 9.80E-1 
CATMA5OA45745R1 AT5G49810 -0.31 4.19E-1 -0.73 6.56E-5 -0.03 1.00E+0 0.03 1.00E+0 0.33 2.85E-1 -0.20 1.00E+0 0.38 1.76E-1 
CATMA5OD03368F1 AT5G49850 -2.25 0.00E+0 -1.18 4.98E-12 0.71 4.58E-5 1.26 3.85E-13 -1.31 0.00E+0 -0.02 1.00E+0 -0.83 4.31E-6 
CATMA5OF03369F1 AT5G49860 -1.44 0.00E+0 -1.53 0.00E+0 0.57 2.37E-3 0.80 2.75E-5 -0.37 1.45E-1 -0.64 1.81E-2 -0.17 1.00E+0 
CATMA5OA45800F1 AT5G49870 0.14 1.00E+0 -2.32 0.00E+0 0.40 1.14E-1 0.33 4.41E-1 1.53 0.00E+0 -1.08 7.71E-8 1.49 0.00E+0 
CATMA5OC64855F1 AT5G49890 -0.71 5.31E-4 -1.66 0.00E+0 -0.21 1.00E+0 -0.35 3.29E-1 0.89 7.33E-8 -0.15 1.00E+0 0.72 1.33E-4 
CATMA5OA45820F1 AT5G49900 -0.52 2.58E-2 -0.62 1.28E-3 0.26 7.01E-1 -0.11 1.00E+0 0.18 1.00E+0 -0.02 1.00E+0 -0.16 1.00E+0 
CATMA5OA45880F1 AT5G49960 0.76 1.55E-4 0.34 2.02E-1 -0.05 1.00E+0 -0.19 1.00E+0 0.18 1.00E+0 -0.04 1.00E+0 0.13 1.00E+0 
CATMA5OA45910F1 AT5G49990 -0.85 1.49E-5 -0.65 5.78E-4 -0.49 1.92E-2 -0.44 1.01E-1 -0.30 3.92E-1 0.04 1.00E+0 -0.25 7.30E-1 
CATMA5OA45980R1 AT5G50060 -0.23 7.32E-1 -1.06 7.53E-10 0.36 2.19E-1 -0.39 2.17E-1 0.67 1.65E-4 -0.04 1.00E+0 -0.24 7.85E-1 
CATMA5OA46020R1 AT5G50100 -0.22 7.74E-1 0.16 9.38E-1 0.24 8.28E-1 0.69 6.49E-4 -0.25 6.54E-1 0.30 1.00E+0 0.14 1.00E+0 
CATMA5OC64860R1 AT5G50130 -1.58 0.00E+0 -0.67 3.69E-4 -1.05 3.01E-11 -0.25 8.62E-1 -0.98 1.57E-9 0.08 1.00E+0 -0.01 1.00E+0 
CATMA5OA46090R1 AT5G50140 0.59 7.24E-3 -0.79 1.11E-5 0.45 3.92E-2 1.10 6.44E-10 0.56 3.00E-3 -1.07 1.17E-7 1.12 5.53E-11 
CATMA5OA46120R1 AT5G50160 -3.74 0.00E+0 -1.71 0.00E+0 -1.41 0.00E+0 -1.06 3.79E-9 -1.16 1.90E-13 0.78 6.68E-4 -0.74 7.81E-5 
CATMA5OA46140R1 AT5G50175 0.11 1.00E+0 -1.84 0.00E+0 0.26 7.20E-1 -1.02 1.57E-8 1.29 0.00E+0 -0.76 1.27E-3 0.09 1.00E+0 
CATMA5OA46160R1 AT5G50200 -0.30 4.67E-1 0.31 3.04E-1 0.88 7.76E-8 1.34 0.00E+0 -0.31 3.67E-1 0.41 6.36E-1 0.43 9.25E-2 
CATMA5OA46170R1 AT5G50210 0.70 7.13E-4 0.78 1.50E-5 0.18 1.00E+0 0.25 8.22E-1 -0.06 1.00E+0 0.00 1.00E+0 -0.06 1.00E+0 
CATMA5OC64863R1 AT5G50240 0.18 9.29E-1 0.09 1.00E+0 -0.42 7.04E-2 -0.33 4.09E-1 0.63 4.19E-4 0.34 1.00E+0 0.66 7.59E-4 
CATMA5OA46260F1 AT5G50300 0.31 4.05E-1 -0.87 9.95E-7 0.02 1.00E+0 -0.48 5.08E-2 0.63 4.84E-4 -0.64 1.69E-2 0.15 1.00E+0 
CATMA5OA46330F1 AT5G50350 -1.02 6.93E-8 -0.47 2.88E-2 -0.08 1.00E+0 -0.19 1.00E+0 -0.88 1.10E-7 -0.19 1.00E+0 -0.70 2.32E-4 
CATMA5OA46400F1 AT5G50420 -0.14 1.00E+0 -0.70 1.50E-4 0.04 1.00E+0 -0.11 1.00E+0 0.10 1.00E+0 -0.15 1.00E+0 0.15 1.00E+0 
CATMA5ON99792F1 AT5G50450 -0.60 5.60E-3 -0.47 2.78E-2 -0.17 1.00E+0 -0.07 1.00E+0 0.04 1.00E+0 0.11 1.00E+0 0.22 9.08E-1 
CATMA5OC64869F1 AT5G50720 -0.70 5.83E-4 -0.67 3.28E-4 0.08 1.00E+0 0.24 8.69E-1 0.50 1.28E-2 0.44 4.41E-1 0.59 4.05E-3 
CATMA5OA46690F1 AT5G50740 -0.23 7.43E-1 -1.05 1.32E-9 -0.23 9.12E-1 -0.52 2.62E-2 0.24 7.22E-1 -0.72 2.90E-3 0.15 1.00E+0 
CATMA5OC64871R1 AT5G50760 -0.05 1.00E+0 0.16 9.46E-1 0.25 7.92E-1 0.68 7.35E-4 -0.07 1.00E+0 0.22 1.00E+0 0.23 8.46E-1 
CATMA5OA46750F1 AT5G50790 -0.30 4.48E-1 -0.59 2.32E-3 -0.33 3.11E-1 -0.58 8.20E-3 0.38 1.35E-1 0.28 1.00E+0 0.33 3.62E-1 
CATMA5OA46770F1 AT5G50800 -2.55 0.00E+0 -0.35 1.79E-1 -1.41 0.00E+0 -1.06 2.75E-9 -0.72 3.66E-5 1.64 0.00E+0 -0.46 5.65E-2 
CATMA5OA46780R1 AT5G50820 -1.02 5.71E-8 -0.86 1.28E-6 0.38 1.57E-1 0.10 1.00E+0 0.16 1.00E+0 0.17 1.00E+0 -0.10 1.00E+0 
CATMA5OA46840F1 AT5G50900 0.71 4.67E-4 0.40 9.02E-2 -0.08 1.00E+0 0.11 1.00E+0 0.38 1.32E-1 -0.03 1.00E+0 0.52 1.89E-2 
CATMA5OD03378F1 AT5G51100 0.62 3.67E-3 0.49 1.88E-2 0.16 1.00E+0 0.47 6.20E-2 -0.38 1.32E-1 0.06 1.00E+0 -0.13 1.00E+0 
CATMA5OA47040F1 AT5G51110 1.11 2.79E-9 1.26 1.01E-13 0.42 7.83E-2 0.40 1.80E-1 0.31 3.67E-1 0.30 1.00E+0 0.46 5.05E-2 
CATMA5OA47120F1 AT5G51190 -0.69 8.94E-4 -2.06 0.00E+0 0.57 2.96E-3 -0.98 7.27E-8 0.78 3.61E-6 -0.75 1.39E-3 -0.83 4.63E-6 
CATMA5OA47150R1 AT5G51210 0.04 1.00E+0 -1.02 3.76E-9 0.08 1.00E+0 -0.57 9.83E-3 0.81 1.16E-6 -0.32 1.00E+0 0.27 6.15E-1 
CATMA5OA47190F1 AT5G51260 -0.73 3.54E-4 0.04 1.00E+0 -0.01 1.00E+0 0.23 9.68E-1 -0.36 1.85E-1 -0.16 1.00E+0 -0.23 8.64E-1 
CATMA5OA47200F1 AT5G51270 -0.20 8.86E-1 -1.55 0.00E+0 -0.04 1.00E+0 -0.40 1.90E-1 1.00 6.47E-10 -0.14 1.00E+0 0.65 9.58E-4 
CATMA5OA47250F1 AT5G51310 1.50 0.00E+0 -0.14 1.00E+0 0.59 1.45E-3 0.42 1.29E-1 1.13 9.50E-13 -0.48 2.53E-1 1.00 1.04E-8 
CATMA5OA47280F1 AT5G51350 -0.63 3.10E-3 -0.47 3.05E-2 -0.27 6.70E-1 -0.07 1.00E+0 -0.17 1.00E+0 -0.09 1.00E+0 0.06 1.00E+0 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA5OA47314F1 AT5G51390 -0.06 1.00E+0 0.46 3.73E-2 -0.02 1.00E+0 0.79 3.53E-5 -0.30 3.78E-1 0.32 1.00E+0 0.64 1.11E-3 
CATMA5OA47380R1 AT5G51460 -0.22 8.03E-1 0.26 4.85E-1 0.01 1.00E+0 0.12 1.00E+0 -0.59 1.45E-3 0.04 1.00E+0 -0.22 8.84E-1 
CATMA5OC64883F1 AT5G51490 -0.24 7.01E-1 -1.39 0.00E+0 -0.13 1.00E+0 -0.60 5.02E-3 0.91 2.95E-8 -0.17 1.00E+0 0.30 4.98E-1 
CATMA5ON94065F1 AT5G51500 0.49 4.12E-2 -0.12 1.00E+0 -0.12 1.00E+0 -0.62 3.18E-3 0.47 2.60E-2 0.01 1.00E+0 0.10 1.00E+0 
CATMA5OA47440R1 AT5G51520 0.11 1.00E+0 -2.35 0.00E+0 -0.10 1.00E+0 -0.97 1.11E-7 1.43 0.00E+0 -0.48 2.72E-1 0.78 2.61E-5 
CATMA5OA47460R1 AT5G51540 0.65 2.24E-3 0.86 1.32E-6 0.15 1.00E+0 0.33 4.26E-1 -0.26 6.05E-1 -0.05 1.00E+0 -0.01 1.00E+0 
CATMA5OA47480F1 AT5G51550 -1.07 9.80E-9 -0.87 9.38E-7 -0.41 9.46E-2 -0.38 2.25E-1 -0.25 6.48E-1 -0.06 1.00E+0 -0.21 9.73E-1 
CATMA5ON91537R1 AT5G51680 -0.05 1.00E+0 -0.61 1.52E-3 0.42 6.89E-2 -0.14 1.00E+0 0.46 3.26E-2 0.03 1.00E+0 -0.24 7.90E-1 
CATMA5OA47680R1 AT5G51750 -1.60 0.00E+0 0.61 1.53E-3 -1.07 1.22E-11 -0.53 2.27E-2 -1.31 0.00E+0 0.93 9.88E-6 -0.52 1.66E-2 
CATMA5OA47690R1 AT5G51760 -0.28 5.15E-1 -0.56 4.89E-3 -0.38 1.38E-1 -0.64 2.26E-3 0.24 7.23E-1 -0.04 1.00E+0 -0.06 1.00E+0 
CATMA5ON99813R1 AT5G51830 -0.46 6.41E-2 -0.01 1.00E+0 0.37 1.71E-1 0.97 1.08E-7 -0.36 1.82E-1 0.16 1.00E+0 0.22 8.79E-1 
CATMA5ON94067F1 AT5G51860 -1.45 0.00E+0 -0.95 5.23E-8 -0.32 3.77E-1 0.27 7.31E-1 -0.40 9.48E-2 0.38 8.88E-1 0.04 1.00E+0 
CATMA5ON94068F1 AT5G51870 -0.81 3.54E-5 -0.52 1.19E-2 0.02 1.00E+0 -0.10 1.00E+0 -0.22 8.38E-1 -0.08 1.00E+0 -0.31 4.30E-1 
CATMA5OA47820F1 AT5G51890 0.63 3.23E-3 -0.27 4.47E-1 -0.08 1.00E+0 0.17 1.00E+0 -0.19 9.97E-1 -1.09 6.27E-8 0.08 1.00E+0 
CATMA5OA47850F1 AT5G51920 -0.70 6.30E-4 0.27 4.55E-1 0.25 7.78E-1 0.50 3.63E-2 -0.57 2.43E-3 0.23 1.00E+0 -0.38 1.93E-1 
CATMA5OA47910R1 AT5G51970 0.62 4.11E-3 0.28 4.24E-1 0.24 8.23E-1 0.39 1.94E-1 0.30 4.13E-1 0.00 1.00E+0 0.43 8.36E-2 
CATMA5OA47990R1 AT5G52050 0.32 3.79E-1 0.88 6.81E-7 0.98 9.62E-10 1.75 0.00E+0 -0.43 5.05E-2 0.45 4.13E-1 0.10 1.00E+0 
CATMA5OA48010F1 AT5G52060 -0.49 3.85E-2 -0.95 4.89E-8 0.04 1.00E+0 -0.16 1.00E+0 0.35 2.19E-1 -0.17 1.00E+0 0.12 1.00E+0 
CATMA5OA48060F1 AT5G52120 -0.83 2.63E-5 -0.85 2.10E-6 -0.40 1.05E-1 -0.75 1.26E-4 0.00 1.00E+0 -0.09 1.00E+0 -0.31 4.27E-1 
CATMA5OA48160R1 AT5G52260 1.42 0.00E+0 -0.80 1.05E-5 0.32 3.39E-1 -0.36 2.97E-1 1.42 0.00E+0 -0.78 7.75E-4 0.90 4.58E-7 
CATMA5OA48170R1 AT5G52280 -0.36 2.56E-1 -1.06 8.87E-10 -0.20 1.00E+0 -0.51 3.10E-2 0.47 2.24E-2 -0.32 1.00E+0 0.14 1.00E+0 
CATMA5OC64896F1 AT5G52320 -1.53 0.00E+0 -0.58 3.12E-3 -0.86 1.76E-7 -0.06 1.00E+0 -0.69 8.62E-5 0.04 1.00E+0 0.08 1.00E+0 
CATMA5ON94072F1 AT5G52330 1.25 7.10E-12 1.03 2.88E-9 0.62 7.55E-4 0.52 2.50E-2 0.04 1.00E+0 -0.03 1.00E+0 -0.10 1.00E+0 
CATMA5OA48240R1 AT5G52350 -0.07 1.00E+0 1.51 0.00E+0 0.60 1.12E-3 0.77 8.04E-5 -1.88 0.00E+0 -0.14 1.00E+0 -1.55 0.00E+0 
CATMA5OA48280F1 AT5G52390 -3.38 0.00E+0 -1.34 0.00E+0 -0.83 4.50E-7 -0.92 6.81E-7 -0.65 2.91E-4 1.94 0.00E+0 -0.74 8.51E-5 
CATMA5OA48430F1 AT5G52547 -0.67 1.22E-3 -0.16 9.56E-1 0.13 1.00E+0 0.27 7.53E-1 -0.45 3.52E-2 0.34 1.00E+0 -0.11 1.00E+0 
CATMA5OA48450R1 AT5G52560 -0.40 1.50E-1 -0.85 2.10E-6 -0.10 1.00E+0 -0.25 8.14E-1 0.17 1.00E+0 -0.15 1.00E+0 0.12 1.00E+0 
CATMA5ON94075R1 AT5G52670 -2.71 0.00E+0 -1.17 7.23E-12 1.05 2.89E-11 1.39 0.00E+0 -1.68 0.00E+0 -0.25 1.00E+0 -1.50 0.00E+0 
CATMA5OA48550R1 AT5G52680 -2.31 0.00E+0 0.03 1.00E+0 1.93 0.00E+0 1.37 0.00E+0 -2.43 0.00E+0 0.12 1.00E+0 -2.85 0.00E+0 
CATMA5ON94076R1 AT5G52690 -2.72 0.00E+0 -1.32 0.00E+0 1.75 0.00E+0 2.76 0.00E+0 -1.70 0.00E+0 -0.10 1.00E+0 -0.64 1.08E-3 
CATMA5OC64905R1 AT5G52700 -1.69 0.00E+0 -0.05 1.00E+0 2.40 0.00E+0 1.21 4.22E-12 -1.57 0.00E+0 -0.01 1.00E+0 -2.99 0.00E+0 
CATMA5OA48570R1 AT5G52710 -1.18 1.84E-10 0.01 1.00E+0 1.47 0.00E+0 2.08 0.00E+0 -1.56 0.00E+0 -0.38 9.15E-1 -0.88 8.76E-7 
CATMA5OC64906R1 AT5G52720 -2.45 0.00E+0 0.71 1.17E-4 1.23 0.00E+0 2.63 0.00E+0 -2.94 0.00E+0 0.24 1.00E+0 -1.54 0.00E+0 
CATMA5OD03382R1 AT5G52750 -1.88 0.00E+0 0.44 5.26E-2 1.15 1.32E-13 0.69 6.34E-4 -2.07 0.00E+0 0.27 1.00E+0 -2.30 0.00E+0 
CATMA5OC64907R1 AT5G52760 -3.16 0.00E+0 0.57 3.70E-3 1.11 1.29E-12 1.09 7.98E-10 -3.07 0.00E+0 1.02 6.32E-7 -3.10 0.00E+0 
CATMA5OA48650F1 AT5G52790 2.87 0.00E+0 1.88 0.00E+0 1.66 0.00E+0 1.37 0.00E+0 0.82 8.47E-7 -0.01 1.00E+0 0.58 5.16E-3 
CATMA5OA48670R1 AT5G52810 -0.91 2.10E-6 -0.62 1.30E-3 0.75 1.16E-5 -0.13 1.00E+0 -0.74 1.66E-5 -0.46 3.60E-1 -1.69 0.00E+0 
CATMA5OA48690R1 AT5G52830 0.68 9.25E-4 0.47 2.81E-2 -0.20 1.00E+0 0.20 1.00E+0 0.26 6.25E-1 0.00 1.00E+0 0.60 2.72E-3 
CATMA5OA48750F1 AT5G52882 -0.54 1.90E-2 -0.52 1.04E-2 0.57 2.93E-3 0.79 4.55E-5 0.25 6.66E-1 0.32 1.00E+0 0.29 5.26E-1 
CATMA5OA48780F1 AT5G52900 -0.78 8.41E-5 -0.26 4.81E-1 0.01 1.00E+0 -0.11 1.00E+0 -0.23 8.05E-1 0.14 1.00E+0 -0.31 4.33E-1 
CATMA5OA48800R1 AT5G52920 0.68 1.14E-3 0.29 3.72E-1 0.17 1.00E+0 -0.16 1.00E+0 0.31 3.37E-1 0.08 1.00E+0 0.03 1.00E+0 
CATMA5OA48810R1 AT5G52930 2.03 0.00E+0 2.70 0.00E+0 0.13 1.00E+0 -0.09 1.00E+0 0.15 1.00E+0 0.65 1.27E-2 -0.18 1.00E+0 
CATMA5OA48820R1 AT5G52940 2.54 0.00E+0 3.13 0.00E+0 0.20 1.00E+0 0.09 1.00E+0 -0.07 1.00E+0 0.52 1.43E-1 -0.10 1.00E+0 
CATMA5OA48840R1 AT5G52960 0.71 5.43E-4 0.47 3.16E-2 -0.08 1.00E+0 -0.06 1.00E+0 0.24 7.56E-1 0.12 1.00E+0 0.24 7.81E-1 
CATMA5OA48920R1 AT5G53030 -0.72 3.66E-4 -0.40 9.87E-2 0.00 1.00E+0 -0.47 5.94E-2 0.13 1.00E+0 0.47 3.00E-1 -0.11 1.00E+0 
CATMA5OA48990R1 AT5G53090 -0.40 1.55E-1 -0.68 2.78E-4 -0.22 9.35E-1 -0.42 1.43E-1 0.11 1.00E+0 -0.14 1.00E+0 -0.04 1.00E+0 
CATMA5OA49010R1 AT5G53110 1.30 1.19E-12 1.00 8.09E-9 0.27 6.69E-1 0.27 7.40E-1 0.34 2.24E-1 0.20 1.00E+0 0.06 1.00E+0 
CATMA5OA49070R1 AT5G53160 0.89 3.57E-6 1.14 2.82E-11 0.03 1.00E+0 0.62 3.25E-3 -0.18 1.00E+0 0.12 1.00E+0 0.44 7.09E-2 
CATMA5OA49170R1 AT5G53250 0.52 2.32E-2 -1.80 0.00E+0 0.61 8.02E-4 -0.19 1.00E+0 1.48 0.00E+0 -0.96 5.08E-6 0.63 1.58E-3 
CATMA5OA49280R1 AT5G53380 0.47 5.59E-2 -1.17 5.16E-12 -0.43 5.78E-2 -0.58 8.87E-3 1.09 6.62E-12 -0.62 2.60E-2 0.73 9.61E-5 
CATMA5ON99820R1 AT5G53420 0.58 9.04E-3 0.85 1.80E-6 -0.97 1.07E-9 -0.72 2.69E-4 -0.02 1.00E+0 0.26 1.00E+0 0.25 7.58E-1 
CATMA5OA49340R1 AT5G53450 4.24 0.00E+0 3.94 0.00E+0 -0.57 2.97E-3 0.63 2.85E-3 0.08 1.00E+0 0.02 1.00E+0 1.40 0.00E+0 
CATMA5OA49350R1 AT5G53460 1.34 1.51E-13 1.44 0.00E+0 0.46 3.17E-2 1.17 3.00E-11 -0.25 6.85E-1 -0.27 1.00E+0 0.38 1.83E-1 
CATMA5OA49380R1 AT5G53486 -1.65 0.00E+0 -0.15 9.59E-1 -0.80 1.64E-6 -0.35 3.46E-1 -0.58 1.97E-3 0.88 4.40E-5 -0.37 2.17E-1 
CATMA5OA49390F1 AT5G53490 1.81 0.00E+0 1.44 0.00E+0 0.23 8.77E-1 0.23 9.40E-1 0.33 2.55E-1 0.18 1.00E+0 0.48 3.59E-2 
CATMA5ON99821F1 AT5G53500 0.07 1.00E+0 -1.72 0.00E+0 0.22 9.63E-1 -0.68 8.63E-4 1.42 0.00E+0 -0.41 6.40E-1 0.49 2.87E-2 
CATMA5OA49450R1 AT5G53550 0.68 1.06E-3 0.78 1.73E-5 -0.26 7.31E-1 -0.31 5.13E-1 -0.26 5.92E-1 -0.26 1.00E+0 -0.27 6.11E-1 
CATMA5ON99822F1 AT5G53580 0.59 7.36E-3 0.22 6.92E-1 0.23 8.67E-1 0.11 1.00E+0 0.40 9.82E-2 0.13 1.00E+0 0.31 4.51E-1 
CATMA5OA49570R1 AT5G53700 1.02 5.36E-8 0.95 4.70E-8 0.42 7.01E-2 0.25 8.11E-1 -0.27 5.47E-1 0.08 1.00E+0 -0.22 8.90E-1 
CATMA5OA49610R1 AT5G53750 1.58 0.00E+0 0.93 1.05E-7 0.45 4.22E-2 0.34 3.69E-1 0.88 1.05E-7 0.34 1.00E+0 0.65 9.99E-4 
CATMA5ON99826R1 AT5G53820 -2.83 0.00E+0 -2.23 0.00E+0 -0.81 1.17E-6 -1.80 0.00E+0 -0.25 6.70E-1 0.40 7.81E-1 -1.25 1.52E-13 
CATMA5OA49720R1 AT5G53830 -1.80 0.00E+0 -1.11 9.65E-11 -0.01 1.00E+0 -0.47 5.88E-2 -0.10 1.00E+0 0.53 1.27E-1 -0.61 2.16E-3 
CATMA5OA49740F1 AT5G53850 -0.37 2.08E-1 -0.72 9.43E-5 0.10 1.00E+0 0.42 1.40E-1 0.54 5.28E-3 0.08 1.00E+0 0.79 1.81E-5 
CATMA5OC64922F1 AT5G53880 -0.78 9.16E-5 0.12 1.00E+0 -0.28 6.06E-1 0.20 1.00E+0 -0.51 9.77E-3 0.44 4.82E-1 0.05 1.00E+0 
CATMA5OA49880R1 AT5G53970 -0.63 2.84E-3 1.04 1.58E-9 -0.04 1.00E+0 0.73 2.22E-4 -0.42 6.97E-2 1.15 6.74E-9 0.26 7.05E-1 
CATMA5OA49890R1 AT5G53980 1.00 1.27E-7 1.72 0.00E+0 0.20 1.00E+0 1.21 4.72E-12 -0.29 4.52E-1 0.42 6.05E-1 0.71 1.73E-4 
CATMA5OA49900F1 AT5G53990 -2.64 0.00E+0 0.69 2.44E-4 -0.41 8.41E-2 0.95 2.26E-7 -3.09 0.00E+0 0.34 1.00E+0 -1.99 0.00E+0 
CATMA5ON94084F1 AT5G54000 0.66 1.46E-3 0.66 4.83E-4 0.11 1.00E+0 0.17 1.00E+0 -0.12 1.00E+0 0.07 1.00E+0 -0.09 1.00E+0 
CATMA5OA49930F1 AT5G54020 -0.41 1.34E-1 -1.37 0.00E+0 -0.12 1.00E+0 0.07 1.00E+0 0.31 3.30E-1 -0.48 2.60E-1 0.68 4.60E-4 
CATMA5OC64927F1 AT5G54040 -0.92 1.44E-6 -0.57 3.98E-3 -0.62 6.33E-4 -0.14 1.00E+0 -0.35 1.97E-1 0.02 1.00E+0 0.22 9.17E-1 
CATMA5OC64928F1 AT5G54050 0.27 5.85E-1 -0.16 9.40E-1 0.13 1.00E+0 0.45 9.00E-2 0.26 6.08E-1 -0.18 1.00E+0 0.59 4.31E-3 
CATMA5OC64930R1 AT5G54080 -0.11 1.00E+0 0.12 1.00E+0 -0.57 2.37E-3 -0.09 1.00E+0 0.11 1.00E+0 0.38 8.78E-1 0.63 1.49E-3 
CATMA5OA50040F1 AT5G54100 2.03 0.00E+0 1.65 0.00E+0 0.20 1.00E+0 -0.12 1.00E+0 0.57 2.56E-3 0.15 1.00E+0 0.24 8.18E-1 
CATMA5OC64933R1 AT5G54130 0.48 4.96E-2 1.08 3.69E-10 0.33 3.09E-1 1.21 4.87E-12 -0.39 1.07E-1 0.28 1.00E+0 0.48 3.82E-2 
CATMA5OA50076R1 AT5G54160 -1.04 3.51E-8 -0.89 4.18E-7 -0.10 1.00E+0 -0.25 8.59E-1 -0.06 1.00E+0 0.13 1.00E+0 -0.28 5.60E-1 
CATMA5OA50080R1 AT5G54165 -0.59 6.88E-3 -0.06 1.00E+0 -0.03 1.00E+0 0.20 1.00E+0 -0.61 7.59E-4 0.13 1.00E+0 -0.27 6.38E-1 
CATMA5OA50090F1 AT5G54170 -0.27 5.60E-1 0.54 8.22E-3 0.22 9.40E-1 0.53 2.33E-2 -0.88 8.91E-8 0.17 1.00E+0 -0.51 2.06E-2 
CATMA5OC64936F1 AT5G54230 1.64 0.00E+0 1.02 3.42E-9 0.20 1.00E+0 -0.37 2.69E-1 0.71 3.69E-5 0.29 1.00E+0 -0.10 1.00E+0 
CATMA5OA50160F1 AT5G54300 -0.22 7.85E-1 0.32 2.70E-1 0.26 7.33E-1 -0.09 1.00E+0 -0.19 9.97E-1 0.59 4.51E-2 -0.33 3.39E-1 
CATMA5OA50230R1 AT5G54370 1.82 0.00E+0 -2.20 0.00E+0 1.08 6.52E-12 -0.36 3.10E-1 2.33 0.00E+0 -1.71 0.00E+0 0.96 5.16E-8 
CATMA5OA50240F1 AT5G54380 0.37 2.10E-1 -1.03 2.86E-9 0.15 1.00E+0 0.05 1.00E+0 0.61 7.66E-4 -0.93 1.18E-5 0.48 3.47E-2 
CATMA5OA50245R1 AT5G54390 0.20 8.64E-1 1.08 4.01E-10 -0.03 1.00E+0 0.27 7.32E-1 -0.45 3.78E-2 0.33 1.00E+0 -0.13 1.00E+0 
CATMA5OA50250R1 AT5G54400 -1.81 0.00E+0 -0.20 7.81E-1 -0.32 3.83E-1 -0.12 1.00E+0 -0.54 4.96E-3 1.04 3.62E-7 -0.44 7.27E-2 
CATMA5OA50320F1 AT5G54470 0.63 3.13E-3 0.06 1.00E+0 -0.38 1.61E-1 -0.53 2.08E-2 0.66 2.09E-4 0.17 1.00E+0 0.47 4.37E-2 
CATMA5OA50340R1 AT5G54490 -1.24 1.34E-11 -1.35 0.00E+0 0.63 5.32E-4 -0.31 5.18E-1 -0.56 3.22E-3 -0.59 4.06E-2 -1.34 0.00E+0 
CATMA5OA50380R1 AT5G54530 0.24 7.21E-1 -0.11 1.00E+0 -0.01 1.00E+0 0.53 2.11E-2 0.21 9.18E-1 0.02 1.00E+0 0.92 1.96E-7 
CATMA5OA50440R1 AT5G54585 0.20 8.64E-1 -0.97 2.24E-8 -1.00 3.64E-10 -0.84 8.35E-6 0.53 7.20E-3 -0.42 6.08E-1 0.77 3.38E-5 
CATMA5OC64942F1 AT5G54620 0.82 3.18E-5 0.37 1.36E-1 -0.14 1.00E+0 -0.36 3.02E-1 0.15 1.00E+0 -0.15 1.00E+0 0.13 1.00E+0 
CATMA5OA50500R1 AT5G54660 -0.10 1.00E+0 -0.15 9.67E-1 0.33 3.33E-1 0.64 2.18E-3 0.17 1.00E+0 0.22 1.00E+0 0.57 5.48E-3 
CATMA5OA50505R1 AT5G54670 -0.91 2.04E-6 -1.48 0.00E+0 -0.24 8.32E-1 0.12 1.00E+0 0.31 3.40E-1 -0.21 1.00E+0 0.68 4.12E-4 
CATMA5ON91657R1 AT5G54680 -0.34 3.14E-1 -1.10 1.39E-10 -0.33 3.09E-1 -0.40 1.93E-1 0.77 5.42E-6 0.21 1.00E+0 0.62 2.12E-3 
CATMA5OA50520F1 AT5G54690 -0.03 1.00E+0 -0.69 2.10E-4 0.22 9.55E-1 0.13 1.00E+0 0.36 1.72E-1 -0.36 1.00E+0 0.27 6.43E-1 
CATMA5ON99835F1 AT5G54700 0.94 7.81E-7 0.71 1.39E-4 0.53 6.94E-3 0.27 7.41E-1 0.01 1.00E+0 -0.25 1.00E+0 -0.60 3.01E-3 
CATMA5OA50550F1 AT5G54710 -0.60 5.37E-3 1.23 3.18E-13 0.41 9.36E-2 0.80 3.17E-5 -2.42 0.00E+0 -0.69 5.69E-3 -2.06 0.00E+0 
CATMA5OC64947F1 AT5G54720 -0.62 3.78E-3 0.42 6.93E-2 0.33 3.11E-1 0.23 9.30E-1 -1.16 1.90E-13 -0.36 1.00E+0 -1.20 1.38E-12 
CATMA5OC64949F1 AT5G54740 -1.52 0.00E+0 0.11 1.00E+0 -1.24 0.00E+0 -0.06 1.00E+0 -1.68 0.00E+0 0.06 1.00E+0 0.05 1.00E+0 
CATMA5OA50595R1 AT5G54770 0.55 1.56E-2 1.02 3.53E-9 -0.50 1.42E-2 0.15 1.00E+0 -0.24 7.44E-1 0.25 1.00E+0 0.38 1.85E-1 
CATMA5OA50600F1 AT5G54780 0.81 4.23E-5 0.33 2.29E-1 0.03 1.00E+0 0.22 9.87E-1 0.31 3.51E-1 -0.14 1.00E+0 0.53 1.48E-2 
CATMA5OA50610F1 AT5G54790 1.20 6.57E-11 -1.08 2.70E-10 0.14 1.00E+0 -0.09 1.00E+0 1.85 0.00E+0 -0.29 1.00E+0 1.54 0.00E+0 
CATMA5OA50620F1 AT5G54810 -0.44 8.86E-2 1.15 1.53E-11 0.20 1.00E+0 0.45 9.26E-2 -1.55 0.00E+0 -0.04 1.00E+0 -1.22 6.28E-13 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA5OA50645F1 AT5G54840 -0.62 3.50E-3 -0.52 1.18E-2 0.04 1.00E+0 -0.14 1.00E+0 -0.03 1.00E+0 0.07 1.00E+0 -0.21 9.44E-1 
CATMA5OA50670R1 AT5G54860 -0.58 8.30E-3 -0.15 9.69E-1 0.03 1.00E+0 -0.02 1.00E+0 -0.56 3.23E-3 -0.21 1.00E+0 -0.74 8.77E-5 
CATMA5OA50760F1 AT5G54960 -0.52 2.47E-2 -0.88 6.27E-7 -0.88 7.79E-8 -0.75 1.43E-4 0.15 1.00E+0 -0.15 1.00E+0 0.25 7.24E-1 
CATMA5OA50770R1 AT5G54970 -0.42 1.20E-1 -0.61 1.52E-3 0.31 4.28E-1 -0.04 1.00E+0 0.22 8.76E-1 -0.02 1.00E+0 -0.18 1.00E+0 
CATMA5OA50820R1 AT5G55050 -0.03 1.00E+0 -0.71 1.33E-4 0.06 1.00E+0 -0.27 7.32E-1 1.19 4.55E-14 0.19 1.00E+0 0.52 1.71E-2 
CATMA5ON94088R1 AT5G55135 -0.40 1.61E-1 0.24 5.89E-1 -0.15 1.00E+0 0.44 1.03E-1 -0.07 1.00E+0 1.21 7.60E-10 0.33 3.41E-1 
CATMA5OA50940F1 AT5G55170 0.78 9.88E-5 0.25 5.54E-1 -0.06 1.00E+0 -0.19 1.00E+0 0.60 1.17E-3 -0.02 1.00E+0 0.53 1.40E-2 
CATMA5OA50950R1 AT5G55180 -1.03 4.23E-8 -0.52 1.09E-2 1.16 8.91E-14 -1.15 8.34E-11 -0.09 1.00E+0 0.37 1.00E+0 -2.28 0.00E+0 
CATMA5OA50960R1 AT5G55200 0.39 1.67E-1 0.73 7.68E-5 0.40 1.15E-1 0.18 1.00E+0 -0.19 1.00E+0 0.05 1.00E+0 -0.37 2.07E-1 
CATMA5OA50980R1 AT5G55220 0.66 1.59E-3 0.56 5.32E-3 0.12 1.00E+0 0.06 1.00E+0 -0.04 1.00E+0 -0.09 1.00E+0 0.12 1.00E+0 
CATMA5OA51010F1 AT5G55250 -1.66 0.00E+0 -2.70 0.00E+0 -0.47 2.62E-2 -0.38 2.30E-1 1.08 1.33E-11 -0.23 1.00E+0 1.11 9.61E-11 
CATMA5OA51130F1 AT5G55400 -0.64 2.64E-3 -1.12 4.84E-11 -0.10 1.00E+0 -0.33 4.06E-1 0.54 4.75E-3 -0.20 1.00E+0 0.28 5.72E-1 
CATMA5OA51190R1 AT5G55460 -1.08 6.69E-9 0.00 1.00E+0 0.03 1.00E+0 0.11 1.00E+0 -1.13 1.20E-12 0.14 1.00E+0 -1.08 3.79E-10 
CATMA5OA51200F1 AT5G55470 0.21 8.50E-1 0.14 9.92E-1 0.36 1.97E-1 0.62 3.81E-3 0.15 1.00E+0 -0.10 1.00E+0 0.36 2.29E-1 
CATMA5OA51270F1 AT5G55520 -0.64 2.47E-3 -0.60 2.24E-3 -0.27 6.75E-1 -0.45 8.20E-2 -0.02 1.00E+0 0.03 1.00E+0 -0.03 1.00E+0 
CATMA5OA51340R1 AT5G55590 -1.62 0.00E+0 -0.86 1.42E-6 1.12 7.66E-13 -1.78 0.00E+0 -0.26 6.08E-1 0.30 1.00E+0 -2.84 0.00E+0 
CATMA5OA51370R1 AT5G55620 -3.21 0.00E+0 -3.76 0.00E+0 -0.61 9.60E-4 0.47 6.08E-2 0.90 3.77E-8 0.15 1.00E+0 1.86 0.00E+0 
CATMA5OA51510R1 AT5G55770 -0.01 1.00E+0 -0.71 1.27E-4 0.11 1.00E+0 0.35 3.23E-1 -0.07 1.00E+0 -0.37 9.72E-1 0.50 2.71E-2 
CATMA5OA51810R1 AT5G56040 -0.28 5.28E-1 -0.63 9.20E-4 -0.05 1.00E+0 -0.39 2.11E-1 0.18 1.00E+0 -0.12 1.00E+0 -0.12 1.00E+0 
CATMA5OA51820F1 AT5G56050 -0.97 3.74E-7 -0.30 3.51E-1 0.56 3.83E-3 -0.20 1.00E+0 -0.29 4.41E-1 0.40 7.26E-1 -1.13 3.93E-11 
CATMA5ON94097F1 AT5G56080 -3.26 0.00E+0 -2.23 0.00E+0 -0.13 1.00E+0 1.67 0.00E+0 -0.58 1.66E-3 0.03 1.00E+0 1.19 2.55E-12 
CATMA5OA51860R1 AT5G56090 0.22 8.14E-1 0.48 2.40E-2 0.28 5.87E-1 1.22 3.10E-12 -0.24 7.25E-1 0.08 1.00E+0 0.66 6.32E-4 
CATMA5OA51870R1 AT5G56100 1.66 0.00E+0 0.99 1.21E-8 -0.06 1.00E+0 0.52 2.72E-2 0.74 1.60E-5 0.08 1.00E+0 1.41 0.00E+0 
CATMA5OA51940R1 AT5G56160 -1.00 1.32E-7 -0.90 3.74E-7 0.00 1.00E+0 -0.35 3.37E-1 -0.31 3.46E-1 -0.07 1.00E+0 -0.19 1.00E+0 
CATMA5OA51990R1 AT5G56200 0.32 3.58E-1 0.29 3.89E-1 -0.10 1.00E+0 0.58 8.31E-3 0.07 1.00E+0 0.04 1.00E+0 0.62 1.72E-3 
CATMA5OA52030F1 AT5G56230 -0.33 3.49E-1 -0.61 1.51E-3 0.22 9.54E-1 -0.23 9.41E-1 0.09 1.00E+0 -0.05 1.00E+0 -0.32 3.96E-1 
CATMA5OA52070R1 AT5G56270 -0.77 1.29E-4 -0.20 7.64E-1 -0.29 5.23E-1 -0.17 1.00E+0 -0.36 1.82E-1 0.40 7.79E-1 -0.09 1.00E+0 
CATMA5OA52100R1 AT5G56300 -1.73 0.00E+0 -1.68 0.00E+0 -0.87 8.44E-8 -1.59 0.00E+0 0.13 1.00E+0 -0.01 1.00E+0 -0.53 1.46E-2 
CATMA5OA52120R1 AT5G56320 0.59 7.10E-3 -0.75 3.75E-5 0.28 5.62E-1 -0.26 7.81E-1 0.74 1.84E-5 -0.52 1.53E-1 0.21 9.40E-1 
CATMA5ON99854R1 AT5G56330 -0.52 2.38E-2 -1.69 0.00E+0 -0.07 1.00E+0 -0.28 6.81E-1 0.19 1.00E+0 0.02 1.00E+0 0.14 1.00E+0 
CATMA5OC64987R1 AT5G56540 0.61 4.89E-3 -1.24 2.81E-13 0.78 3.75E-6 -0.34 3.64E-1 1.21 1.57E-14 -0.78 7.42E-4 -0.01 1.00E+0 
CATMA5OC64988F1 AT5G56550 1.24 1.31E-11 1.23 3.74E-13 0.00 1.00E+0 0.48 5.76E-2 0.31 3.53E-1 0.24 1.00E+0 0.82 6.35E-6 
CATMA5OA52390F1 AT5G56580 -0.66 1.47E-3 -0.38 1.22E-1 -0.11 1.00E+0 0.35 3.38E-1 -0.20 9.70E-1 -0.06 1.00E+0 0.10 1.00E+0 
CATMA5OA52410F1 AT5G56600 -0.98 2.75E-7 -0.55 6.11E-3 -0.02 1.00E+0 -0.01 1.00E+0 -0.15 1.00E+0 0.25 1.00E+0 -0.04 1.00E+0 
CATMA5OA52430F1 AT5G56620 -0.50 3.80E-2 -0.15 9.59E-1 0.69 9.10E-5 -0.13 1.00E+0 -0.47 2.23E-2 0.03 1.00E+0 -1.14 3.25E-11 
CATMA5OA52560F1 AT5G56780 0.65 1.97E-3 0.54 7.11E-3 0.22 9.46E-1 0.16 1.00E+0 0.34 2.28E-1 -0.02 1.00E+0 0.19 1.00E+0 
CATMA5ON91461F1 AT5G56795 0.23 7.34E-1 -0.14 1.00E+0 0.56 3.52E-3 1.16 4.99E-11 0.69 8.47E-5 0.41 6.34E-1 1.36 0.00E+0 
CATMA5OA52600R1 AT5G56840 -2.74 0.00E+0 -2.48 0.00E+0 -1.08 6.07E-12 -2.63 0.00E+0 0.12 1.00E+0 0.33 1.00E+0 -1.67 0.00E+0 
CATMA5ON99859R1 AT5G56870 1.30 8.36E-13 0.53 9.60E-3 0.07 1.00E+0 0.53 2.30E-2 0.90 4.64E-8 -0.07 1.00E+0 1.26 9.28E-14 
CATMA5OA52710F1 AT5G56960 -2.39 0.00E+0 -0.09 1.00E+0 0.61 7.88E-4 -0.46 7.33E-2 -2.43 0.00E+0 -0.13 1.00E+0 -3.49 0.00E+0 
CATMA5OA52750F1 AT5G57000 -0.58 7.87E-3 -0.77 1.98E-5 0.09 1.00E+0 -0.27 7.26E-1 0.13 1.00E+0 -0.05 1.00E+0 -0.20 1.00E+0 
CATMA5OA52760R1 AT5G57010 -1.35 8.18E-14 -1.04 1.55E-9 0.10 1.00E+0 -0.73 2.30E-4 -0.55 3.80E-3 -0.15 1.00E+0 -1.27 6.25E-14 
CATMA5OA52776R1 AT5G57030 -0.59 7.48E-3 -0.11 1.00E+0 -0.26 7.04E-1 -0.09 1.00E+0 -0.31 3.42E-1 0.07 1.00E+0 -0.20 1.00E+0 
CATMA5OA52815R1 AT5G57090 0.06 1.00E+0 -0.76 2.86E-5 -0.11 1.00E+0 -0.28 6.76E-1 0.21 8.90E-1 -0.64 1.74E-2 0.15 1.00E+0 
CATMA5OA52840F1 AT5G57110 0.05 1.00E+0 -0.38 1.32E-1 -0.16 1.00E+0 -0.61 4.09E-3 0.28 4.88E-1 -0.16 1.00E+0 -0.15 1.00E+0 
CATMA5OA52970R1 AT5G57220 -2.98 0.00E+0 1.22 6.56E-13 0.26 7.17E-1 0.01 1.00E+0 -4.05 0.00E+0 -0.49 2.32E-1 -3.84 0.00E+0 
CATMA5OA53130F1 AT5G57390 -0.78 8.92E-5 -0.33 2.48E-1 -0.28 5.94E-1 -0.31 5.17E-1 -0.14 1.00E+0 -0.02 1.00E+0 -0.19 1.00E+0 
CATMA5OA53140F1 AT5G57400 0.30 4.37E-1 -0.71 1.26E-4 -0.01 1.00E+0 -0.34 3.92E-1 0.79 2.95E-6 -0.25 1.00E+0 0.38 1.88E-1 
CATMA5OA53160R1 AT5G57420 -0.28 5.36E-1 -1.14 2.07E-11 0.16 1.00E+0 -0.36 3.18E-1 0.52 7.38E-3 -0.19 1.00E+0 0.11 1.00E+0 
CATMA5OA53200F1 AT5G57480 0.90 2.83E-6 0.71 1.25E-4 0.33 3.36E-1 0.67 1.10E-3 0.20 9.68E-1 0.09 1.00E+0 0.60 2.77E-3 
CATMA5OA53220F1 AT5G57500 -0.56 1.31E-2 -1.01 6.67E-9 0.70 5.26E-5 -0.05 1.00E+0 0.37 1.55E-1 -0.29 1.00E+0 -0.54 1.15E-2 
CATMA5OA53230F1 AT5G57510 -1.53 0.00E+0 0.33 2.46E-1 0.90 2.46E-8 -0.07 1.00E+0 -1.68 0.00E+0 0.09 1.00E+0 -2.36 0.00E+0 
CATMA5OC65004F1 AT5G57530 -1.71 0.00E+0 -4.43 0.00E+0 1.09 3.59E-12 -0.22 1.00E+0 2.61 0.00E+0 -0.45 4.22E-1 1.58 0.00E+0 
CATMA5ON94105F1 AT5G57540 -0.87 8.12E-6 -3.39 0.00E+0 0.57 2.67E-3 -0.12 1.00E+0 2.95 0.00E+0 0.03 1.00E+0 2.56 0.00E+0 
CATMA5OC65006F1 AT5G57560 0.41 1.31E-1 -0.10 1.00E+0 0.22 9.80E-1 0.67 1.00E-3 0.71 3.73E-5 0.11 1.00E+0 1.00 1.12E-8 
CATMA5OA53320R1 AT5G57610 -0.68 1.11E-3 -0.78 1.65E-5 -0.21 9.97E-1 -0.36 3.11E-1 0.03 1.00E+0 -0.08 1.00E+0 -0.13 1.00E+0 
CATMA5OA53325R1 AT5G57620 0.72 3.89E-4 -0.01 1.00E+0 -0.13 1.00E+0 -0.34 3.89E-1 0.81 1.56E-6 0.03 1.00E+0 0.61 2.31E-3 
CATMA5OA53330R1 AT5G57625 0.34 2.92E-1 -2.44 0.00E+0 1.10 2.30E-12 0.02 1.00E+0 1.73 0.00E+0 -1.11 3.26E-8 0.64 1.13E-3 
CATMA5OA53340F1 AT5G57630 0.30 4.29E-1 -0.03 1.00E+0 -0.27 6.24E-1 0.03 1.00E+0 0.28 5.19E-1 0.05 1.00E+0 0.64 1.20E-3 
CATMA5OA53360R1 AT5G57655 0.34 3.18E-1 0.60 1.84E-3 -0.29 5.05E-1 0.36 2.85E-1 -0.08 1.00E+0 0.28 1.00E+0 0.67 5.09E-4 
CATMA5OA53370R1 AT5G57660 1.85 0.00E+0 2.31 0.00E+0 -0.65 3.10E-4 0.91 1.00E-6 -0.18 1.00E+0 0.25 1.00E+0 1.20 1.91E-12 
CATMA5OC65014R1 AT5G57887 -0.08 1.00E+0 0.86 1.15E-6 -0.05 1.00E+0 0.30 5.72E-1 -0.78 3.73E-6 0.17 1.00E+0 -0.38 1.89E-1 
CATMA5OA53750R1 AT5G58000 -0.92 1.73E-6 -1.10 1.46E-10 -0.46 3.58E-2 -0.41 1.53E-1 -0.06 1.00E+0 -0.32 1.00E+0 0.05 1.00E+0 
CATMA5OA53780F1 AT5G58010 0.30 4.64E-1 -2.11 0.00E+0 0.33 3.29E-1 -0.14 1.00E+0 1.25 0.00E+0 -1.25 1.60E-10 0.75 5.80E-5 
CATMA5OC65017R1 AT5G58120 -1.53 0.00E+0 -0.09 1.00E+0 0.43 6.42E-2 0.25 8.35E-1 -1.86 0.00E+0 -0.22 1.00E+0 -1.88 0.00E+0 
CATMA5ON91483F1 AT5G58150 -0.98 2.07E-7 -0.15 9.64E-1 0.34 2.75E-1 0.15 1.00E+0 -0.51 9.67E-3 0.27 1.00E+0 -0.75 5.54E-5 
CATMA5OA53980R1 AT5G58210 0.68 9.24E-4 0.55 6.23E-3 -0.13 1.00E+0 -0.12 1.00E+0 0.00 1.00E+0 -0.05 1.00E+0 0.13 1.00E+0 
CATMA5OA54050R1 AT5G58300 0.16 9.86E-1 -0.17 9.08E-1 0.60 1.28E-3 -0.19 1.00E+0 0.13 1.00E+0 -0.07 1.00E+0 -0.56 7.50E-3 
CATMA5OA54070R1 AT5G58320 -0.04 1.00E+0 0.62 1.15E-3 0.24 8.42E-1 0.81 2.05E-5 -0.43 5.49E-2 0.31 1.00E+0 0.28 5.66E-1 
CATMA5OA54110F1 AT5G58360 1.41 1.10E-14 1.48 0.00E+0 0.49 1.91E-2 0.95 1.79E-7 0.11 1.00E+0 0.27 1.00E+0 0.45 5.81E-2 
CATMA5OA54120R1 AT5G58370 0.75 2.01E-4 0.57 4.25E-3 0.01 1.00E+0 0.39 2.01E-1 0.04 1.00E+0 -0.09 1.00E+0 0.25 7.59E-1 
CATMA5OA54260F1 AT5G58500 -1.61 0.00E+0 -0.82 4.66E-6 -0.58 2.24E-3 -0.54 1.85E-2 -0.68 1.18E-4 0.40 7.37E-1 -0.82 7.53E-6 
CATMA5ON91938F1 AT5G58570 -0.62 3.46E-3 -0.26 4.96E-1 -0.25 7.40E-1 -0.20 1.00E+0 0.01 1.00E+0 0.33 1.00E+0 -0.10 1.00E+0 
CATMA5OA54350F1 AT5G58600 -0.57 1.09E-2 -0.64 7.25E-4 -0.03 1.00E+0 -0.32 4.43E-1 -0.05 1.00E+0 -0.11 1.00E+0 -0.45 6.25E-2 
CATMA5ON91977F1 AT5G58650 1.18 1.80E-10 1.07 6.05E-10 0.29 5.23E-1 0.19 1.00E+0 0.46 3.10E-2 0.39 8.22E-1 0.23 8.38E-1 
CATMA5OA54410R1 AT5G58660 1.12 1.84E-9 0.91 2.51E-7 -0.10 1.00E+0 0.04 1.00E+0 0.33 2.58E-1 0.09 1.00E+0 0.61 2.21E-3 
CATMA5OA54430F1 AT5G58690 -0.18 9.46E-1 0.39 1.16E-1 0.41 8.47E-2 1.03 1.00E-8 -0.37 1.58E-1 0.18 1.00E+0 0.29 5.26E-1 
CATMA5OA54440F1 AT5G58700 0.28 5.41E-1 0.50 1.54E-2 0.41 8.28E-2 0.99 4.29E-8 -0.09 1.00E+0 0.14 1.00E+0 0.37 2.21E-1 
CATMA5OA54470R1 AT5G58750 0.28 5.19E-1 -1.53 0.00E+0 0.04 1.00E+0 0.03 1.00E+0 0.68 1.19E-4 -1.19 1.45E-9 0.47 4.21E-2 
CATMA5OA54480F1 AT5G58760 1.05 1.77E-8 0.83 4.02E-6 -0.06 1.00E+0 -0.37 2.69E-1 0.34 2.47E-1 0.16 1.00E+0 0.12 1.00E+0 
CATMA5OD03392F1 AT5G58780 -0.61 4.80E-3 -1.54 0.00E+0 -0.13 1.00E+0 -1.31 4.16E-14 0.86 2.36E-7 0.10 1.00E+0 -0.40 1.45E-1 
CATMA5OA54520F1 AT5G58784 0.69 9.15E-4 -0.91 2.17E-7 -0.18 1.00E+0 -0.47 6.42E-2 1.08 1.32E-11 -0.48 2.65E-1 0.89 7.02E-7 
CATMA5ON99881F1 AT5G58800 -0.59 7.11E-3 -0.24 6.13E-1 -0.12 1.00E+0 0.21 1.00E+0 0.13 1.00E+0 0.23 1.00E+0 0.66 6.78E-4 
CATMA5OA54615F1 AT5G58860 -1.35 1.22E-13 -0.68 2.70E-4 1.41 0.00E+0 -2.08 0.00E+0 -0.49 1.66E-2 0.25 1.00E+0 -3.74 0.00E+0 
CATMA5OA54650F1 AT5G58900 0.73 3.21E-4 -0.11 1.00E+0 0.53 6.90E-3 0.13 1.00E+0 0.74 1.39E-5 -0.13 1.00E+0 0.34 3.06E-1 
CATMA5OA54660F1 AT5G58910 -0.61 4.69E-3 -0.71 1.42E-4 1.51 0.00E+0 -0.98 8.14E-8 -0.01 1.00E+0 0.00 1.00E+0 -2.29 0.00E+0 
CATMA5OC65028R1 AT5G58940 -0.65 1.90E-3 -0.04 1.00E+0 0.10 1.00E+0 0.21 1.00E+0 -0.78 3.41E-6 -0.26 1.00E+0 -0.71 1.61E-4 
CATMA5OA54720F1 AT5G58980 -0.60 5.96E-3 -0.24 5.79E-1 -0.15 1.00E+0 0.05 1.00E+0 -0.25 6.91E-1 0.30 1.00E+0 -0.02 1.00E+0 
CATMA5OA54750R1 AT5G59000 -0.30 4.40E-1 -0.28 4.21E-1 -0.15 1.00E+0 -0.59 6.75E-3 0.19 9.98E-1 0.04 1.00E+0 -0.34 3.15E-1 
CATMA5OA54760F1 AT5G59010 -0.47 5.68E-2 -1.16 1.04E-11 -0.03 1.00E+0 -0.43 1.15E-1 0.38 1.28E-1 -0.36 1.00E+0 -0.11 1.00E+0 
CATMA5OA54770F1 AT5G59020 -1.13 1.17E-9 -0.53 8.94E-3 -0.37 1.91E-1 -0.29 6.33E-1 -0.61 9.48E-4 0.05 1.00E+0 -0.65 8.05E-4 
CATMA5OA54775F1 AT5G59030 0.06 1.00E+0 0.31 3.15E-1 -0.55 4.75E-3 -0.74 1.67E-4 -0.13 1.00E+0 0.16 1.00E+0 -0.12 1.00E+0 
CATMA5OA54800F1 AT5G59050 -1.10 3.48E-9 -1.75 0.00E+0 -0.17 1.00E+0 -2.11 0.00E+0 0.82 1.11E-6 0.16 1.00E+0 -1.12 6.22E-11 
CATMA5ON99883F1 AT5G59080 2.78 0.00E+0 1.80 0.00E+0 0.70 6.40E-5 1.33 0.00E+0 0.76 7.70E-6 -0.01 1.00E+0 1.16 1.11E-11 
CATMA5OA54840F1 AT5G59090 1.89 0.00E+0 1.45 0.00E+0 0.90 3.00E-8 1.03 1.07E-8 0.44 4.70E-2 0.01 1.00E+0 0.75 6.07E-5 
CATMA5ON99885F1 AT5G59220 -1.78 0.00E+0 -0.09 1.00E+0 -0.42 7.78E-2 -0.08 1.00E+0 -0.24 7.24E-1 0.84 1.62E-4 -0.08 1.00E+0 
CATMA5OA54990F1 AT5G59240 -0.73 3.25E-4 -0.67 3.78E-4 0.12 1.00E+0 0.18 1.00E+0 -0.13 1.00E+0 0.11 1.00E+0 -0.05 1.00E+0 
CATMA5OA55010F1 AT5G59260 1.28 2.03E-12 0.41 8.34E-2 -0.03 1.00E+0 0.33 4.14E-1 0.38 1.35E-1 -0.49 2.36E-1 0.61 2.18E-3 
CATMA5OA55020F1 AT5G59270 0.68 1.06E-3 0.51 1.40E-2 0.01 1.00E+0 0.06 1.00E+0 -0.16 1.00E+0 -0.35 1.00E+0 -0.06 1.00E+0 
CATMA5ON94114F1 AT5G59280 0.38 1.87E-1 -0.06 1.00E+0 0.84 3.76E-7 0.08 1.00E+0 -0.38 1.32E-1 -0.75 1.64E-3 -1.11 9.26E-11 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA5OC65033F1 AT5G59290 0.22 8.09E-1 -0.62 1.28E-3 0.18 1.00E+0 -0.13 1.00E+0 0.44 4.79E-2 -0.46 3.50E-1 0.22 8.82E-1 
CATMA5OC65036R1 AT5G59320 -2.95 0.00E+0 0.28 4.02E-1 -1.26 0.00E+0 -0.52 2.58E-2 -2.01 0.00E+0 1.28 4.17E-11 -1.38 0.00E+0 
CATMA5OC65037R1 AT5G59330 -2.37 0.00E+0 0.09 1.00E+0 -1.28 0.00E+0 -0.27 7.14E-1 -2.14 0.00E+0 0.62 2.42E-2 -1.17 8.67E-12 
CATMA5OA55100R1 AT5G59350 -0.98 2.12E-7 -0.35 1.82E-1 -0.12 1.00E+0 -0.01 1.00E+0 -0.41 7.49E-2 0.13 1.00E+0 -0.46 5.77E-2 
CATMA5ON94115R1 AT5G59390 -0.59 7.61E-3 0.00 1.00E+0 0.00 1.00E+0 0.20 1.00E+0 -0.12 1.00E+0 0.19 1.00E+0 0.08 1.00E+0 
CATMA5OA55140R1 AT5G59400 -1.35 1.02E-13 -0.83 2.98E-6 -0.23 9.14E-1 -0.01 1.00E+0 -0.12 1.00E+0 0.41 6.56E-1 0.03 1.00E+0 
CATMA5OA55190R1 AT5G59450 -0.34 3.15E-1 -0.78 1.94E-5 0.12 1.00E+0 -0.80 3.09E-5 0.31 3.58E-1 -0.08 1.00E+0 -0.66 6.28E-4 
CATMA5OA55220F1 AT5G59480 -1.37 3.16E-14 -0.99 1.39E-8 0.03 1.00E+0 -0.04 1.00E+0 -0.18 1.00E+0 0.39 8.04E-1 -0.09 1.00E+0 
CATMA5OA55230F1 AT5G59490 -1.22 3.31E-11 -0.63 9.75E-4 0.72 2.91E-5 0.44 9.71E-2 -0.32 3.16E-1 0.24 1.00E+0 -0.47 4.56E-2 
CATMA5OA55240R1 AT5G59500 -0.05 1.00E+0 0.23 6.51E-1 0.15 1.00E+0 0.59 7.03E-3 -0.24 7.55E-1 0.04 1.00E+0 0.08 1.00E+0 
CATMA5OA55250R1 AT5G59510 -0.15 1.00E+0 -0.60 2.27E-3 0.11 1.00E+0 -0.33 4.39E-1 0.56 3.13E-3 0.27 1.00E+0 0.13 1.00E+0 
CATMA5OA55260F1 AT5G59520 1.41 1.10E-14 2.97 0.00E+0 0.10 1.00E+0 1.04 6.64E-9 -2.08 0.00E+0 -0.36 1.00E+0 -1.15 1.97E-11 
CATMA5OA55270F1 AT5G59530 -1.62 0.00E+0 -0.42 6.54E-2 -0.27 6.22E-1 -0.46 7.47E-2 -0.95 4.58E-9 0.36 1.00E+0 -1.10 1.41E-10 
CATMA5OA55280F1 AT5G59540 -3.24 0.00E+0 -0.05 1.00E+0 0.05 1.00E+0 0.48 5.49E-2 -2.64 0.00E+0 0.55 8.38E-2 -2.39 0.00E+0 
CATMA5OC65041F1 AT5G59590 0.69 8.51E-4 0.95 5.58E-8 0.05 1.00E+0 -0.03 1.00E+0 0.30 4.15E-1 0.47 3.00E-1 0.35 2.85E-1 
CATMA5ON94116R1 AT5G59650 0.82 3.06E-5 0.19 8.07E-1 0.07 1.00E+0 0.15 1.00E+0 0.43 5.09E-2 -0.14 1.00E+0 0.59 3.89E-3 
CATMA5OA55470R1 AT5G59680 0.32 3.89E-1 0.03 1.00E+0 0.44 4.81E-2 0.72 3.03E-4 -0.09 1.00E+0 -0.23 1.00E+0 0.21 9.48E-1 
CATMA5OC65045R1 AT5G59720 -0.44 8.51E-2 -0.60 2.21E-3 -0.43 5.92E-2 -0.30 5.80E-1 0.08 1.00E+0 0.13 1.00E+0 0.26 6.91E-1 
CATMA5OA55520F1 AT5G59730 -0.59 7.11E-3 -0.09 1.00E+0 0.18 1.00E+0 -0.26 7.72E-1 -0.57 2.32E-3 0.11 1.00E+0 -0.81 9.27E-6 
CATMA5OA55560F1 AT5G59770 0.77 1.11E-4 0.85 2.04E-6 -0.07 1.00E+0 0.60 5.80E-3 -0.11 1.00E+0 0.07 1.00E+0 0.67 4.93E-4 
CATMA5OA55565F1 AT5G59780 0.86 1.04E-5 1.00 8.87E-9 -0.37 1.86E-1 0.33 4.15E-1 -0.13 1.00E+0 0.13 1.00E+0 0.57 6.09E-3 
CATMA5OA55595R1 AT5G59820 -1.78 0.00E+0 -0.81 6.36E-6 0.24 8.32E-1 -0.16 1.00E+0 -0.82 8.35E-7 0.18 1.00E+0 -1.12 7.15E-11 
CATMA5OF02262R1 AT5G59920 0.41 1.41E-1 0.63 1.02E-3 -0.18 1.00E+0 0.20 1.00E+0 -0.15 1.00E+0 -0.01 1.00E+0 0.19 1.00E+0 
CATMA5OA55680R1 AT5G59930 1.41 1.10E-14 0.89 4.14E-7 0.64 3.66E-4 0.99 5.56E-8 0.48 1.85E-2 -0.13 1.00E+0 0.63 1.47E-3 
CATMA5OA55690R1 AT5G59940 1.06 1.40E-8 0.70 1.52E-4 0.20 1.00E+0 0.62 3.08E-3 0.27 5.40E-1 -0.28 1.00E+0 0.52 1.79E-2 
CATMA5OA55740F1 AT5G59990 0.34 3.19E-1 1.65 0.00E+0 0.08 1.00E+0 0.45 8.21E-2 -0.56 3.23E-3 0.91 2.10E-5 -0.11 1.00E+0 
CATMA5ON99893R1 AT5G60020 0.20 8.76E-1 -0.42 7.01E-2 0.80 1.70E-6 0.56 1.35E-2 0.32 2.89E-1 -0.38 8.82E-1 0.11 1.00E+0 
CATMA5OA55820F1 AT5G60070 0.53 1.95E-2 1.43 0.00E+0 -0.28 5.56E-1 0.01 1.00E+0 -0.06 1.00E+0 0.31 1.00E+0 -0.01 1.00E+0 
CATMA5OA55970F1 AT5G60210 -0.68 1.06E-3 -0.32 2.59E-1 -0.73 2.42E-5 -0.37 2.53E-1 -0.34 2.38E-1 0.05 1.00E+0 0.11 1.00E+0 
CATMA5OA56010R1 AT5G60250 -0.39 1.75E-1 -0.08 1.00E+0 0.87 1.05E-7 0.89 1.91E-6 -0.18 1.00E+0 0.22 1.00E+0 -0.24 7.89E-1 
CATMA5OA56020F1 AT5G60260 1.29 1.66E-12 1.10 1.58E-10 0.77 4.36E-6 0.82 1.57E-5 0.37 1.47E-1 0.35 1.00E+0 0.42 9.83E-2 
CATMA5OA56030R1 AT5G60270 1.61 0.00E+0 1.25 1.20E-13 0.15 1.00E+0 0.05 1.00E+0 0.22 8.55E-1 0.05 1.00E+0 0.19 1.00E+0 
CATMA5OA56100R1 AT5G60350 -0.62 4.01E-3 -0.18 8.51E-1 0.63 5.73E-4 0.30 5.45E-1 -1.10 4.52E-12 -1.02 6.83E-7 -1.50 0.00E+0 
CATMA5OA56140F1 AT5G60400 0.71 4.94E-4 0.53 9.08E-3 -0.25 7.87E-1 0.14 1.00E+0 0.16 1.00E+0 0.07 1.00E+0 0.55 9.41E-3 
CATMA5OA56160R1 AT5G60440 0.73 2.97E-4 0.91 2.79E-7 -0.09 1.00E+0 0.27 7.46E-1 -0.19 9.95E-1 0.00 1.00E+0 0.31 4.09E-1 
CATMA5OA56165F1 AT5G60450 -0.66 1.50E-3 0.04 1.00E+0 0.17 1.00E+0 0.23 9.31E-1 -0.54 4.69E-3 0.21 1.00E+0 -0.45 6.80E-2 
CATMA5OA56200F1 AT5G60490 -0.08 1.00E+0 -0.75 4.05E-5 0.16 1.00E+0 -0.25 8.51E-1 0.40 8.79E-2 -0.25 1.00E+0 0.01 1.00E+0 
CATMA5OA56230F1 AT5G60520 0.93 1.17E-6 -0.92 1.87E-7 0.75 1.20E-5 0.61 4.47E-3 0.88 1.01E-7 -0.99 1.69E-6 0.67 4.98E-4 
CATMA5OA56240F1 AT5G60530 1.04 2.69E-8 -1.72 0.00E+0 0.76 7.07E-6 -0.07 1.00E+0 1.40 0.00E+0 -1.50 0.00E+0 0.53 1.48E-2 
CATMA5OA56320R1 AT5G60610 -0.02 1.00E+0 0.28 4.19E-1 0.84 3.19E-7 1.04 8.53E-9 -0.19 1.00E+0 -0.04 1.00E+0 0.03 1.00E+0 
CATMA5OA56390F1 AT5G60660 1.86 0.00E+0 -0.26 5.04E-1 1.11 1.17E-12 0.23 9.41E-1 1.82 0.00E+0 -0.45 4.13E-1 0.95 8.44E-8 
CATMA5OA56460R1 AT5G60730 0.48 4.69E-2 0.68 2.83E-4 -0.11 1.00E+0 0.19 1.00E+0 -0.27 5.37E-1 -0.07 1.00E+0 -0.03 1.00E+0 
CATMA5OA56490R1 AT5G60760 2.06 0.00E+0 1.94 0.00E+0 0.72 2.58E-5 0.86 4.97E-6 0.18 1.00E+0 -0.14 1.00E+0 0.28 5.70E-1 
CATMA5OA56493R1 AT5G60770 -2.54 0.00E+0 -3.35 0.00E+0 -0.18 1.00E+0 -1.84 0.00E+0 1.42 0.00E+0 0.06 1.00E+0 -0.48 3.85E-2 
CATMA5OA56496R1 AT5G60780 0.04 1.00E+0 0.13 1.00E+0 0.36 2.19E-1 0.53 2.40E-2 0.60 9.60E-4 0.58 5.55E-2 0.80 1.39E-5 
CATMA5OA56510F1 AT5G60800 -0.57 1.01E-2 -0.79 1.35E-5 0.30 4.57E-1 -0.24 8.86E-1 -0.16 1.00E+0 -0.23 1.00E+0 -0.66 6.89E-4 
CATMA5OA56545R1 AT5G60850 1.17 2.34E-10 1.09 2.51E-10 -0.51 1.16E-2 0.21 1.00E+0 0.38 1.36E-1 0.36 1.00E+0 1.00 9.73E-9 
CATMA5OA56580R1 AT5G60890 0.19 8.98E-1 0.47 2.87E-2 -0.17 1.00E+0 0.49 4.69E-2 0.03 1.00E+0 0.21 1.00E+0 0.64 1.06E-3 
CATMA5OA56585F1 AT5G60900 -1.70 0.00E+0 -0.20 7.65E-1 -0.01 1.00E+0 0.04 1.00E+0 -1.56 0.00E+0 0.04 1.00E+0 -1.43 0.00E+0 
CATMA5OA56605F1 AT5G60930 -0.63 3.38E-3 -0.44 4.64E-2 -0.34 2.80E-1 -0.19 1.00E+0 -0.15 1.00E+0 0.05 1.00E+0 -0.19 1.00E+0 
CATMA5OC65064F1 AT5G60950 -0.03 1.00E+0 -0.67 3.80E-4 0.29 5.16E-1 -0.17 1.00E+0 0.14 1.00E+0 -0.50 2.08E-1 -0.30 4.58E-1 
CATMA5OA56650R1 AT5G61010 -1.15 4.62E-10 -0.57 4.19E-3 0.09 1.00E+0 0.12 1.00E+0 -0.76 7.82E-6 -0.29 1.00E+0 -0.85 2.33E-6 
CATMA5OA56865R1 AT5G61210 -0.19 8.94E-1 0.30 3.51E-1 0.14 1.00E+0 0.06 1.00E+0 -0.50 1.30E-2 -0.07 1.00E+0 -0.62 1.71E-3 
CATMA5OA56900F1 AT5G61250 -0.16 9.93E-1 -0.41 8.32E-2 -0.47 2.98E-2 0.32 4.52E-1 -0.12 1.00E+0 -0.19 1.00E+0 0.78 2.79E-5 
CATMA5ON91968R1 AT5G61290 -0.24 7.10E-1 -0.66 5.20E-4 -0.12 1.00E+0 -0.39 2.11E-1 0.52 8.78E-3 0.04 1.00E+0 0.05 1.00E+0 
CATMA5OA56990F1 AT5G61340 -0.71 5.44E-4 -1.28 4.17E-14 0.38 1.43E-1 -0.49 4.45E-2 0.28 5.25E-1 -0.33 1.00E+0 -0.68 4.31E-4 
CATMA5OA57030F1 AT5G61390 -0.63 3.32E-3 -0.14 1.00E+0 0.17 1.00E+0 -0.02 1.00E+0 -0.65 2.89E-4 -0.16 1.00E+0 -0.76 4.79E-5 
CATMA5ON99908F1 AT5G61420 1.46 0.00E+0 1.77 0.00E+0 0.55 4.39E-3 0.54 1.68E-2 -0.02 1.00E+0 0.41 6.88E-1 0.08 1.00E+0 
CATMA5OA57070F1 AT5G61430 1.74 0.00E+0 1.47 0.00E+0 0.04 1.00E+0 0.29 6.45E-1 0.46 3.11E-2 0.39 8.25E-1 0.99 1.76E-8 
CATMA5OA57075R1 AT5G61440 0.00 1.00E+0 -0.52 1.20E-2 0.02 1.00E+0 0.18 1.00E+0 0.50 1.35E-2 -0.10 1.00E+0 0.73 1.21E-4 
CATMA5OA57100R1 AT5G61490 -0.71 4.76E-4 -0.11 1.00E+0 -0.16 1.00E+0 -0.12 1.00E+0 -0.38 1.28E-1 0.20 1.00E+0 -0.43 8.96E-2 
CATMA5OA57160R1 AT5G61560 -1.03 3.87E-8 -0.03 1.00E+0 0.27 6.18E-1 0.07 1.00E+0 -1.25 0.00E+0 -0.07 1.00E+0 -1.40 0.00E+0 
CATMA5OA57170R1 AT5G61570 -1.09 4.79E-9 -1.40 0.00E+0 0.44 5.46E-2 -0.45 8.19E-2 0.23 8.09E-1 0.00 1.00E+0 -0.77 3.30E-5 
CATMA5OA57190F1 AT5G61590 1.05 2.11E-8 1.08 3.91E-10 -0.64 3.60E-4 0.32 4.79E-1 0.23 7.76E-1 0.11 1.00E+0 1.22 5.85E-13 
CATMA5OA57200F1 AT5G61600 0.62 3.73E-3 0.17 9.14E-1 -0.02 1.00E+0 -0.24 9.12E-1 0.53 6.52E-3 0.01 1.00E+0 0.45 6.66E-2 
CATMA5OA57260F1 AT5G61660 0.84 1.68E-5 0.74 6.29E-5 0.15 1.00E+0 0.41 1.62E-1 0.14 1.00E+0 0.04 1.00E+0 0.42 1.04E-1 
CATMA5OA57480F1 AT5G61890 -1.36 6.18E-14 0.53 9.16E-3 -0.52 8.66E-3 -0.05 1.00E+0 -1.04 8.40E-11 1.25 1.32E-10 -0.61 2.27E-3 
CATMA5OA57490F1 AT5G61900 -0.48 5.18E-2 -0.40 1.01E-1 0.28 6.05E-1 -0.07 1.00E+0 -0.35 2.16E-1 -0.23 1.00E+0 -0.59 3.55E-3 
CATMA5OA57530F1 AT5G61930 0.33 3.42E-1 0.77 2.60E-5 -0.31 4.04E-1 0.28 6.51E-1 -0.07 1.00E+0 0.31 1.00E+0 0.51 1.92E-2 
CATMA5ON99910R1 AT5G61940 0.77 1.05E-4 1.00 8.04E-9 0.21 1.00E+0 0.67 9.61E-4 -0.14 1.00E+0 -0.08 1.00E+0 0.29 5.26E-1 
CATMA5OA57590R1 AT5G61980 0.09 1.00E+0 -0.65 6.16E-4 -0.18 1.00E+0 0.05 1.00E+0 0.18 1.00E+0 -0.48 2.78E-1 0.38 1.86E-1 
CATMA5OA57616R1 AT5G62000 -0.58 8.86E-3 -0.84 2.27E-6 -0.26 6.98E-1 -0.73 2.24E-4 0.14 1.00E+0 -0.10 1.00E+0 -0.39 1.56E-1 
CATMA5OA57623R1 AT5G62020 -1.14 6.92E-10 -1.29 2.12E-14 0.22 9.55E-1 -0.41 1.55E-1 -0.07 1.00E+0 -0.30 1.00E+0 -0.61 2.57E-3 
CATMA5OA57630R1 AT5G62030 0.63 3.17E-3 0.37 1.52E-1 0.08 1.00E+0 0.27 7.51E-1 0.01 1.00E+0 -0.06 1.00E+0 0.17 1.00E+0 
CATMA5OA57670F1 AT5G62070 -0.51 2.87E-2 -0.68 2.48E-4 0.27 6.74E-1 -0.36 2.94E-1 0.19 1.00E+0 0.00 1.00E+0 -0.46 5.62E-2 
CATMA5OA57700R1 AT5G62100 -0.11 1.00E+0 -0.78 1.83E-5 -0.04 1.00E+0 -0.58 8.22E-3 0.62 5.73E-4 -0.01 1.00E+0 -0.09 1.00E+0 
CATMA5OA57720F1 AT5G62130 0.97 2.87E-7 0.51 1.44E-2 -0.25 7.59E-1 0.28 6.92E-1 0.69 8.07E-5 0.18 1.00E+0 1.15 1.58E-11 
CATMA5OA57740R1 AT5G62150 0.19 9.24E-1 0.63 9.04E-4 0.27 6.23E-1 0.63 2.74E-3 -0.41 7.36E-2 -0.02 1.00E+0 -0.06 1.00E+0 
CATMA5OA57770F1 AT5G62170 -0.43 9.62E-2 -0.73 7.36E-5 -0.23 9.02E-1 -0.58 8.05E-3 0.10 1.00E+0 -0.16 1.00E+0 -0.10 1.00E+0 
CATMA5OA57780F1 AT5G62180 0.12 1.00E+0 -0.75 4.65E-5 -0.04 1.00E+0 -0.32 4.57E-1 0.34 2.31E-1 -0.27 1.00E+0 0.18 1.00E+0 
CATMA5OA57810F1 AT5G62220 -1.12 1.34E-9 -1.38 0.00E+0 0.14 1.00E+0 -0.75 1.12E-4 0.08 1.00E+0 -0.20 1.00E+0 -0.78 2.12E-5 
CATMA5OA57880R1 AT5G62280 0.16 1.00E+0 -1.07 4.48E-10 0.01 1.00E+0 -0.59 6.11E-3 0.89 5.74E-8 -0.41 6.49E-1 0.31 4.10E-1 
CATMA5OA57910R1 AT5G62310 0.53 1.97E-2 -1.58 0.00E+0 0.24 8.53E-1 0.20 1.00E+0 1.22 0.00E+0 -0.81 2.93E-4 1.33 0.00E+0 
CATMA5OF02272R1 AT5G62330 -0.35 2.72E-1 -1.34 0.00E+0 0.00 1.00E+0 -0.50 3.74E-2 0.98 1.53E-9 -0.09 1.00E+0 0.51 1.96E-2 
CATMA5OD03397R1 AT5G62340 -0.02 1.00E+0 -2.07 0.00E+0 -0.03 1.00E+0 -0.43 1.23E-1 1.01 3.38E-10 -1.03 4.13E-7 0.60 3.34E-3 
CATMA5OA57950R1 AT5G62350 -1.14 6.98E-10 -0.73 6.61E-5 -0.32 3.40E-1 -0.37 2.57E-1 -0.29 4.67E-1 0.23 1.00E+0 -0.31 4.26E-1 
CATMA5OA57960R1 AT5G62360 1.96 0.00E+0 0.52 1.16E-2 0.27 6.50E-1 0.09 1.00E+0 1.02 2.83E-10 -0.24 1.00E+0 0.91 3.24E-7 
CATMA5OA57980R1 AT5G62380 0.85 1.20E-5 0.42 6.53E-2 0.30 4.47E-1 0.61 4.30E-3 0.13 1.00E+0 -0.31 1.00E+0 0.40 1.33E-1 
CATMA5OA58020R1 AT5G62420 -0.36 2.58E-1 -1.84 0.00E+0 0.61 9.73E-4 1.08 1.45E-9 1.40 0.00E+0 -0.02 1.00E+0 1.93 0.00E+0 
CATMA5OA58030F1 AT5G62430 1.65 0.00E+0 2.05 0.00E+0 0.44 5.31E-2 1.00 3.31E-8 -0.01 1.00E+0 0.55 8.36E-2 0.56 7.02E-3 
CATMA5OA58065R1 AT5G62490 0.47 5.79E-2 0.91 2.29E-7 0.14 1.00E+0 0.31 5.29E-1 -0.19 1.00E+0 0.39 8.31E-1 0.07 1.00E+0 
CATMA5OC65086R1 AT5G62520 -0.99 1.41E-7 -0.82 5.44E-6 -0.57 2.99E-3 -0.26 7.71E-1 0.10 1.00E+0 0.48 2.59E-1 0.33 3.41E-1 
CATMA5OC65087F1 AT5G62530 0.88 5.91E-6 1.17 7.20E-12 -0.24 8.39E-1 0.59 6.20E-3 -0.48 1.79E-2 0.06 1.00E+0 0.46 5.05E-2 
CATMA5OA58120F1 AT5G62550 -0.67 1.33E-3 -0.94 7.58E-8 0.12 1.00E+0 -0.19 1.00E+0 0.08 1.00E+0 -0.11 1.00E+0 -0.14 1.00E+0 
CATMA5OA58160R1 AT5G62580 -0.62 3.90E-3 -0.90 3.94E-7 0.17 1.00E+0 -0.67 1.16E-3 0.17 1.00E+0 -0.41 6.48E-1 -0.68 4.39E-4 
CATMA5OA58200R1 AT5G62620 -0.73 2.94E-4 -0.89 4.63E-7 0.05 1.00E+0 0.08 1.00E+0 0.16 1.00E+0 0.12 1.00E+0 0.10 1.00E+0 
CATMA5OA58220F1 AT5G62630 0.20 8.87E-1 1.24 2.90E-13 0.45 4.28E-2 0.60 5.09E-3 -0.70 6.37E-5 0.36 1.00E+0 -0.57 5.92E-3 
CATMA5ON92038R1 AT5G62670 -0.49 3.93E-2 -1.06 8.55E-10 -0.21 1.00E+0 -0.74 1.49E-4 0.33 2.69E-1 -0.37 1.00E+0 -0.06 1.00E+0 
CATMA5OA58270F1 AT5G62680 -0.23 7.45E-1 0.16 9.57E-1 0.44 4.89E-2 0.74 1.84E-4 -0.37 1.62E-1 0.13 1.00E+0 -0.03 1.00E+0 
CATMA5OA58310R1 AT5G62720 1.20 6.25E-11 1.85 0.00E+0 0.98 8.58E-10 1.86 0.00E+0 -0.43 4.97E-2 0.21 1.00E+0 0.39 1.50E-1 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA5OA58360R1 AT5G62770 -0.54 1.71E-2 0.17 8.99E-1 0.41 9.73E-2 0.16 1.00E+0 -0.65 2.98E-4 0.05 1.00E+0 -0.74 7.52E-5 
CATMA5OA58440R1 AT5G62860 0.37 2.10E-1 -0.50 1.73E-2 0.45 3.95E-2 -0.32 4.74E-1 0.78 4.00E-6 -0.10 1.00E+0 -0.05 1.00E+0 
CATMA5ON99924F1 AT5G62920 1.51 0.00E+0 1.22 7.36E-13 1.02 1.14E-10 0.76 9.98E-5 0.29 4.40E-1 0.16 1.00E+0 0.09 1.00E+0 
CATMA5OA58490F1 AT5G62940 -0.25 6.65E-1 -0.07 1.00E+0 -0.14 1.00E+0 -0.17 1.00E+0 0.03 1.00E+0 0.60 3.67E-2 0.08 1.00E+0 
CATMA5OA58510R1 AT5G62960 -0.70 6.32E-4 -0.81 7.26E-6 0.12 1.00E+0 -0.26 7.68E-1 0.21 9.09E-1 0.08 1.00E+0 -0.04 1.00E+0 
CATMA5OA58580F1 AT5G63020 0.21 8.35E-1 0.81 6.04E-6 -0.29 5.12E-1 0.48 5.63E-2 -0.78 4.37E-6 -0.12 1.00E+0 0.00 1.00E+0 
CATMA5OA58720R1 AT5G63130 -0.63 2.99E-3 -0.59 2.79E-3 -0.02 1.00E+0 -0.49 4.21E-2 -0.07 1.00E+0 -0.09 1.00E+0 -0.63 1.40E-3 
CATMA5OA58760F1 AT5G63160 1.52 0.00E+0 1.86 0.00E+0 0.86 1.36E-7 1.65 0.00E+0 -0.28 5.03E-1 -0.06 1.00E+0 0.70 2.60E-4 
CATMA5OA58780F1 AT5G63180 -0.06 1.00E+0 0.03 1.00E+0 -0.61 9.53E-4 -0.41 1.49E-1 0.23 7.70E-1 0.08 1.00E+0 0.05 1.00E+0 
CATMA5OA58790R1 AT5G63190 0.59 6.53E-3 0.16 9.33E-1 -0.44 5.10E-2 0.00 1.00E+0 0.34 2.37E-1 -0.07 1.00E+0 0.78 2.42E-5 
CATMA5OC65103F1 AT5G63250 1.13 9.55E-10 1.11 1.05E-10 -0.36 2.13E-1 -0.05 1.00E+0 -0.52 8.91E-3 -0.22 1.00E+0 0.18 1.00E+0 
CATMA5ON94133F1 AT5G63270 0.25 6.57E-1 -1.33 0.00E+0 0.32 3.65E-1 0.05 1.00E+0 1.42 0.00E+0 -0.48 2.77E-1 1.13 3.53E-11 
CATMA5OA59050R1 AT5G63530 -1.13 1.28E-9 -0.99 1.24E-8 -0.60 1.31E-3 -0.83 1.24E-5 0.08 1.00E+0 0.29 1.00E+0 -0.24 8.12E-1 
CATMA5OA59090R1 AT5G63560 -1.38 2.14E-14 -0.51 1.34E-2 -0.45 4.67E-2 -0.37 2.69E-1 -0.90 4.12E-8 0.38 8.67E-1 -0.73 1.10E-4 
CATMA5OA59110R1 AT5G63580 -1.64 0.00E+0 -1.62 0.00E+0 -1.40 0.00E+0 -0.46 7.21E-2 -0.16 1.00E+0 0.19 1.00E+0 0.42 1.05E-1 
CATMA5OA59130F1 AT5G63595 -0.70 5.83E-4 -0.10 1.00E+0 -0.01 1.00E+0 0.67 1.17E-3 -0.62 6.43E-4 0.22 1.00E+0 0.32 3.78E-1 
CATMA5ON99931F1 AT5G63600 0.61 4.53E-3 0.86 1.49E-6 -0.60 1.24E-3 0.72 3.09E-4 -0.21 9.38E-1 0.02 1.00E+0 1.14 2.71E-11 
CATMA5OA59190R1 AT5G63640 0.52 2.67E-2 0.60 1.90E-3 -0.16 1.00E+0 0.08 1.00E+0 -0.11 1.00E+0 0.05 1.00E+0 0.12 1.00E+0 
CATMA5OA59200F1 AT5G63650 -0.63 3.30E-3 -0.90 2.88E-7 -0.49 1.69E-2 -0.52 2.54E-2 0.06 1.00E+0 -0.37 9.92E-1 0.04 1.00E+0 
CATMA5OA59210R1 AT5G63660 -0.84 1.74E-5 -1.24 2.43E-13 -0.12 1.00E+0 -0.49 4.40E-2 0.04 1.00E+0 -0.35 1.00E+0 -0.33 3.47E-1 
CATMA5OA59250F1 AT5G63700 -0.77 1.31E-4 -0.84 2.60E-6 -0.63 5.12E-4 -0.65 1.87E-3 0.03 1.00E+0 -0.11 1.00E+0 -0.16 1.00E+0 
CATMA5OA59290F1 AT5G63750 0.23 7.52E-1 0.35 1.89E-1 0.67 1.41E-4 0.70 5.09E-4 -0.09 1.00E+0 0.19 1.00E+0 0.08 1.00E+0 
CATMA5OA59300F1 AT5G63760 0.59 7.58E-3 0.59 2.35E-3 0.30 4.79E-1 0.53 2.17E-2 -0.27 5.27E-1 0.10 1.00E+0 -0.14 1.00E+0 
CATMA5OA59310R1 AT5G63770 0.50 3.33E-2 0.79 1.22E-5 0.28 5.55E-1 0.49 4.85E-2 -0.56 3.22E-3 -0.11 1.00E+0 -0.20 1.00E+0 
CATMA5OA59320R1 AT5G63780 0.76 1.46E-4 0.56 5.27E-3 0.16 1.00E+0 0.33 4.24E-1 0.03 1.00E+0 -0.02 1.00E+0 0.21 9.45E-1 
CATMA5OA59330F1 AT5G63790 -1.18 1.72E-10 -0.72 1.10E-4 -0.16 1.00E+0 0.03 1.00E+0 -0.07 1.00E+0 0.52 1.55E-1 0.07 1.00E+0 
CATMA5OA59333R1 AT5G63800 -0.29 4.98E-1 -1.75 0.00E+0 -0.30 4.56E-1 -0.55 1.62E-2 0.85 3.70E-7 -0.59 4.04E-2 0.67 5.76E-4 
CATMA5OA59336R1 AT5G63810 -0.21 8.29E-1 -0.96 4.61E-8 -0.15 1.00E+0 -0.23 9.62E-1 0.52 8.15E-3 -0.46 3.47E-1 0.52 1.78E-2 
CATMA5OC65113R1 AT5G63850 -0.92 1.75E-6 -0.60 2.23E-3 -0.89 3.72E-8 -0.94 2.57E-7 0.07 1.00E+0 0.31 1.00E+0 -0.21 9.48E-1 
CATMA5ON91606F1 AT5G63970 -0.64 2.64E-3 -0.42 6.72E-2 -0.23 9.34E-1 -0.40 1.73E-1 -0.15 1.00E+0 0.06 1.00E+0 -0.30 4.75E-1 
CATMA5OA59485R1 AT5G63980 -0.62 3.59E-3 0.23 6.39E-1 -0.04 1.00E+0 -0.06 1.00E+0 -0.75 1.20E-5 0.09 1.00E+0 -0.84 3.06E-6 
CATMA5OA59490R1 AT5G63990 -0.49 3.87E-2 0.22 7.09E-1 -0.34 2.77E-1 0.20 1.00E+0 -0.87 1.44E-7 -0.12 1.00E+0 -0.35 2.73E-1 
CATMA5ON91788R1 AT5G64000 -0.53 2.10E-2 -0.06 1.00E+0 0.55 4.77E-3 0.13 1.00E+0 -0.79 3.10E-6 -0.13 1.00E+0 -1.15 2.04E-11 
CATMA5OA59500F1 AT5G64010 0.12 1.00E+0 0.07 1.00E+0 1.59 0.00E+0 1.61 0.00E+0 0.01 1.00E+0 0.02 1.00E+0 0.02 1.00E+0 
CATMA5OA59535F1 AT5G64040 -0.46 6.92E-2 -0.65 5.53E-4 -0.19 1.00E+0 -0.19 1.00E+0 0.34 2.38E-1 0.18 1.00E+0 0.54 1.20E-2 
CATMA5OA59560F1 AT5G64080 -1.07 1.04E-8 -0.68 2.79E-4 -0.75 9.03E-6 -0.52 2.42E-2 -0.27 5.67E-1 0.24 1.00E+0 -0.08 1.00E+0 
CATMA5OA59575F1 AT5G64100 0.67 1.19E-3 1.13 3.54E-11 0.05 1.00E+0 0.32 4.79E-1 -0.61 8.69E-4 -0.10 1.00E+0 -0.31 4.24E-1 
CATMA5OA59580F1 AT5G64110 -2.04 0.00E+0 1.51 0.00E+0 -1.94 0.00E+0 -0.05 1.00E+0 -2.96 0.00E+0 0.65 1.39E-2 -1.08 4.52E-10 
CATMA5OA59590F1 AT5G64120 -3.09 0.00E+0 1.50 0.00E+0 -1.31 0.00E+0 -0.56 1.13E-2 -3.02 0.00E+0 1.83 0.00E+0 -2.35 0.00E+0 
CATMA5OA59630F1 AT5G64170 0.69 9.16E-4 0.93 1.35E-7 -0.52 9.88E-3 0.03 1.00E+0 0.07 1.00E+0 0.39 8.28E-1 0.79 1.53E-5 
CATMA5OA59650R1 AT5G64190 -0.43 1.01E-1 0.39 1.15E-1 -0.15 1.00E+0 0.39 2.11E-1 -0.20 9.80E-1 0.82 2.27E-4 0.33 3.49E-1 
CATMA5OA59680F1 AT5G64210 -0.38 1.98E-1 -0.64 8.06E-4 -0.15 1.00E+0 -0.77 6.69E-5 0.34 2.47E-1 0.06 1.00E+0 -0.17 1.00E+0 
CATMA5OA59705R1 AT5G64240 1.29 1.78E-12 1.08 3.50E-10 -0.33 3.04E-1 0.41 1.48E-1 0.35 1.99E-1 0.07 1.00E+0 1.02 3.98E-9 
CATMA5OA59763R1 AT5G64310 -0.47 5.31E-2 -0.69 2.17E-4 0.05 1.00E+0 -0.28 6.64E-1 0.13 1.00E+0 -0.03 1.00E+0 -0.20 1.00E+0 
CATMA5OA59775R1 AT5G64330 -0.38 2.01E-1 -1.69 0.00E+0 -0.08 1.00E+0 -0.77 7.58E-5 0.81 1.21E-6 -0.62 2.49E-2 0.04 1.00E+0 
CATMA5OA59840F1 AT5G64410 -1.24 1.30E-11 -1.80 0.00E+0 -0.55 4.96E-3 -1.18 1.76E-11 0.49 1.52E-2 0.06 1.00E+0 -0.24 7.76E-1 
CATMA5OA59860F1 AT5G64430 -0.69 7.93E-4 -0.21 7.45E-1 -0.01 1.00E+0 -0.15 1.00E+0 -0.45 3.97E-2 0.07 1.00E+0 -0.62 2.07E-3 
CATMA5OA59870R1 AT5G64440 -0.62 3.73E-3 -0.17 8.97E-1 0.13 1.00E+0 0.07 1.00E+0 -0.46 2.81E-2 0.06 1.00E+0 -0.40 1.42E-1 
CATMA5ON94136F1 AT5G64501 0.06 1.00E+0 0.81 7.21E-6 0.01 1.00E+0 0.24 8.75E-1 -0.80 2.01E-6 -0.09 1.00E+0 -0.37 2.19E-1 
CATMA5OA59940R1 AT5G64510 -0.71 4.63E-4 -0.32 2.87E-1 0.29 5.47E-1 0.39 1.99E-1 -0.70 5.33E-5 -0.13 1.00E+0 -0.79 1.55E-5 
CATMA5OA59960R1 AT5G64530 -1.01 8.02E-8 -0.11 1.00E+0 -0.34 2.75E-1 -0.49 4.80E-2 -0.19 1.00E+0 0.57 5.79E-2 -0.39 1.58E-1 
CATMA5ON99937F1 AT5G64540 0.74 2.65E-4 1.03 2.30E-9 0.24 8.07E-1 0.39 2.07E-1 -0.15 1.00E+0 0.00 1.00E+0 0.13 1.00E+0 
CATMA5OA60000F1 AT5G64570 -1.08 8.18E-9 -0.84 2.34E-6 -0.29 5.26E-1 -0.63 2.54E-3 -0.09 1.00E+0 -0.09 1.00E+0 -0.48 3.40E-2 
CATMA5OA60020F1 AT5G64590 0.66 1.51E-3 0.49 1.94E-2 0.09 1.00E+0 0.19 1.00E+0 0.16 1.00E+0 -0.04 1.00E+0 0.07 1.00E+0 
CATMA5OA60045R1 AT5G64620 -1.09 4.59E-9 -1.99 0.00E+0 -0.21 1.00E+0 -0.73 2.24E-4 0.62 6.19E-4 -0.32 1.00E+0 0.10 1.00E+0 
CATMA5OA60050R1 AT5G64630 -0.75 2.17E-4 -0.68 2.80E-4 -0.23 9.08E-1 -0.14 1.00E+0 -0.22 8.57E-1 0.01 1.00E+0 -0.09 1.00E+0 
CATMA5OA60070R1 AT5G64640 -1.67 0.00E+0 -1.74 0.00E+0 -0.79 2.64E-6 -0.86 4.21E-6 -0.06 1.00E+0 -0.09 1.00E+0 -0.15 1.00E+0 
CATMA5OA60090F1 AT5G64660 -1.64 0.00E+0 -0.84 2.71E-6 0.06 1.00E+0 -0.15 1.00E+0 -0.53 6.13E-3 0.22 1.00E+0 -0.79 1.62E-5 
CATMA5OC65121R1 AT5G64740 -0.24 7.23E-1 -0.78 1.84E-5 -0.14 1.00E+0 -0.28 6.71E-1 0.12 1.00E+0 -0.42 6.09E-1 0.17 1.00E+0 
CATMA5OA60200R1 AT5G64750 -0.14 1.00E+0 1.22 5.56E-13 -0.42 7.43E-2 0.19 1.00E+0 -1.02 1.96E-10 0.39 8.33E-1 -0.31 4.42E-1 
CATMA5OA60220F1 AT5G64780 -1.03 3.97E-8 -0.91 2.11E-7 -0.07 1.00E+0 -0.45 8.79E-2 -0.07 1.00E+0 -0.04 1.00E+0 -0.55 9.69E-3 
CATMA5OA60230R1 AT5G64790 -0.25 6.55E-1 0.04 1.00E+0 0.36 2.18E-1 0.06 1.00E+0 -0.27 5.61E-1 -0.05 1.00E+0 -0.62 1.85E-3 
CATMA5OA60235R1 AT5G64810 -2.21 0.00E+0 -0.34 2.08E-1 0.79 2.20E-6 1.10 7.60E-10 -2.58 0.00E+0 -0.51 1.64E-1 -2.18 0.00E+0 
CATMA5OA60290R1 AT5G64850 -0.36 2.45E-1 -0.73 7.92E-5 0.21 1.00E+0 -0.63 2.58E-3 0.53 6.41E-3 0.23 1.00E+0 -0.33 3.59E-1 
CATMA5OA60300F1 AT5G64860 0.63 2.92E-3 -0.10 1.00E+0 -0.16 1.00E+0 -0.22 9.94E-1 0.33 2.57E-1 -0.33 1.00E+0 0.25 7.29E-1 
CATMA5OA60320R1 AT5G64890 -1.52 0.00E+0 0.45 3.97E-2 0.59 1.75E-3 0.34 3.59E-1 -2.40 0.00E+0 -0.71 4.06E-3 -2.64 0.00E+0 
CATMA5OA60330R1 AT5G64900 -0.37 2.20E-1 0.84 2.19E-6 0.01 1.00E+0 0.05 1.00E+0 -0.77 6.00E-6 0.53 1.27E-1 -0.54 1.07E-2 
CATMA5OA60340R1 AT5G64905 -1.74 0.00E+0 -0.08 1.00E+0 0.78 3.97E-6 0.36 3.03E-1 -1.83 0.00E+0 0.02 1.00E+0 -2.25 0.00E+0 
CATMA5OC65128F1 AT5G64990 -1.31 6.05E-13 -0.94 6.94E-8 0.78 3.45E-6 0.76 1.06E-4 0.01 1.00E+0 0.07 1.00E+0 0.04 1.00E+0 
CATMA5OA60440F1 AT5G65040 -0.61 4.42E-3 -0.92 1.89E-7 -0.14 1.00E+0 -1.03 9.65E-9 0.50 1.33E-2 0.27 1.00E+0 -0.48 3.52E-2 
CATMA5OC65132R1 AT5G65080 -0.13 1.00E+0 -0.05 1.00E+0 0.34 2.83E-1 0.75 1.30E-4 0.17 1.00E+0 0.34 1.00E+0 0.58 5.37E-3 
CATMA5OA60470R1 AT5G65090 -0.35 2.84E-1 -1.41 0.00E+0 0.44 4.89E-2 0.37 2.61E-1 0.70 5.44E-5 -0.55 9.14E-2 0.48 3.99E-2 
CATMA5OA60500R1 AT5G65130 0.35 2.83E-1 1.03 2.13E-9 0.32 3.59E-1 0.68 7.26E-4 -0.39 1.10E-1 0.27 1.00E+0 -0.04 1.00E+0 
CATMA5OA60510F1 AT5G65140 -1.62 0.00E+0 -1.52 0.00E+0 -0.11 1.00E+0 0.63 2.90E-3 -0.09 1.00E+0 0.16 1.00E+0 0.72 1.54E-4 
CATMA5ON94139R1 AT5G65158 -0.88 5.10E-6 0.24 5.97E-1 -0.22 9.72E-1 0.18 1.00E+0 -0.39 1.05E-1 -0.02 1.00E+0 -0.40 1.45E-1 
CATMA5OA60540F1 AT5G65160 -0.41 1.29E-1 -1.02 3.31E-9 0.23 8.94E-1 0.02 1.00E+0 0.33 2.74E-1 -0.30 1.00E+0 -0.17 1.00E+0 
CATMA5OA60590F1 AT5G65205 -0.38 2.00E-1 0.09 1.00E+0 0.29 5.36E-1 0.02 1.00E+0 -0.43 5.48E-2 0.02 1.00E+0 -0.61 2.61E-3 
CATMA5OA60605R1 AT5G65210 0.78 8.09E-5 1.29 2.12E-14 0.38 1.45E-1 1.14 1.20E-10 -0.55 4.40E-3 0.07 1.00E+0 0.33 3.58E-1 
CATMA5OA60620R1 AT5G65230 -0.35 2.78E-1 -0.93 1.35E-7 1.01 1.50E-10 -1.21 5.60E-12 0.39 1.04E-1 -0.05 1.00E+0 -1.75 0.00E+0 
CATMA5OA60630F1 AT5G65240 -0.68 1.02E-3 -0.18 8.67E-1 -0.16 1.00E+0 0.17 1.00E+0 -0.19 1.00E+0 0.20 1.00E+0 0.01 1.00E+0 
CATMA5OC65133F1 AT5G65300 -2.48 0.00E+0 -1.98 0.00E+0 -0.14 1.00E+0 -1.04 8.52E-9 -0.24 7.20E-1 0.13 1.00E+0 -1.04 2.28E-9 
CATMA5OA60705F1 AT5G65310 -1.53 0.00E+0 -1.57 0.00E+0 -0.63 4.83E-4 -0.82 1.61E-5 -0.04 1.00E+0 0.08 1.00E+0 -0.22 9.17E-1 
CATMA5OA60711F1 AT5G65320 0.83 2.10E-5 1.06 7.09E-10 -0.06 1.00E+0 -0.07 1.00E+0 0.41 8.19E-2 0.34 1.00E+0 0.21 9.74E-1 
CATMA5OC65136F1 AT5G65380 -0.77 1.29E-4 -0.76 3.31E-5 -0.56 3.46E-3 0.22 9.90E-1 0.37 1.44E-1 0.39 8.24E-1 1.11 1.30E-10 
CATMA5ON99947F1 AT5G65390 -0.01 1.00E+0 -1.39 0.00E+0 0.08 1.00E+0 -0.47 6.51E-2 0.77 6.64E-6 -0.60 3.72E-2 0.23 8.69E-1 
CATMA5ON99949F1 AT5G65460 0.37 2.25E-1 -0.17 8.93E-1 -0.40 1.15E-1 -0.14 1.00E+0 0.32 3.11E-1 -0.17 1.00E+0 0.61 2.24E-3 
CATMA5OA60790R1 AT5G65470 -0.98 2.72E-7 -0.62 1.31E-3 -0.13 1.00E+0 -0.14 1.00E+0 -0.12 1.00E+0 0.11 1.00E+0 -0.10 1.00E+0 
CATMA5OA60830F1 AT5G65500 -0.98 2.75E-7 0.45 4.04E-2 0.05 1.00E+0 0.38 2.30E-1 -1.26 0.00E+0 0.23 1.00E+0 -0.89 6.25E-7 
CATMA5OA60840R1 AT5G65510 -0.90 3.35E-6 -0.39 1.08E-1 -0.30 4.84E-1 -0.25 8.36E-1 -0.31 3.50E-1 0.29 1.00E+0 -0.26 7.13E-1 
CATMA5OA60860F1 AT5G65530 0.35 2.77E-1 -0.73 7.05E-5 0.25 7.83E-1 0.14 1.00E+0 0.55 3.56E-3 -0.35 1.00E+0 0.35 2.64E-1 
CATMA5OA60930F1 AT5G65600 -2.82 0.00E+0 0.69 2.10E-4 -0.06 1.00E+0 0.45 8.42E-2 -2.75 0.00E+0 0.34 1.00E+0 -2.57 0.00E+0 
CATMA5OA60970F1 AT5G65630 -0.70 6.64E-4 -0.78 1.55E-5 -0.10 1.00E+0 0.02 1.00E+0 -0.10 1.00E+0 -0.06 1.00E+0 0.06 1.00E+0 
CATMA5OA60980R1 AT5G65640 -0.53 2.07E-2 -0.52 1.13E-2 -0.59 1.54E-3 -0.63 2.42E-3 -0.11 1.00E+0 -0.08 1.00E+0 -0.26 6.85E-1 
CATMA5OA61000F1 AT5G65660 1.29 1.30E-12 1.35 0.00E+0 -0.17 1.00E+0 -0.02 1.00E+0 0.14 1.00E+0 0.19 1.00E+0 0.28 5.82E-1 
CATMA5OA61010R1 AT5G65683 0.02 1.00E+0 -0.74 6.10E-5 0.01 1.00E+0 -0.40 1.70E-1 0.44 4.42E-2 -0.23 1.00E+0 -0.02 1.00E+0 
CATMA5OA61020R1 AT5G65690 0.21 8.27E-1 1.23 3.09E-13 0.41 8.90E-2 1.15 6.15E-11 -0.29 4.67E-1 0.74 1.75E-3 0.33 3.60E-1 
CATMA5OA61050R1 AT5G65700 -0.60 5.41E-3 -0.60 2.15E-3 -0.25 7.80E-1 -0.55 1.37E-2 -0.08 1.00E+0 -0.10 1.00E+0 -0.35 2.74E-1 
CATMA5OC65142F1 AT5G65800 -0.38 1.88E-1 -1.51 0.00E+0 0.23 9.22E-1 -0.42 1.41E-1 0.79 2.79E-6 -0.34 1.00E+0 -0.03 1.00E+0 
CATMA5OA61130F1 AT5G65810 -0.29 4.79E-1 -0.83 4.00E-6 0.02 1.00E+0 -0.42 1.32E-1 0.24 7.33E-1 -0.09 1.00E+0 -0.15 1.00E+0 
CATMA5ON99954F1 AT5G65830 0.31 4.05E-1 1.08 3.19E-10 0.18 1.00E+0 0.39 2.01E-1 -0.55 4.30E-3 0.20 1.00E+0 -0.34 3.21E-1 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMA5OC65143R1 AT5G65870 -0.38 2.02E-1 0.20 8.01E-1 -0.89 4.57E-8 0.15 1.00E+0 -0.08 1.00E+0 0.46 3.56E-1 0.72 1.40E-4 
CATMA5OA61240R1 AT5G65925 1.31 7.70E-13 0.22 7.12E-1 -0.07 1.00E+0 -0.24 8.70E-1 0.98 1.51E-9 0.02 1.00E+0 0.89 5.78E-7 
CATMA5OA61320R1 AT5G65980 -0.40 1.45E-1 0.64 8.37E-4 0.43 6.55E-2 1.00 3.16E-8 -0.73 2.32E-5 0.29 1.00E+0 -0.26 7.13E-1 
CATMA5OA61330R1 AT5G65990 -0.70 6.91E-4 -0.22 7.12E-1 -0.38 1.57E-1 -0.09 1.00E+0 -0.39 1.14E-1 0.22 1.00E+0 -0.12 1.00E+0 
CATMA5OF03400R1 AT5G66052 0.98 2.66E-7 0.53 9.24E-3 -0.04 1.00E+0 0.33 4.37E-1 0.92 1.92E-8 0.32 1.00E+0 1.20 1.82E-12 
CATMA5OA61450R1 AT5G66060 0.61 4.80E-3 0.15 9.64E-1 0.16 1.00E+0 -0.35 3.38E-1 0.26 6.20E-1 -0.09 1.00E+0 -0.21 9.54E-1 
CATMA5OA61470F1 AT5G66080 0.78 9.26E-5 -0.57 4.01E-3 0.25 7.79E-1 -0.41 1.65E-1 0.66 1.91E-4 -0.59 4.58E-2 0.14 1.00E+0 
CATMA5OA61510F1 AT5G66120 -0.58 7.97E-3 -0.63 1.02E-3 0.10 1.00E+0 0.04 1.00E+0 0.16 1.00E+0 0.08 1.00E+0 0.02 1.00E+0 
CATMA5OA61513R1 AT5G66130 0.37 2.15E-1 0.84 2.87E-6 -0.13 1.00E+0 0.42 1.46E-1 -0.45 3.97E-2 0.06 1.00E+0 0.22 9.25E-1 
CATMA5OA61530R1 AT5G66170 -3.63 0.00E+0 -2.54 0.00E+0 -1.06 1.52E-11 -1.79 0.00E+0 0.26 5.83E-1 1.39 2.84E-13 -0.56 7.43E-3 
CATMA5ON102976R1 AT5G66280 -0.15 1.00E+0 -1.82 0.00E+0 0.11 1.00E+0 -0.72 3.31E-4 0.99 8.25E-10 -0.50 1.88E-1 0.42 1.06E-1 
CATMA5OA61680F1 AT5G66310 -0.64 2.32E-3 -0.67 3.81E-4 -0.28 5.82E-1 -0.02 1.00E+0 -0.26 6.01E-1 -0.16 1.00E+0 -0.08 1.00E+0 
CATMA5OA61700F1 AT5G66330 0.61 4.63E-3 -0.71 1.33E-4 -0.03 1.00E+0 -0.39 2.10E-1 0.56 3.06E-3 -0.39 7.98E-1 0.20 9.81E-1 
CATMA5OA61725F1 AT5G66390 -0.37 2.18E-1 -0.33 2.39E-1 1.25 0.00E+0 -0.01 1.00E+0 -0.14 1.00E+0 -0.03 1.00E+0 -1.34 0.00E+0 
CATMA5OA61730F1 AT5G66400 -0.97 3.12E-7 1.20 1.57E-12 -1.12 8.38E-13 0.56 1.18E-2 -0.92 2.02E-8 1.18 2.40E-9 0.76 4.64E-5 
CATMA5OA61750F1 AT5G66420 -0.34 3.12E-1 -0.60 2.09E-3 -0.28 5.63E-1 -0.45 8.74E-2 0.10 1.00E+0 -0.11 1.00E+0 -0.07 1.00E+0 
CATMA5OA61790F1 AT5G66455 -0.86 1.04E-5 -0.59 2.70E-3 -0.75 1.19E-5 -0.26 7.82E-1 -0.21 8.83E-1 0.14 1.00E+0 0.28 5.98E-1 
CATMA5OA61810F1 AT5G66460 -1.03 4.01E-8 -0.93 1.16E-7 -0.20 1.00E+0 0.13 1.00E+0 -0.30 4.19E-1 -0.10 1.00E+0 0.09 1.00E+0 
CATMA5OA61830F1 AT5G66480 1.18 1.63E-10 0.22 6.69E-1 0.25 7.80E-1 0.65 1.53E-3 0.79 3.02E-6 -0.04 1.00E+0 1.16 8.77E-12 
CATMA5OA61840F1 AT5G66490 0.65 2.11E-3 0.25 5.67E-1 -0.16 1.00E+0 0.15 1.00E+0 0.52 7.72E-3 0.11 1.00E+0 0.82 5.93E-6 
CATMA5OA61880F1 AT5G66530 0.69 9.03E-4 0.61 1.48E-3 0.31 4.26E-1 0.98 5.90E-8 -0.04 1.00E+0 0.03 1.00E+0 0.60 3.10E-3 
CATMA5OC65152F1 AT5G66550 -0.59 6.38E-3 -0.68 2.61E-4 0.26 7.22E-1 -0.11 1.00E+0 -0.11 1.00E+0 0.03 1.00E+0 -0.33 3.60E-1 
CATMA5ON98280R1 AT5G66567 0.65 1.94E-3 0.73 8.37E-5 0.15 1.00E+0 0.28 6.67E-1 0.20 9.44E-1 0.28 1.00E+0 0.26 6.99E-1 
CATMA5OA61940R1 AT5G66580 0.13 1.00E+0 -1.39 0.00E+0 0.16 1.00E+0 -0.23 9.56E-1 0.99 1.08E-9 -0.36 1.00E+0 0.61 2.62E-3 
CATMA5OA61950R1 AT5G66590 -0.79 7.40E-5 -1.72 0.00E+0 0.03 1.00E+0 -0.74 1.67E-4 0.92 1.55E-8 -0.17 1.00E+0 0.40 1.35E-1 
CATMA5OA61960F1 AT5G66600 0.18 9.40E-1 -1.07 4.18E-10 0.21 1.00E+0 -0.55 1.48E-2 0.81 1.17E-6 -0.28 1.00E+0 0.15 1.00E+0 
CATMA5OA61990R1 AT5G66620 -1.16 3.14E-10 -0.92 1.44E-7 0.06 1.00E+0 0.18 1.00E+0 -0.08 1.00E+0 -0.06 1.00E+0 -0.12 1.00E+0 
CATMA5OA62000R1 AT5G66630 -0.76 1.51E-4 -0.29 3.69E-1 -0.27 6.35E-1 0.37 2.63E-1 -0.31 3.32E-1 0.10 1.00E+0 0.28 5.98E-1 
CATMA5OA62030R1 AT5G66640 -1.31 6.05E-13 -0.26 4.92E-1 0.29 5.48E-1 0.36 3.09E-1 -1.07 1.68E-11 0.30 1.00E+0 -0.75 6.47E-5 
CATMA5OA62040F1 AT5G66650 -0.37 2.14E-1 0.39 1.04E-1 0.35 2.24E-1 0.67 1.06E-3 0.26 6.00E-1 1.45 0.00E+0 0.60 2.86E-3 
CATMA5ON91541R1 AT5G66658 0.62 4.17E-3 0.29 3.59E-1 0.04 1.00E+0 -0.05 1.00E+0 0.07 1.00E+0 0.30 1.00E+0 0.03 1.00E+0 
CATMA5OA62070F1 AT5G66670 -2.19 0.00E+0 -1.02 3.44E-9 0.42 7.83E-2 1.09 9.79E-10 -1.36 0.00E+0 -0.13 1.00E+0 -0.72 1.57E-4 
CATMA5ON91949R1 AT5G66690 -0.78 8.96E-5 -0.29 3.77E-1 -0.88 6.99E-8 -0.60 5.19E-3 -0.42 5.96E-2 0.15 1.00E+0 -0.15 1.00E+0 
CATMA5OC65154R1 AT5G66700 -1.90 0.00E+0 -2.23 0.00E+0 -0.64 3.67E-4 -1.65 0.00E+0 -0.01 1.00E+0 -0.43 5.02E-1 -1.18 4.03E-12 
CATMA5OA62150R1 AT5G66750 -0.59 6.67E-3 -0.16 9.34E-1 -0.09 1.00E+0 -0.21 1.00E+0 -0.05 1.00E+0 -0.17 1.00E+0 -0.10 1.00E+0 
CATMA5OA62180R1 AT5G66790 -0.31 4.02E-1 0.65 5.45E-4 -0.24 8.64E-1 0.31 5.12E-1 -0.95 4.58E-9 -0.04 1.00E+0 -0.42 1.10E-1 
CATMA5OA62210R1 AT5G66815 -0.41 1.32E-1 0.12 1.00E+0 -0.61 9.34E-4 -0.14 1.00E+0 -0.03 1.00E+0 0.43 5.25E-1 0.46 5.06E-2 
CATMA5OA62220R1 AT5G66816 -1.27 3.73E-12 1.74 0.00E+0 -0.81 1.25E-6 -0.65 1.81E-3 -0.87 1.27E-7 2.27 0.00E+0 -0.51 2.13E-2 
CATMA5OA62260R1 AT5G66820 -0.86 8.55E-6 -1.22 6.01E-13 -0.19 1.00E+0 -0.42 1.30E-1 0.29 4.41E-1 0.10 1.00E+0 0.13 1.00E+0 
CATMA5OA62310F1 AT5G66890 -1.20 5.95E-11 -0.09 1.00E+0 0.93 8.98E-9 0.03 1.00E+0 -0.98 1.26E-9 -0.05 1.00E+0 -2.00 0.00E+0 
CATMA5OA62320F1 AT5G66900 0.64 2.76E-3 0.84 2.94E-6 -0.19 1.00E+0 0.43 1.25E-1 -0.22 8.41E-1 0.01 1.00E+0 0.26 6.88E-1 
CATMA5OA62430R1 AT5G66985 -0.49 3.86E-2 -0.64 7.68E-4 -0.01 1.00E+0 -0.32 4.53E-1 0.42 6.66E-2 0.35 1.00E+0 0.13 1.00E+0 
CATMA5OA62480F1 AT5G67030 0.06 1.00E+0 -0.17 8.91E-1 -0.70 4.77E-5 -0.11 1.00E+0 0.18 1.00E+0 0.08 1.00E+0 0.68 4.21E-4 
CATMA5OA62520R1 AT5G67070 -1.20 6.15E-11 -1.10 1.28E-10 -0.33 3.13E-1 -0.96 1.42E-7 0.01 1.00E+0 0.11 1.00E+0 -0.75 6.20E-5 
CATMA5OA62530R1 AT5G67080 -1.30 9.00E-13 -0.34 2.17E-1 0.87 9.76E-8 0.59 6.75E-3 -0.44 4.65E-2 0.73 2.45E-3 -0.62 2.14E-3 
CATMA5OA62540F1 AT5G67090 -0.58 9.13E-3 -0.63 1.01E-3 0.04 1.00E+0 -0.17 1.00E+0 0.11 1.00E+0 -0.05 1.00E+0 -0.09 1.00E+0 
CATMA5OA62560F1 AT5G67110 -0.09 1.00E+0 0.05 1.00E+0 -0.44 4.73E-2 -0.89 1.58E-6 -0.02 1.00E+0 0.17 1.00E+0 -0.42 1.03E-1 
CATMA5OA62590F1 AT5G67140 -1.81 0.00E+0 -1.42 0.00E+0 0.00 1.00E+0 -0.61 4.42E-3 -0.35 1.94E-1 -0.02 1.00E+0 -0.94 1.23E-7 
CATMA5OA62600F1 AT5G67150 0.49 4.16E-2 0.61 1.81E-3 -0.01 1.00E+0 -0.03 1.00E+0 0.02 1.00E+0 0.19 1.00E+0 0.06 1.00E+0 
CATMA5ON99970F1 AT5G67160 -1.97 0.00E+0 -1.07 5.36E-10 0.22 9.61E-1 0.25 8.43E-1 -0.22 8.65E-1 0.60 3.85E-2 -0.22 9.12E-1 
CATMA5OA62640F1 AT5G67190 0.56 1.29E-2 -0.21 7.57E-1 -0.43 6.65E-2 -0.36 3.05E-1 0.74 1.54E-5 -0.02 1.00E+0 0.76 5.03E-5 
CATMA5OA62660R1 AT5G67210 -0.65 2.06E-3 -1.49 0.00E+0 0.13 1.00E+0 -0.66 1.25E-3 0.62 6.09E-4 -0.41 6.23E-1 -0.03 1.00E+0 
CATMA5OA62740F1 AT5G67270 -0.70 6.69E-4 -0.84 2.85E-6 0.00 1.00E+0 -0.45 8.69E-2 0.04 1.00E+0 -0.08 1.00E+0 -0.40 1.33E-1 
CATMA5OA62750F1 AT5G67280 -0.47 5.97E-2 -0.62 1.41E-3 -0.26 7.26E-1 -0.56 1.18E-2 0.17 1.00E+0 0.02 1.00E+0 0.07 1.00E+0 
CATMA5OA62770F1 AT5G67310 -0.91 2.22E-6 0.24 6.05E-1 -0.18 1.00E+0 -0.18 1.00E+0 -0.37 1.40E-1 -0.01 1.00E+0 -0.09 1.00E+0 
CATMA5OA62785R1 AT5G67330 2.77 0.00E+0 2.74 0.00E+0 -0.19 1.00E+0 0.22 9.83E-1 -0.07 1.00E+0 0.10 1.00E+0 0.49 3.33E-2 
CATMA5OA62790R1 AT5G67340 -2.38 0.00E+0 0.03 1.00E+0 0.49 1.82E-2 0.41 1.62E-1 -1.93 0.00E+0 0.32 1.00E+0 -1.92 0.00E+0 
CATMA5OA62820F1 AT5G67370 4.70 0.00E+0 4.34 0.00E+0 -1.18 4.61E-14 0.36 2.88E-1 0.89 7.64E-8 0.19 1.00E+0 2.32 0.00E+0 
CATMA5OA62840F1 AT5G67390 0.87 6.65E-6 0.00 1.00E+0 0.46 3.33E-2 0.84 1.01E-5 0.72 3.64E-5 -0.09 1.00E+0 1.04 1.90E-9 
CATMA5OA62845R1 AT5G67400 -0.06 1.00E+0 -2.08 0.00E+0 0.14 1.00E+0 0.15 1.00E+0 1.06 4.09E-11 -1.02 6.19E-7 1.12 5.97E-11 
CATMA5OA62870F1 AT5G67420 1.28 2.66E-12 1.14 2.03E-11 0.60 1.11E-3 1.03 9.26E-9 -0.01 1.00E+0 0.00 1.00E+0 0.35 2.58E-1 
CATMA5OA62880R1 AT5G67430 -1.37 4.18E-14 -1.14 2.09E-11 0.66 1.93E-4 -0.97 9.72E-8 -0.63 4.44E-4 -0.40 7.20E-1 -2.15 0.00E+0 
CATMA5OA62970R1 AT5G67520 -0.62 3.74E-3 -1.32 0.00E+0 -0.45 3.96E-2 -1.19 1.42E-11 0.77 6.13E-6 -0.08 1.00E+0 0.24 7.95E-1 
CATMA5OA63070F1 AT5G67620 0.25 6.49E-1 -0.82 4.66E-6 0.72 3.36E-5 -0.61 4.75E-3 0.83 7.04E-7 -0.20 1.00E+0 -0.42 1.10E-1 
CATMACON93575F1 ATCG00120 -1.05 1.86E-8 -0.75 4.58E-5 -0.65 2.45E-4 -1.03 9.90E-9 -0.33 2.63E-1 -0.14 1.00E+0 -0.63 1.51E-3 
CATMACON93600F1 ATCG00130 -0.90 3.16E-6 -0.84 2.84E-6 -0.58 2.24E-3 -0.91 9.56E-7 -0.42 6.04E-2 -0.09 1.00E+0 -0.35 2.64E-1 
CATMACON93587F1 ATCG00140 -0.20 8.79E-1 -0.46 3.53E-2 -0.24 8.22E-1 -0.65 1.52E-3 -0.09 1.00E+0 -0.29 1.00E+0 -0.40 1.32E-1 
CATMACON93572F1 ATCG00170 -0.02 1.00E+0 -0.27 4.43E-1 -0.40 1.09E-1 -0.66 1.50E-3 -0.13 1.00E+0 -0.40 7.29E-1 -0.48 3.99E-2 
CATMACON98340F1 ATCG00320 0.61 4.92E-3 0.15 9.84E-1 -0.12 1.00E+0 -0.44 9.48E-2 0.25 6.59E-1 -0.29 1.00E+0 -0.24 7.73E-1 
CATMACON93563F1 ATCG00380 -0.49 3.99E-2 -0.64 8.79E-4 -0.35 2.56E-1 -0.80 3.21E-5 0.18 1.00E+0 0.05 1.00E+0 -0.16 1.00E+0 
CATMACON93780F1 ATCG00450 -0.47 5.88E-2 -0.62 1.28E-3 0.03 1.00E+0 -0.17 1.00E+0 0.12 1.00E+0 0.14 1.00E+0 0.00 1.00E+0 
CATMACON93586R2 ATCG00490 -0.91 1.89E-6 -0.95 5.93E-8 0.02 1.00E+0 -0.50 3.83E-2 -0.18 1.00E+0 -0.11 1.00E+0 -0.61 2.22E-3 
CATMACON93597R1 ATCG00540 -0.03 1.00E+0 -0.25 5.64E-1 -0.41 9.56E-2 -0.63 2.50E-3 0.01 1.00E+0 -0.20 1.00E+0 -0.17 1.00E+0 
CATMACON93812F1 ATCG00570 -0.70 6.79E-4 -0.47 2.84E-2 0.13 1.00E+0 0.14 1.00E+0 -0.02 1.00E+0 0.06 1.00E+0 -0.08 1.00E+0 
CATMACON93564F1 ATCG00580 -0.61 4.99E-3 -0.34 2.13E-1 0.16 1.00E+0 0.25 8.58E-1 -0.16 1.00E+0 0.21 1.00E+0 -0.06 1.00E+0 
CATMACON98346F1 ATCG00620 0.71 4.62E-4 0.23 6.35E-1 0.15 1.00E+0 -0.22 1.00E+0 0.03 1.00E+0 -0.14 1.00E+0 -0.49 3.30E-2 
CATMACON93537F1 ATCG00660 0.66 1.70E-3 0.16 9.39E-1 -0.06 1.00E+0 0.20 1.00E+0 -0.09 1.00E+0 -0.64 1.61E-2 0.03 1.00E+0 
CATMACON93562F1 ATCG00670 -0.10 1.00E+0 -0.08 1.00E+0 -0.57 2.94E-3 -0.59 6.61E-3 0.05 1.00E+0 0.02 1.00E+0 -0.07 1.00E+0 
CATMACON93816R1 ATCG00690 -0.97 3.36E-7 -0.70 1.80E-4 -0.12 1.00E+0 -0.09 1.00E+0 -0.25 6.39E-1 -0.02 1.00E+0 -0.35 2.78E-1 
CATMACON93545R1 ATCG00710 -0.86 1.03E-5 -0.51 1.31E-2 -0.02 1.00E+0 0.18 1.00E+0 -0.24 7.47E-1 0.02 1.00E+0 -0.04 1.00E+0 
CATMACON93592R1 ATCG00720 -0.63 3.42E-3 -0.67 3.57E-4 -0.18 1.00E+0 -0.33 4.24E-1 -0.01 1.00E+0 0.02 1.00E+0 -0.11 1.00E+0 
CATMACON93610F1 ATCG00780 -0.45 7.43E-2 -0.68 2.99E-4 -0.57 2.36E-3 -0.79 4.55E-5 -0.07 1.00E+0 -0.17 1.00E+0 -0.21 9.62E-1 
CATMACON93598F1 ATCG00790 -0.57 1.00E-2 -0.69 2.15E-4 -0.44 5.44E-2 -0.73 2.19E-4 -0.11 1.00E+0 -0.11 1.00E+0 -0.44 7.22E-2 
CATMACON93577F1 ATCG01010 -0.27 5.72E-1 -0.49 1.92E-2 -0.54 5.09E-3 -0.66 1.41E-3 0.12 1.00E+0 -0.25 1.00E+0 0.01 1.00E+0 
CATMACON93576F1 ATCG01110 -0.48 4.50E-2 0.19 8.32E-1 -0.05 1.00E+0 0.62 3.05E-3 -0.65 2.80E-4 -0.01 1.00E+0 0.08 1.00E+0 
CATMAMON93654R1 ATMG00030 0.05 1.00E+0 -0.71 1.19E-4 -0.17 1.00E+0 -0.36 3.10E-1 0.48 2.04E-2 -0.29 1.00E+0 0.19 1.00E+0 
CATMAMON93632F1 ATMG00040 0.64 2.41E-3 0.74 5.35E-5 -0.03 1.00E+0 -0.35 3.42E-1 0.19 1.00E+0 0.19 1.00E+0 -0.16 1.00E+0 
CATMAMON93709F1 ATMG00060 1.33 3.16E-13 1.10 1.58E-10 -0.08 1.00E+0 0.00 1.00E+0 -0.01 1.00E+0 0.10 1.00E+0 0.18 1.00E+0 
CATMAMON93671F1 ATMG00070 1.16 3.20E-10 1.43 0.00E+0 -0.14 1.00E+0 0.12 1.00E+0 -0.04 1.00E+0 0.24 1.00E+0 0.16 1.00E+0 
CATMAMON93819F2 ATMG00080 1.32 3.54E-13 1.45 0.00E+0 -0.26 6.80E-1 -0.04 1.00E+0 0.13 1.00E+0 0.15 1.00E+0 0.52 1.83E-2 
CATMAMON93656F1 ATMG00120 0.53 2.12E-2 0.64 7.03E-4 -0.06 1.00E+0 -0.02 1.00E+0 -0.19 1.00E+0 0.27 1.00E+0 -0.06 1.00E+0 
CATMAMON93733R1 ATMG00130 0.63 3.13E-3 0.91 2.61E-7 -0.06 1.00E+0 0.10 1.00E+0 -0.03 1.00E+0 0.09 1.00E+0 0.00 1.00E+0 
CATMAMON93708R1 ATMG00150 0.69 7.58E-4 0.84 2.17E-6 0.03 1.00E+0 -0.07 1.00E+0 -0.05 1.00E+0 -0.02 1.00E+0 0.04 1.00E+0 
CATMAMON93644F1 ATMG00160 0.10 1.00E+0 0.53 8.66E-3 -0.18 1.00E+0 -0.59 7.29E-3 -0.23 7.95E-1 -0.01 1.00E+0 -0.45 6.55E-2 
CATMAMON93652F1 ATMG00280 -0.57 1.03E-2 -0.28 4.27E-1 0.00 1.00E+0 -0.51 3.32E-2 -0.16 1.00E+0 -0.02 1.00E+0 -0.60 3.04E-3 
CATMAMON93700R1 ATMG00510 0.77 1.07E-4 1.10 1.27E-10 -0.09 1.00E+0 -0.49 4.21E-2 -0.17 1.00E+0 0.15 1.00E+0 -0.34 3.19E-1 
CATMAMON93721F1 ATMG00513 0.95 7.28E-7 0.73 7.24E-5 -0.14 1.00E+0 -0.28 6.52E-1 0.24 7.45E-1 -0.03 1.00E+0 0.15 1.00E+0 
CATMAMON93821F1 ATMG00516 0.54 1.74E-2 0.60 1.96E-3 -0.02 1.00E+0 -0.18 1.00E+0 0.00 1.00E+0 0.08 1.00E+0 -0.17 1.00E+0 
CATMAMON93630R1 ATMG00630 1.10 3.97E-9 0.93 1.17E-7 -0.01 1.00E+0 -0.04 1.00E+0 0.02 1.00E+0 0.03 1.00E+0 0.17 1.00E+0 
CATMAMON93693F1 ATMG00640 0.51 3.04E-2 0.79 1.34E-5 -0.40 1.13E-1 0.00 1.00E+0 -0.19 1.00E+0 0.14 1.00E+0 0.30 4.56E-1 
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Table 1. (continued) 
 
  
fit-3 +Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
Col-0 -Fe 
HA-FIT 8 +Fe vs. 
Col-0 +Fe 
HA-FIT 8 -Fe vs. 
Col-0 -Fe 
Col-0 -Fe vs. 
Col-0 +Fe 
fit-3 -Fe vs. 
fit-3 +Fe 
HA-FIT 8 -Fe vs. 
HA-FIT 8 +Fe 
ID CATMAv6 AGI Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value Ratio p-value 
CATMAMON93629F1 ATMG00650 0.49 3.91E-2 0.60 2.20E-3 -0.24 8.40E-1 0.21 1.00E+0 -0.06 1.00E+0 0.15 1.00E+0 0.07 1.00E+0 
CATMAMON93643F1 ATMG00660 0.67 1.19E-3 1.27 5.17E-14 -0.16 1.00E+0 0.05 1.00E+0 -0.40 9.69E-2 0.26 1.00E+0 -0.23 8.39E-1 
CATMAMON93731F1 ATMG00690 0.64 2.77E-3 0.80 8.73E-6 -0.20 1.00E+0 -0.35 3.42E-1 -0.10 1.00E+0 0.14 1.00E+0 -0.18 1.00E+0 
CATMAMON93707R1 ATMG00730 0.66 1.60E-3 1.06 7.52E-10 0.03 1.00E+0 0.07 1.00E+0 -0.21 9.04E-1 0.26 1.00E+0 -0.01 1.00E+0 
CATMAMON93641F2 ATMG00910 0.81 3.53E-5 0.87 1.03E-6 0.04 1.00E+0 -0.22 9.98E-1 -0.24 7.11E-1 0.23 1.00E+0 0.07 1.00E+0 
CATMAMON93710F1 ATMG00920 0.68 1.00E-3 1.19 2.73E-12 -0.10 1.00E+0 0.24 8.79E-1 -0.33 2.67E-1 0.37 9.67E-1 0.10 1.00E+0 
CATMAMON93639F1 ATMG00960 0.41 1.32E-1 0.73 6.69E-5 -0.06 1.00E+0 -0.01 1.00E+0 -0.23 8.16E-1 0.09 1.00E+0 0.07 1.00E+0 
CATMAMON93695R1 ATMG01090 0.62 4.02E-3 0.69 2.03E-4 -0.21 1.00E+0 -0.63 2.63E-3 0.00 1.00E+0 -0.01 1.00E+0 -0.39 1.53E-1 
CATMAMON93634F1 ATMG01120 0.44 8.43E-2 0.69 2.13E-4 -0.20 1.00E+0 -0.14 1.00E+0 -0.26 6.17E-1 0.00 1.00E+0 -0.08 1.00E+0 
CATMAMON93638F1 ATMG01130 0.21 8.29E-1 1.16 1.24E-11 0.20 1.00E+0 0.26 8.02E-1 -0.60 1.01E-3 0.39 8.57E-1 -0.59 4.21E-3 
CATMAMON93658F1 ATMG01170 1.02 6.37E-8 1.08 2.69E-10 0.11 1.00E+0 0.25 8.19E-1 0.21 9.16E-1 0.31 1.00E+0 0.46 5.46E-2 
CATMAMON93667F1 ATMG01180 0.73 3.26E-4 0.67 3.32E-4 -0.12 1.00E+0 -0.06 1.00E+0 -0.12 1.00E+0 0.06 1.00E+0 -0.08 1.00E+0 
CATMAMON93617F2 ATMG01190 0.41 1.25E-1 0.84 2.82E-6 -0.32 3.52E-1 -0.12 1.00E+0 -0.22 8.73E-1 0.21 1.00E+0 0.05 1.00E+0 
CATMAMON93613F1 ATMG01220 1.02 6.84E-8 1.63 0.00E+0 0.08 1.00E+0 0.15 1.00E+0 -0.38 1.25E-1 0.28 1.00E+0 -0.12 1.00E+0 
CATMAMON93655R1 ATMG01350 0.97 3.63E-7 1.26 7.13E-14 -0.14 1.00E+0 0.12 1.00E+0 -0.17 1.00E+0 0.11 1.00E+0 -0.07 1.00E+0 
CATMAMON93680F1 ATMG01360 0.68 1.02E-3 0.71 1.12E-4 -0.24 8.53E-1 -0.19 1.00E+0 -0.06 1.00E+0 0.09 1.00E+0 0.03 1.00E+0 
CATMAMON93698F1 ATMG01370 0.74 2.67E-4 0.92 1.40E-7 0.14 1.00E+0 0.11 1.00E+0 -0.16 1.00E+0 0.28 1.00E+0 -0.13 1.00E+0 
CATMAMON93712F1 ATMG01410 0.18 9.48E-1 0.87 8.17E-7 -0.06 1.00E+0 0.00 1.00E+0 -0.41 7.79E-2 0.27 1.00E+0 -0.43 8.37E-2 
 
 
